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Table S1.  Protein motifs found in CPA1 proteins of Arabidopsis and grapevine. 

Mot

if 

Multilevel consensus sequence E 

value 

1 

GLxxAxxxKxLYxGRHSTDREVAxMxLMAYLSYxLAELFxLSGIL

TVFFCGIxMSHYxxHNVTESSRxTTxHxFATxSFxAExFIFLYVGx

DALDIxKWxxxxxxxGTSx 

4.6e-

572 

2 

xFVALLCxCxVxGHLLEENRWxNESITAxxxGLxTGxxILLxSxGx

SSHxLVFxExLFFIYLLPPIIFNAGFQVKKKQFFRNFxTIMLFGxx

GxxISxxIIxxGxxxxFxKxxxxxxxxGDYLAIGxIFxxTDxVCTLQVLx

QDETPLLYSLVFGEGVVNDATSVVLFNAxQxxDLxxxxxxxAxQx

xGNFxYLF 

8.4e-

762 

3 
KxxxSExIxxxxQVxIWWAGLMRGAVSxALAxxxFTxxGxTxxxGN

AIMxTSTIxVxLFxTxVFGxxTKP 

3.5e-

295 

4 
xxNVPRPxxLRxxLTxPxxTVHxYWRxFDDxxMRPxFGGRGFVPx

VPGSPTERxAPx 

1.6e-

145 

5 
xxExxGxSGxxxxxxxGxxxxxxxxxxxxxxSQxxxxxFxxxxxxxAxTxxFI

xxGxxIAxxxxSxSH 

3.3e-

089 

6 

SxPxDAVxFxGxxLVxGxAxRxLxxGTRVPYTVxLLxxGIxLGSLEx

GxxxxLGKxGxGIRxWxxIxPxLLLAVFLPxLLFESSFSMxVHQIKR

CxxQMxxLAxPGVLxSTxCLGxxxKxTFPYxWxWKTSLLLGGLLx

ATDPVAVVALLKELGAxKKxxTxIxGESLMNDGxxxVVxQLFxx

MxxGxxxxx 

2.7e-

123 

7 

xDWxGLxxxVxFPNYYxFLxxxxxPxKLxTxxxVERLESACYIxxAF

LRAHxIARxQLxxFxGxSxIxSxVINESExEGEEAxxFLExVRxxFPQ

VLxVxKTxQVTxxVLxHLxxYxxNLEKxGLLExKExxHLHDxVQx

xLKKLLRxPPxxKxPxxxDxITxxP 

4.9e-

126 

8 xxxLxxxAAxVFxxSxxxN 
5.1e-

076 

9 

RxxxxxIPxxHQKALWYSGLRGAMAFALALQSxHDLPEGHGQxI

FTATTxIVVxTVLLIGGSTGxMLEALxVVGDxxDxxxxxxFExxxxx

xxxxx 

1.7e-

066 

10 
xTGTxFxFxTGGIVFLTLxVNGSTTQxxLxLLxMDxLxxxKxRILxY

TKxEMxxxALxAFxxLGDDEELGxADWPTVxxxIxSLxxxEGxxVx 

1.4e-

052 

11 ExxISPxxHDPQGQxKQQQAAGVGILLQIMMLVLSFVLGHVLR

RHxFxYLPEASxSLLIGLIVGxLANISxTETSIRTWFNFHxEFFFLF
5.6e-



LLPPIIFQSGFSLQPKPFFSNFGAIVTFxxxGTFVASxVTGxLVYL

GGxMxLMYxLPFVECLMFGxLISATDPVTVLSIFQxxGxDVNLY

ALVFGESVLNDAMAISLYRTM 

050 

12 
xxGNSWxxLxLLYxYxQxSRxVVVGVxYPxLxxxGYGLDWKExII

LxWSGLRGAVxLxLxLSVKxxSxxS 

4.7e-

040 

13 
xPxxxxDIRxRxLNGVQAxYWxMLDxGRIxxxTANxLMQSVDEAL

DxVSx 

3.1e-

037 

14 FKYAGLDxxNLxNLECCLFVLFPYFS 
1.5e-

019 

15 

PxAxxEPLxxSxKExMKxRGVxLYxEGSKPxGxWLIxxGxVKWxS

KxxxNxHSLxPTFxHGSTLGLYEVLxGKPYxCDxITDSxVLCFFxx

xxKI 

2.3e-

018 

16 xxxxxxxxxxxDxxxxxPxFxxxxxx 
3.1e-

018 

17 LPxxxNFTxxMxSxxSxPKSxxxPLLDNxxxxxTx 
7.6e-

014 

18 xxSxSDHASVVxxN 
4.6e-

008 

19 DQxxRSxxxEHxxLMSWPExxYxxxQxx 
7.4e-

004 

20 xSDxxxxDFLWQESAxVLxKLLxPQIFExxAMQxLRA 
4.0e-

003 

21 DTVxxITxTxxxSYxAYxT 
2.5e-

002 

22 QxxxYxVxTRARxIIFxIxAFxADRxLxRR 
6.0e-

002 

23 RxxSSGxxFFMVxxRFxETFxGSMSAGVGVGFTSA 
7.3e+0

01 

24 ExxxEQHxxxRxxx 
1.9e+0

02 

25 xxAMQLSIFGSMVxxxxx 
4.2e+0

02 

26 xxxxWxxxxx 
1.7e+0

03 

27 VRIDSPSKxxFxx 
6.4e+0

03 

28 GxRxKMxLKE 7.1e+0



03 

29 YxxGExIEIxxxSIG 
7.5e+0

03 

30 xxSTxLGVxA 
8.7e+0

03 

31 xxKxxxxLxYxxxPxxxAxxLVSxxSExxxxxxxxxxxxKxxxQ 
9.3e+0

03 

32 DEExEDxGxx 
1.1e+0

04 

33 xEELIxxPAALxPSx 
1.6e+0

04 

34 PHxxYExxxx 
3.2e+0

04 

35 MTxxIxAxxxYxxxExA 
2.2e+0

05 

36 xxxxHxxxxHE 
8.7e+0

04 

37 xxDxxxxxGxRxK 
2.5e+0

05 

38 xxxxQxxxKQ 
1.9e+0

05 

39 STxxxRxKxx 
5.0e+0

05 

40 xTLxxLxxDE 
7.7e+0

05 

41 KFLxQxSxGA 
9.6e+0

05 

42 xxxFLExGDx 
1.8e+0

06 

43 xNKxxxxxxx 
2.6e+0

06 

44 KxxSSxRxxxxxE 
3.0e+0

06 

45 xxSSExSGxxx 
3.0e+0

06 

46 xxxxIxLxKK 4.4e+0



06 

47 xxxxxVxDAT 
4.9e+0

06 

48 MxxSLxSKxx 
9.5e+0

06 

49 LxTxxVxxLx 
1.4e+0

07 

50 MxxxxxxMLx 
9.7e+0

06 

 

 


