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Figure S1. The distributions of unigenes length and read numbers. A is the unigenes length distributions of the 

Amabilis_Stem-red; B is the unigenes length distributions of the Amabilis_ red. 



 



Figure S2. The unigenes length distributions. A is the unigenes length distributions of the Amabilis_Stem-red; B 

is the  unigenes length distributions of the Amabilis_ red; C is all the unigenes length distributions. 

 

Figure S3. Amabilis_Stem_ red vs Amabilis_ red expression plot. The Y-axis represents  Amabilis_red (lip) 

expression, and the X-axis means the Amabilis_Stem-red (tepal).  

 


