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Supplemental Fig. S1A.

MS/MS fragmentation pattern of a phosphopeptide of H*-ATPase identified in Chuwei ecotype and Sarlun population. The neutral

loss peak is marked in green. The matched daughter ion masses are marked in red (b ions) or blue (y ions).
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Supplemental Fig. S1B.
MS/MS fragmentation pattern of a phosphopeptide of sucrose transporter 1 identified in Chuwei ecotype. The neutral loss peak is

marked in green. The matched daughter ion masses are marked in red (b ions) or blue (y ions).
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Supplemental Fig. S1C.
MS/MS fragmentation pattern of a phosphopeptide of calcium sensing receptor identified in Chuwei ecotype and Sarlun population.

The neutral loss peak is marked in green. The matched daughter ion masses are marked in red (b ions) or blue (y ions).
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Supplemental Fig. S1D.

MS/MS fragmentation pattern of a phosphopeptide of photosystem Il protein H identified in Chuwei ecotype and Sarlun population.

The neutral loss peak is marked in green. The matched daughter ion masses are marked in red (b ions) or blue (y ions).
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Supplemental Fig. S1E.
MS/MS fragmentation pattern of a phosphopeptide of chlorophyll a/b binding protein 2 identified in Chuwei ecotype. The neutral

loss peak is marked in green. The matched daughter ion masses are marked in red (b ions) or blue (y ions).
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Supplemental Fig. S1F.
MS/MS fragmentation pattern of a phosphopeptide of TMT2 in Chuwei ecotype. The matched daughter ion masses are marked in red

(b ions) or blue (y ions).
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Supplemental Fig. S1G.
MS/MS fragmentation pattern of a phosphopeptide of TMT2 in Sarlun population. The matched daughter ion masses are marked in

red (b ions) or blue (y ions).



IWQYGFVEpPSFEFEQAPAAR

va4
100% 1.129.94 miz, 2+, 2,257.86 Da, (Parent Eror: 26 ppm
W —+—Q——Y —+G +—D —+V—+—E—+§+80 ~+D—+—E—+D—F—E—+-Q—F+A+P—+AF+A+—R
—R—+A+A+PTA+—Q—+—E—+D—+—E—+D—+s+0 ~+—E—+V-—+-D—6+—Y —F—-Q—F—W—t—|-
> 75%7 b2
s v5
2
1]
o 50%7]
=
& 8 y12-98
E 1558 173087
yi9- 17341
25%1 y9
7 VIO ] b15
0% ol o0 by dlfped Bong o B y
0 1000 1500 2000
m/z
1,129.94 m/z, 2+, 2,257.86 Da, (Parent Error: -26 ppm
0.60 74 —+—wW —+—Q—+—Y ~—+G +D ~—+V-—+—E~—+5+80 —-D-—+—E—+—D—+—E—+-Q —+A-+P—+A+A+—R
s —R—+A+A+P—+A+—Q—+—E—+D—+—E—+D—s+80 ~+—E VDG Y —F-Q W o |
] v9 b15
S 0.00 yiy2e® wwys Y YT wy | . [ .
w 0
g 9 so0 % 100010 1500 2000
S
3
(=}
-0.501
m/z

Supplemental Fig. S1H.
MS/MS fragmentation pattern of a phosphopeptide of TUDOR-SN protein 1 in Chuwei ecotype and Sarlun population. The matched

daughter ion masses are marked in red (b ions) or blue (y ions).
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Supplemental Fig. S11.
MS/MS fragmentation pattern of a phosphopeptide of sucrose-phosphate synthase 1 in Chuwei ecotype and Sarlun population. The

matched daughter ion masses are marked in red (b ions) or blue (y ions).
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Supplemental Fig. S1J.
MS/MS fragmentation pattern of a phosphopeptide of sucrose-phosphate synthase 1 in Chuwei ecotype and Sarlun population. The

neutral loss peak is marked in green. The matched daughter ion masses are marked in red (b ions) or blue (y ions).
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Supplemental Fig. S1K.
MS/MS fragmentation pattern of a phosphopeptide of PPDK in Chuwei ecotype. The neutral loss peak is marked in green. The

matched daughter ion masses are marked in red (b ions) or blue (y ions).
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Supplemental Fig. S1L.
MS/MS fragmentation pattern of a phosphopeptide of PIP2; 7 in Sarlun population. The neutral loss peak is marked in green. The

matched daughter ion masses are marked in red (b ions) or blue (y ions).
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Supplemental Fig. SIM.
MS/MS fragmentation pattern of a phosphopeptide of PEPcarboxylase 3 in Sarlun population. The matched daughter ion masses are

marked in red (b ions) or blue (y ions).
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Supplemental Fig. SIN.

MS/MS fragmentation pattern of a phosphopeptide of PEPcarboxylase 3 in Sarlun population. The matched daughter ion masses are

marked in red (b ions) or blue (y ions).
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Supplemental Fig. S10.
MS/MS fragmentation pattern of a phosphopeptide of similar to translational activator in Chuwei ecotype and Sarlun population. The

matched daughter ion masses are marked in red (b ions) or blue (y ions).
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Supplemental
Fig. S1P.
MS/MS fragmentation pattern of a phosphopeptide of a NADP-malate dehydrogenase in Chuwei ecotype. The matched daughter ion

masses are marked in red (b ions) or blue (y ions).



