
 
POJ 5(4): 326-332 (2012)                                                                                                                 ISSN:1836-3644 

 

Supplementary Data 

Identification and promoter analysis of some important storage protein genes from wheat 

(Triticum aestivum L.)  

 
Jiarui Li 

1, 2*
, Baoyan An

3
 and Xiansheng zhang

1
 

 

 

 

 

1. 6A4 (Genbank accession No. AF469489) 
 

Sequence: 
GGGAGCAAAGCAAACTTGAGGCTAGCCACCATGAAGGTCTTCATCCTGGCTCTCCTCG

CCCTCACAGCAACCACCGCCATTGCCCAGTTGGAAACCACATGTAGCCAGGGCTTCGG

ACAATACCAACAACAGCAACAACCTGGGCAACGACAGTTGCTGGAGCAGATGAAGCC

GTGTGTGGCATTCCTGCAACAACAGTGTAGGCCACTGAGAATGCCATTCCTCCAGACA

CAGGTGGAGCAGCTTAGCAGCTGCCAGATCGTGCAACACCAATGCTGCCAGCAGCTAG

CGCAGATCCCAGAGCGAATCCGGTGCCATGCCATCCACAGCGTGGTAGAGGCTATCAT

GCAACAACAATCCCAACAACAATGGCAGGAGCGCCAACAGCAAGCACAACATAAGAG

CATGAGGATGTTGCTTGAGAACCTATCATTGATGTGCAACATCTATGTCCCGGTACAAT

GCCAGCAGCAACAACAAATGGGGCAACAACAACAACAACAACAGTTGCAGGAGCAGT

TGACACCGTGTGCGACATTCCTCCAACATCAGTGTAGCCCAGTGACAGTGCCATTCCCC

CAGATACCGGTGGATCAAGCCTACCAGCTGCCAGAATGTGCAGCACCAATGTTGCCGA

CAGCTATCACAGATCCCGGAGCAATTTCGTTGCCAAGCCATCCATAACGTGGCTGAGG

CTATCAGGCAACAACAACCCCAAACAACAATGGCAGGGTATGTACCAGCCCGCAGCA

AGCCAGCACAACATGAGAGCATTCGGATGTCGCTTCAGGCCCTGCGGTCGATGTGCAAC

ATCTACATACCGGTACAATGCCCCGCCCCCACCGCCTACAACATTCCCATGGTGGCTACC

TGCACTAGTGGTGCATGCTAGATGATCAATGTAGCGGCCGAAAAATAAAAATGCCATGCA

TCATCATGTGTGGCAAATACTAGTTGCAATATGGAAATGATGAATAAACGTTCCTGAATA

AAGCATTTGCCTGAATAAAACTACATATTTCAAAAAAAAAAAAAAAAAAAA 

 

Note: Underlined sequence (482-bp) was used as template for synthesizing probes for Northern blot 

and Southern blot.   
 



 

Note: The putative amino acid sequence of 6A4 was blasted with amino acid sequence of a putative 

avenin-like b precursor (AM087941) using DNAman software. The sequence similarity between the 

two sequences is 95% similarity (189/199). 

######################################################################## 

 

2. 8G17 (Genbank accession No. HQ833341) 
 

Sequence: 
AAAAGTACGCTTGTAGCTAGTGCAACCTAACACAATGTACCAAAAATCCATTTCAGAA

ACATCCAAACATAATTATTAAAGCTGATGGAAAGAAGGAAAGAGATGGTGCCCGGGC

TACTATAAATAGGCATGAAGTATCAAGATCATCACAGGCACAATCATCAAAACCAAGC

AATACTAGTTAACACCAATCCACCATGAAGACCTTCCTCATCTTTGCTCTCCTTGCCATT

GCGGCGACAAGTGCCATTGCACAAATGGAGACTAGCCGCGTCCCTGGTTTGGAGAAAC

CATGGCAGCAACAACCATTACCACCACAACAACAACCACCATGTTCACAGCAACAACA

ACCATTTCCACAGCAACAACAACCAATTATTATACTGCAACAATCACCATTTTCGCAGC

AACAACAACCAGTTCTGCCGCAACAGCAACCAGTTATTATACTGCAACAACCACCATT

TTCGCAGCAACAACAACCAGTTCTACCACAACAACCACCATTTTCACAACAACAACAA

CCACCATTTCGCAGCAGCACACATTCTTCACAACAACCACCTTTTCCACAACAACACCA

ACAGTTTCCACAACAACAAATCCCTGTTGTTCAACCATCCGTTTTGCAGCAGCTAAACC

CATGCAAGGTGTTCCTCCAACAGCAGTGTAGCCATGTGGCAATGTCGCAACGTCTTGCT

AGGTCACAAATGTGGCAACAGAGTAGTTGCCATGTGATGCAACAACAATGTTGCCAAC

AGCTGCCGCAAATCCCCGAACAATCCCGCTCTGAGGCAATCCGTGCCATCGTCTACTCC

ATCATCCTGCAAGAACAACAACAGGGTTTTGTCCAACCTCAGCAGCAACAACCCCAAC

AGTCGGGCCAAGGCGTCTCCCAACACCAACAGCAGTCGCAGCAGCAGCAGCAACTCG

GACAGTGTTCTTTCCAACAACCTCAACAACTACAACAATTGGGTCAGCAGCCTCAACA

ACAACAGATACCACAGGGTATATTCTTGCAGCCACACCAGATATCTCAACTTGAGGTG

ATGACTTCCATTGCACTCCGTACCTTGCCAACGATGTGCGGTGTCAACGTGCCGTTGTA

CAGCTCGACCACTATTATGCCATTCAGCATTGGCACTGGAGTTGGTGGCTACTGATAAG

AAAAGATTTCTAGTAATAT 

Note: Underlined sequence (436-bp) was used as template for synthesizing probes for Northern 

blot.   



 

 
 

Note: The putative amino acid sequence of 8G17 was blasted with amino acid sequence of LMW-

GS group 5 type III (AB062867) using DNAman software. The sequence similarity between the 

two sequences is 100% (320/320). 
 

 ######################################################################## 
 

 

3. 6H11 (Submission No. 1503702) 
 

 

Sequence: 
CCCAGGCGGTGTCCCGGCAACTATAAATAGGCATGAAGTATAAAGATCATCACAAGCA

CAAGCATCAAAGCCAAACAACACTAGTTAACACCAATCCACAATGAAGACCTTCCTCG

TCTTTGCCCTCCTCGCTCTTGCGGCGGCAAGTGCCGTTGCGCAAATTTCACAGCAACAA

CAACAACCACCATTTTCACAGCAACAACAACCACAATTTTCACAACAGCCACCATTTTC

CCAGCAGCAACAACCACCATTTTCGCAACAACAACAACAACCACCATTTGCGCAGCAA

CAACAACCACCGTTTTCACAACAACCACCAATTTCACAGCAGCAACAACCACCATTTTC

ACAGCAACAACAACCACAATTTTCACAGCAACAACAACCACCATATTCGCAGCAACAA

CAGCCACCATATTCGCAGCAACAACAACCACCATTTTCGCAGCAACAACAACCACCAT

TTTCGCAGCAACAACAACAACCACCATTTACACAGCAGCAGCAGCAGCAACAACAACA

ACAACCATTTACACAGCAACAACAACCACCATTTTCACAACAGCCACCAATTTCACAG

CAGCAACAACCACCATTTTCGCAGCAACAACAACCACAATTTTCACAGCAACAACAAA

TACCAGTTATTCATCCATCTGTTTTGCAGCAGCTAAACCCATGCAAGGTATTCCTCCAG



CAGCAGTGCATCCCTGTGGCAATGCAGCGATGTCTTGCTAGGTCACAAATGTTGCAGC

AGAGCATTTGCCATGTGATGCAGCAACAATGTTGCCAGCAGTTGCGGCAAATCCCCGA

GCAATCCCGCCATGAGTCAATCCGTGCTATCATCTACTCTATCATCCTGCAGCAGCAGC

AGCAGCAACAACAACAACAACAACAGGGTCAGAGTATCATCCAATATCAGCAACAAC

AACCCCAACAGTTGGGCCAATGTGTCTCCCAACCCCAACAGCAGTTGCAGCAGCAACT

CGGGCAACAACCTCAACAACAACAATTGGCACATGGTACCTTTTTGCAGCCACACCAG

ATAGCTCAGCTTGAGGTGATGACTTCCATTGCACCCCGTACCCTGCCAACAATGTGCAG

TGTCAATGTGCCGTTGTACGAAACCACCACTAGTGTGCCATTAGGCGTTGGCATCGGA

GTTGGTGTCTACTGATAAGAAAAGATCTCTAGTAATATATAGTTGGATCACCGTTGTTT

AGTCGATGGATATGTCAATGTAGCGGTGACAAATAAAGTGTCACACAACGTCATGTGT

GACCCGCTCAAACTAGTTGTTTAAATTCTGAAATAAAATACAAATAAAGTTGTATCAA

AAAAAAAAAAAAAAAA 

Note: Underlined sequence (380-bp) was used as template for synthesizing probes for Northern 

blot. 

 
 

Note: The putative amino acid sequence of 6H11 was blasted with amino acid sequence of LMW-

GS GluA3-13 (FJ549930) using DNAman software. The sequence similarity between the two 

sequences is 91% (349/382). 


