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Fig S1. The nucleotide sequences of pPMI and PMI.
Fig S2. The amino acids sequences of pPMI and PMI.
Fig S3. Copy number assay of transgenic plants by real-time PCR.

FUT ATGCAAAAACTCATTAACTCAGTGCAAAACTATGCCTGGGGCAGCAAAACGGCGTTGACT
pPUT ATGCAGAAGCTCATCAACAGCGTGCAGAACTATGCCTGGGGGAGCAAGACAGCCCTGACC
FUT GAACTTTATGGTATGGAAAATCCGTCCAGCCAGCCGATGGCCGAGCTGTGGATGGGCGCA
pFPUT GAGCTGTACGGCATGGAAAACCCGTCCTCCCAACCGATGGCCGAGCTCTGGATGGGGGCC
PUT CATCCGAAAAGCAGTTCACGAGTGCAGAATGCCGCCGGAGATATCGTTTCACTGCGTGAT
pPUT CATCCGAAGTCCAGCAGCAGGGTGCAAAATGCGGCGGGGGACATTGTGTCCCTCAGGGAC
Fir GTGATTGAGAGTGATAAATCGACTCTGCTCGGAGAGGCCGTTGCCAAACGCTTTGGCGAA
pPHT GTCATCGAGTCCGATAAGAGCACCCTGCTCGGGGAAGCCGTGGCCAAACGCTTCGGGGAA
PUT CTGCCTTTCCTGTTCAAAGTATTATGCGCAGCACAGCCACTCTCCATTCAGGTTCATCCA
pPUT CTCCCGTTCCTCTTCAAAGTGCTCTGCGCCGCCCAACCGCTCAGCATTCAGGTCCACCCG
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GCCGCCGAGCGTAACTATAAAGATCCTAACCACAAGCCGGAGCTGGTTTTTGCGCTGACG
GCCGCGGAAAGGAACTACAAGGACCCGAACCACAAGCCGGAGCTCGTGTTCGCCCTCACA
stk ok, |k kil ke Rk kk lblblelblollelololblolollok sk Rk ok dok ke
CCTTTCCTTGCGATGAACGCGTTTCGTGAATTTTCCGAGATTGTCTCCCTACTCCAGCCG
CCGTTTCTGGCGATGAACGCCTTCCGCGAGTTCAGCGAGATCGTGTCCCTGCTGCAACCA
dk Rk ok skllokiollolk kb ok ek, ek 1 sllololok ok kkelekek ok dok Kok,
GTCGCAGGTGCACATCCGGCGATTGCTCACTTTTTACAACAGCCTGATGCCGAACGTTTA
GTGGCGGGCGCCCATCCAGCCATTGCCCACTTCCTCCAGCAGCCAGACGCCGAGAGGCTG
dk kk dk ko ekkiok, ke skl selelolk ok ok lelolelok Dk kllelok, |k &
AGCGAACTGTTCGCCAGCCTGTTGAATATGCAGGGTGAAGAAAAATCCCGCGCGCTGGLG
AGCGAACTGTTCGCCTCCCTGCTCAACATGCAAGGCGAGGAAAAGTCCAGGGCGCTCGCG
sfoptiekdiololtok s ekl K ok selelolok, ko ek elolelok otk olelook kol
ATTTTAAAATCGGCCCTCGATAGCCAGCAGGGTGAACCGTGGCAAACGATTCGTTTAATT
ATTCTGAAGT CCGCCCTCGATAGCCAGCAAGGCGAGCCGTGGCAGACCATCCGCCTGATC
dkok ko ko sekkiolllielomtelolook, sk ok elollolollok xRk bk ok ke

TCTGAATTTTACCCGGAAGACAGCGGTCTGTTCTCCCCGCTATTGCTGAATGTGGTGAAA
TCCGAGTTTTACCCAGAGGACTCCGGGCTCTTCTCCCCACTGCTCCTCAACGTCGTCAAG
TTGAACCCTGGCGAAGCGATGTTCCTGTTCGCTGAAACACCGCACGCTTACCTGCAAGGC
CTCAACCCAGGGGAGGCGATGTTTCTCTTCGCCGAAACACCGCATGCCTATCTGCAGGGG
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GTGGCGCTGGAAGTGATGGCAAACT CCGATAACGTGCTGCGTGCGGGTCTGACGCCTAAA
GTCGCGCTCGAAGTGATGGCGAACAGCGACAATGTCCTCCGCGCCGGCCTCACACCGAAG
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TACATTGATATTCCGGAACTGGTTGCCAATGTGAAATTCGAAGCCAAACCGGCTAACCAG
TACATTGACATCCCGGAGCTCGTCGCCAACGTGAAGT TTGAAGCGAAGCCGGCGAACCAG
TTGTTGACCCAGCCGGTGAAACAAGGTGCAGAACTGGACTTCCCGATTCCAGTGGATGAT
CTCCTCACACAGCCGGTGAAACAGGGCGCCGAACTGGACTTCCCGATCCCGGT CGACGAC
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TTTGCCTTCTCGCTGCATGACCTTAGTGATAAAGAAACCACCATTAGCCAGCAGAGTGCC
TTCGCCTTCTCCCTCCACGACCTCTCCGACAAGGAGACCACAATCAGCCAACAGTCCGCC

GCCATTTTGTTCTGCGTCGAAGGCGATGCAACGTTGTGGAAAGGT TCTCAGCAGTTACAG
GCGATCCTCTTTTGCGTGGAAGGGGATGCCACCCTGTGGAAAGGGTCCCAGCAGCTCCAG
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CTTAAACCGGGTGAATCAGCGTTTATTGCCGCCAACGAATCACCGGTGACTGTCAAAGGC
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Fig S1. The nucleotide sequences of pPMI and PMI.

MOEL TN VONY AWGEETAL TELYGHENP SS0PMAELYMGAHPESSERVONALGDIVELRD B0
NOKL TS VONY AWGEETAL TEL YGNENP SSOPMAELYMGAHPESSERVONALGDIVELRD B0
VIESDESTLLCEAVAKRFGELPFLFEVLCAACPL SIOVHFNEHN SEIGFAKENAAGTFND 120
VIESDESTLLGEAVAKRFGELPFLFEVLCAACPL S IOVHFNEHNSEIGF AKENAAGTFMD 120
AAFRNYEDPNHEPELVFAL TFFLANNAFREF SEIVELLOPYAGAHPAT AHFLQOFDAERL 180
AAFRNYEDPNHEPELVFALTFFLANNAFREF SEIVELLOFYAGAHFAT AHFLQOFDAERL 180
SELF&SLLNMQGEEE SRALA TLESALDSOOGEFWOTIRLISEFYPEDSGLFSFLLLNVYE 240
SELF&SLLNMQGEEE SRALA TLESALDSOOGEFWOTIRLISEFYPEDSGLFSFLLLNVYE 240
LNFGEANFLFAETPFHAYLOGVALEVMANSDNVLEACLTPEY IDIPELVANVEFEAKPANG =00
LNFGCEANFLFAETPFHAYLOGVALEVMAN SDNVLEACLTPEY IDIPELVANVEFEAEPAND 300
LLTOFVEQGARLDFP IFYDDFAF SLHDLSDKETTI 500544 TTFCYRGDATLWEGEOQLD 360
LLTOFVEQGARLDFPIFYDDFAF SLHDLSDEETTI 500548 TLFCYEGDATLYEGEQALD 360
LEFGESAFTAMNESPVTVEGHGRLARVYNEL 351
LEFGESAFTAANESPVTVEGHGRLARVYNEL 381

Fig S2. The amino acids sequences of pPMI and PMI.
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Fig S3. Copy number assay of transgenic plants by real-time PCR.
FAM, the reporter of PMI or pPMI target genes;
TET, the reporter of the internal control, sucrose phosphate synthase.



