Figure S1 Secondary structure-based identification of the microRNA*s (miRNA*s)
in apple. The mature miRNAs (based on miRBase release 19) and the miRNA*s were
denoted by red and blue lines on the pre-miRNAs (precursor microRNAs)
respectively. The secondary structures of the pre-miRNAs were predicted by using
RNAshapes. miRNA*s were identified based on secondary structures and abundances

(refer to Data S1).
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Figure S2 Degradome sequencing data-based validation of the targets regulated by
the microRNA*s (miRNA*s) in apple. For all the figure panels, the IDs of the target
transcripts and the miRNA*s are listed on the top. The y axes measure the intensity
(in RPM, reads per million) of the degradome signals, and the x axes indicate the
positions of the degradome signatures on the target transcripts. All the left panels
provide global views of the degradome signals, and the right panel provide detailed
views of the degradome signals surrounding the miRNA* binding sites (denoted by
blue horizontal lines). In all the right panels the dominant cleavage signals were

marked by red arrowheads.
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0 L] L] L) L] L] L] L] L] 0 L] 1 | | L] L]
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MDP0000256429 mdm-miR482d*

MDP0000256429 mdm-miR482d*

GSM880656 GSM880656
20 20 1
15 15 A <
10 10 A
5 5 4
0 T T T T T ST T T T 0 T T T T T T
350 700 1050 1400 1750 2100 2450 2800 3150 590 600 610 620 630 640 650
MDP0000266073 mdm-miR482d* MDP0000266073 mdm-miR482d*
GSM880656 GSM880656
20 20 A
15 15 A <
10 10 A
5 5 1
0 T T T T T r=w_-_-rI- 0 T T T T T T
500 1000 1500 2000 2500 3000 3500 4000 4500 5000 602 612 622 632 642 652 662

16




MDP0000266458 mdm-miR482d*

MDP0000266458 mdm-miR482d*

GSM880656 GSM880656
20 - 20 -
15 15 A <
10 A 10 A
5 5
0 L] L] L] L] L] L] L] L] L] 0 L] L] L] L] L] L]
0 100 200 300 400 500 600 700 800 900 86 96 106 116 126 136 146
MDP0000267764 mdm-miR159c* MDP0000267764 mdm-miR159c*
GSM880656 GSM880656
0.5 - 0.5 -
<
0.4 - 04 -
0.3 A 0.3 -
0.2 0.2 -1
0.1 - 01 -
0 L] L] L] L] L] L) L) L] L) L] 0 L] L) L) L) L] 1
0 700 1400 2100 2800 3500 4200 4900 5600 6300 7000 6654 6664 6674 6684 6694 6704 6714
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MDP0000271818
mdm-miR166a*/h*/g* mdm-miR166e*/i*

MDP0000271818
mdm-miR166a*/h*/g* mdm-miR166e*/i*

GSM880656 GSM880656
2.5 25 -
2 2 - +
15 15 -
1 4
0.5 0.5 A
0 . ’ ' . . . . . . 0 . . . : . .
600 1200 1800 2400 3000 3600 4200 4800 5400 1362 1372 1382 1392 1402 1412 1422
MDP0000272830 mdm-miR482d* MDP0000272830 mdm-miR482d*
GSMB80656 GSM880656
6 - 6 -
5 - 5 - <
4 - 4 -
3 - 3 -
2 - 2 -
1 4 1 4
0 r . . . ; r ————————— 0 . . r . . r
0 1000 2000 3000 4000 5000 6000 7000 8000 9000 10000 593 603 613 623 633 643 653
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MDP0000275398 mdm-miR482d*

MDP0000275398 mdm-miR482d*

GSM880656 GSM880656
20 - 20 -
15 - 15 - ‘
10 - 10 A
5 4 5 4
0 L] L] 1 ) 1 ] L] L] L] 1 ] 1 ] L] 0 1 ] 1) L) L) L] 1 ]
0 300 600 900 1200 1500 1800 2100 2400 2700 3000 838 848 858 868 878 888 898
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0.06 - 0.06 -
<+
0.04 A 0.04 -
0.02 - 0.02 -
0 L] L] L] L] L] L] L] L] 0 L] L} LI LI L] L]
0 100 200 300 400 500 600 700 800 708 718 728 738 748 758 768
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MDP0000287465 mdm-miR482d* MDP0000287465 mdm-miR482d*
GSM880656 GSM880656
6 - 6 -
5 4 5 4 <+
4 - 4 -
3 A 3
2 - 2 -
1 1 4
0 700 1400 2100 2800 3500 4200 4900 5600 6300 6395 6405 6415 6425 6435 6445 6455
MDP0000288921 MDP0000288921
mdm-miR166a*/h*/g* mdm-miR166e*/i* mdm-miR166a*/h*/g* mdm-miR166e*/i*
GSM880656 GSM880656
2.5 - 25 -
2 - 2 A +
1.5 - 15 4
1 4 1 1
0.5 A 0.5 -1
0 T ¢ v T T T T T T 0 T T T T T 1
0 600 1200 1800 2400 3000 3600 4200 4800 5400 1362 1372 1382 1392 1402 1412 1422
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MDP0000299465 mdm-miR482d*

MDP0000299465 mdm-miR482d*

GSM880656 GSM880656
20 A 20 -
15 - 15 4 d
10 - 10
5 1 5
0 L] L] L] L] L] L] L] L] L] 0 L] L] L] L] L] L]
0 450 900 1350 1800 2250 2700 3150 3600 4050 602 612 622 632 642 652 662
MDP0000302491 mdm-miR7127a* MDP0000302491 mdm-miR7127a*
GSM880656 GSM880656
1.5 1 1.5 -
<+
1 - 1 4
0.5 - 0.5 4
0 L] L] L] L] L] L] L] L] L] 0 L] L) L) L] L] 1
0 450 900 1350 1800 2250 2700 3150 3600 4050 3446 3456 3466 3476 3486 3496 3506
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MDP0000308635 mdm-miR482d*

MDP0000308635 mdm-miR482d*

GSM880656 GSM880656
6 - 6 -
5 - 5 1 <+
4 A 4 A
3 - 3 -
2 - 2 -
1 1 1 1
0 . . . . . ' . . T 0 . . . . . .
0O 1000 2000 3000 4000 5000 6000 7000 8000 9000 593 603 613 623 633 643 653
MDP0000350960 mdm-miR7127a* MDP0000350960 mdm-miR7127a*
GSM880656 GSM880656
1.5 1.5
<
1 1 1
0.5 0.5 -
0 . . . . . . . . . 0 . . . . . .
200 400 600 800 1000 1200 1400 1600 1800 1901 1911 1921 1931 1941 1951 1961
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MDP0000495468 mdm-miR319c*

MDP0000495468 mdm-miR319c*

GSM880656 GSM880656
4 - 2 -
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Data S1 Abundance-based identification of the microRNA*s in apple. The short reads that could be perfectly mapped onto specific pre-miRNAs
(precursor microRNAs) along with their abundances in four small RNA high-throughput sequencing data sets (GSM880654, GSM880652,
GSM880653 and GSM880655) are shown. Based on abundances and secondary structures (refer to Figure S1), the microRNA*s were identified.

The miRBase-registered mature microRNA sequences were marked by horizontal lines under the pre-miRNA sequences.



>mdm-MIR1511 M10023292

GSM880654_apple_flower GSM880655_apple_fruit  GSM880652_apple_leaf GSM880653_apple_root Total
0 0

GTGGGTCTAGTTCTCATTCCATT 0.18 0 0.18
GTGGGTCTAGTTCTCATTCCA 0.18 0 0 0 0.18
ATTGTGGTATCAGGACTATGT 0 0.22 0 0 0.22
ATTGTGGTATCAGGACTATGTTA 0 0 0.04 0 0.04
TGTGGTATCAGGACTAT 0 0.22 0.04 0.05 0.31
TGTGGTATCAGGACTATGTT 0.37 2.05 1.21 0.49 4.12
TGTGGTATCAGGACTATGTTA 2.39 12.6 6.57 3.06 24.62
TGTGGTATCAGGACTATGTTAT 0 0 0.13 0.05 0.18
TGTGGTATCAGGACTATGT 0 0 0.04 0 0.04
TGTGGTATCAGGACTATG 0 0 0.04 0 0.04
TGTGGTATCAGGACT 0.18 0 0 0 0.18
GTGGTATCAGGACTATGTT 0 0 0 0.1 0.1
GTGGTATCAGGACTATGTTAT 0 0.86 1.8 0.68 3.34
GTGGTATCAGGACTATGTTA 0.18 1.29 0.04 0.1 1.61
TGGTATCAGGACTATGTTATGT 0 0 0.04 0.1 0.14
TGGTATCAGGACTATGTTATG 5.88 4.09 9.84 4.42 24.23
TGGTATCAGGACTATGTTAT 0.18 0.75 0.17 0.15 1.25
TGGTATCAGGACTAT 0.37 3.77 0 0 4.14
TGGTATCAGGACTATGTT 0 0 0 0.05 0.05
TGGTATCAGGACTATGT 0 0 0.08 0 0.08
TGGTATCAGGACTATG 0 0 0.04 0 0.04
TGGTATCAGGACTATGTTA 0 0 0.08 0 0.08
GGTATCAGGACTATGTTA 0 0.11 0 0 0.11
GGTATCAGGACTATGTTATG 0.37 0 0.04 0 0.41
CAGGACTATGTTATGTGA 0 0.22 0 0 0.22
ACTATGTTATGTGAATGTTGT 0 0.22 0 0 0.22
CAATATTGTGTTACTCATCTGT 0 0.11 0 0 0.11
AATATTGTGTTACTCATCTGTAT 0 0 0.04 0 0.04
ATATTGTGTTACTCATCTGTATAA 0 0.22 0 0 0.22
TATTGTGTTACTCATCTGTATAA 0 0.11 0 0 0.11
GTATAACCTAGCTCTGATACCATG 0 0.22 0 0 0.22
TATAACCTAGCTCTGATACCA 0.55 0 0 0 0.55
ATAACCTAGCTCTGATACCATGAA 0 0.11 0.04 0.05 0.2
ATAACCTAGCTCTGATACC 0.18 0 0 0 0.18
ATAACCTAGCTCTGATACCATG 0.18 0 0.04 0 0.22
TAACCTAGCTCTGATACCAT 7.35 0.43 0.17 0 7.95
TAACCTAGCTCTGATACCA 2.39 0.22 0.29 0.05 2.95
TAACCTAGCTCTGATA 2.21 0.54 0 0 2.75
TAACCTAGCTCTGATACC 55.32 5.39 0.04 0.1 60.85
TAACCTAGCTCTGATACCATGA 0.92 0 0.42 0.1 1.44
TAACCTAGCTCTGATAC 1.65 0.75 0.04 0 2.44
TAACCTAGCTCTGAT 4.96 0.75 0 0 5.71
TAACCTAGCTCTGATACCATG 634.21 176.11 27.25 9.38 846.95
AACCTAGCTCTGATACCATG 14.33 2.91 0.17 0 17.41
AACCTAGCTCTGATACCA 5.7 0.43 0 0 6.13
AACCTAGCTCTGATACCATGAACA 0 0.11 0.08 0.05 0.24
AACCTAGCTCTGATACCAT 0.74 0.32 0 0 1.06
AACCTAGCTCTGATACC 5.33 0.22 0.04 0 5.59
AACCTAGCTCTGATACCATGAAC 1.47 0 0 0 1.47
AACCTAGCTCTGATACCATGAA 3.31 2.37 1.88 0.49 8.05
AACCTAGCTCTGATACCATGA 175.51 45.13 5.19 2.67 228.5
AACCTAGCTCTGATA 0.18 0 0 0 0.18
AACCTAGCTCTGATAC 0.55 0 0 0 0.55
ACCTAGCTCTGATAC 20.77 2.37 0 0 23.14
ACCTAGCTCTGATACCAT 34.37 4.2 0.04 0.1 38.71
ACCTAGCTCTGATACCATGAAC 2.57 1.18 0.21 0.19 4.15
ACCTAGCTCTGATACCATGAA 3976.18 1377.22 716.67 205.01 6275.08
ACCTAGCTCTGATACCATGA 474.69 58.27 6.74 1.36 541.06
ACCTAGCTCTGATACCATG 22.6 5.92 0.08 0.05 28.65
ACCTAGCTCTGATACC 301.76 28.33 0 0 330.09
ACCTAGCTCTGATACCA 256.18 16.8 1.42 0.24 274.64
ACCTAGCTCTGATACCATGAACAA 0.18 0 0.04 0 0.22
ACCTAGCTCTGATACCATGAACA 2.57 0.22 0.04 0.15 2.98
ACCTAGCTCTGATACCATGAACAAA 0 0 0.04 0 0.04
CCTAGCTCTGATACCATGAA 22.79 3.12 1.26 0.63 27.8
CCTAGCTCTGATACCATGA 2.76 1.08 0.04 0 3.88
CCTAGCTCTGATACCATGAAC 17.64 0.32 0.08 0 18.04
CCTAGCTCTGATACCAT 1.1 0.11 0 0 1.21
CCTAGCTCTGATACC 6.62 0.43 0 0 7.05
CCTAGCTCTGATACCATGAACAA 1.47 0 0 0 1.47
CCTAGCTCTGATACCA 5.33 0.54 0 0 5.87
CCTAGCTCTGATACCATG 1.29 0.32 0 0 1.61
CCTAGCTCTGATACCATGAACA 5.51 0.32 0 0 5.83
CCTAGCTCTGATACCATGAACAAA 0.55 0 0 0 0.55
CTAGCTCTGATACCAT 2.02 0.65 0 0 2.67
CTAGCTCTGATACCATG 2.21 0.97 0 0 3.18
CTAGCTCTGATACCA 10.29 2.15 0 0 12.44
CTAGCTCTGATACCATGA 4.96 0.86 0.04 0 5.86
CTAGCTCTGATACCATGAA 31.24 7.43 0.21 0.19 39.07
CTAGCTCTGATACCATGAACA 0.74 0 0 0 0.74
TAGCTCTGATACCAT 2.39 0.11 0 0 2.5
TAGCTCTGATACCATGA 10.48 0.97 0 0 11.45
TAGCTCTGATACCATG 3.31 0.32 0 0 3.63
TAGCTCTGATACCATGAACAAA 0.18 0 0.04 0 0.22
TAGCTCTGATACCATGAACAAAA 0 0.22 0.08 0.05 0.35
TAGCTCTGATACCATGAA 82.88 9.16 0.92 0.24 93.2
TAGCTCTGATACCATGAACA 0.92 0 0 0 0.92
TAGCTCTGATACCATGAAC 0.92 0 0 0 0.92
AGCTCTGATACCATGA 9.37 1.08 0 0 10.45
AGCTCTGATACCATGAA 36-39 3.77 0.96 0.19 41.31
AGCTCTGATACCATG 2.02 0.75 0 0 2.77
GCTCTGATACCATGA 1.47 0.11 0 0 1.58
GCTCTGATACCATGAA 3.86 0.97 0.21 0.05 5.09
CTCTGATACCATGAA 2.02 0.11 0 0 2.13
CTCTGATACCATGAACAAAATT 0.37 0 0 0 0.37
CTCTGATACCATGAAC 0.18 0 0 0 0.18
ATACCATGAACAAAATTAAATCTA 0 0 0.04 0 0.04
ATGAACAAAATTAAATCTACGACC 0.37 0 0 0 0.37
TAAATCTACGACCCA 0.55 0 0 0 0.55

GTGGGTCTAGTTCTCATTCCATTGTGGTATCAGGACTATGTTATGTGAATGTTGTTACACAATATTGTGTTACTCATCTGTATAACCTAGCTCTGATACCATGAACAAAATTAAATCTACGACCCAT
mdm-miR1511

mdm-miR1511*: TGTGGTATCAGGACTATGTTA



>mdm-MIR156a M10022971

GSMB880654_apple_flower GSM880652_apple_leaf GSM880653_apple_root GSM880655_apple_fruit  Total
37 21 0 0 0.

GTTGACAGAAGAGAGTGAGCAC 0. 0. 58
TTGACAGAAGAGAGTGA 0.37 0 0.05 0 0.42
TTGACAGAAGAGAGTGAGCACA 0o 0.04 1.51 0 1.55
TTGACAGAAGAGAGTGAGCAC 90.6 249.4 3126.69 21.97 3488.66
TTGACAGAAGAGAGTGAGCA 4.23 0.67 7.87 0.54 13.31
TTGACAGAAGAGAGTGAGC 0.37 0.5 2.82 0.22 3.91
TTGACAGAAGAGAGTGAG 6.98 0 1.08 8.06

TGACAGAAGAGAGTGA 1.29 0 0.97 0 2.26
TGACAGAAGAGAGTGAGC .57 0.63 82.53 0.11 85.84
TGACAGAAGAGAGTGAGCAC 306.54 715.83 82324.33 25.85 83372.55
TGACAGAAGAGAGTG 0.74 0 0.15 0.11 1
TGACAGAAGAGAGTGAG 13.97 0 0.68 0.75 15.4
TGACAGAAGAGAGTGAGCA 16.36 2.6 273.79 1.83 294.58
TGACAGAAGAGAGTGAGCACAC o 0 0.68 0 0.68
TGACAGAAGAGAGTGAGCACA 18.01 6.53 1680.8 1.08 1706.42
GACAGAAGAGAGTGAGCAC 5.88 0.67 56.04 0.32 62.91
GACAGAAGAGAGTGAGCA 0.18 0 0.24 0.11 0.53
GACAGAAGAGAGTGAG 0.18 0 0 0 0.18
GACAGAAGAGAGTGAGCACA 0.37 0 1.7 0.65 2.72
GACAGAAGAGAGTGAGC 0 0 0.05 0 0.05
ACAGAAGAGAGTGAGCAC 0.37 0.25 20.37 0 20.99
ACAGAAGAGAGTGAG 0.37 0 0 0.11 0.48
ACAGAAGAGAGTGAGCACA 2.76 0.13 1.31 0 4.2
ACAGAAGAGAGTGAGCACAC 2.39 0.04 1.22 0 3.65
ACAGAAGAGAGTGAGC 0 0 0.05 0 0.05
CAGAAGAGAGTGAGCAC 0.18 0.46 14.92 0.43 15.99
CAGAAGAGAGTGAGCACA 0 0.04 0.24 0.11 0.39
CAGAAGAGAGTGAGCA 0 0 0.05 0 0.05
CAGAAGAGAGTGAGCACACAC 0.18 0 0 0 0.18
CAGAAGAGAGTGAGCACACA 0 0 0.44 0 0.44
AGAAGAGAGTGAGCAC 0.92 0.59 70.38 0 71.89
AGAAGAGAGTGAGCACACACAGGC 0.18 0 0 0 0.18
AGAAGAGAGTGAGCACA 0 0 0.92 0 0.92
AGAAGAGAGTGAGCA 0 0 0.15 0 0.15
GAAGAGAGTGAGCAC 0.55 0.33 18.23 0.11 19.22
GAAGAGAGTGAGCACA 0 0 0.53 0 0.53
AAGAGAGTGAGCACA 0 0 0.05 0 0.05
TGCTCACTTCTCTCTCCGTCAG 0.18 0 0 0.11 0.29
GCTCACTTCTCTCTCCGTCAGC 0 0 0 0.22 0.22
CTCACTTCTCTCTCCGTCAGCT 0o 0 0 0.22 0.22

G
AGTTGACAGAAGAGAGTGAGCACACACAGGCGGYAATTGTATAAAATCATACYTTTGGGCGGTGCGTGCTCACTTCTCTCTCCGTCAGCT
mdm-miR156a

mdm-miR156a*: GCTCACTTCTCTCTCCGTCAGC



>mdm-MIR156ab M10022998

CATTGTTGACAGAAGATAGAGAGC
TGTTGACAGAAGATAGAGAGC
GTTGACAGAAGATAGAGAGCA
GTTGACAGAAGATAGAGAGC
GTTGACAGAAGATAGAGAGCAC
TTGACAGAAGATAGAGAG
TTGACAGAAGATAGAGAGC
TTGACAGAAGATAGAGAGCACA
TTGACAGAAGATAGA
TTGACAGAAGATAGAGA
TTGACAGAAGATAGAGAGCA
TTGACAGAAGATAGAGAGCAC
TTGACAGAAGATAGAG
TTGACAGAAGATAGAGAGCACAGAT
TGACAGAAGATAGAG
TGACAGAAGATAGAGAG
TGACAGAAGATAGAGAGC
TGACAGAAGATAGAGAGCAC
TGACAGAAGATAGAGAGCA
TGACAGAAGATAGAGAGCACA
TGACAGAAGATAGAGA
GACAGAAGATAGAGAGCA
GACAGAAGATAGAGAGCAC
GACAGAAGATAGAGAGC
GACAGAAGATAGAGAG
GACAGAAGATAGAGAGCACA
GACAGAAGATAGAGA
ACAGAAGATAGAGAG
ACAGAAGATAGAGAGCA
ACAGAAGATAGAGAGC
ACAGAAGATAGAGAGCACAGA
ACAGAAGATAGAGAGCACA
ACAGAAGATAGAGAGCAC
CAGAAGATAGAGAGCAC
CAGAAGATAGAGAGC
CAGAAGATAGAGAGCACA
CAGAAGATAGAGAGCA
AGAAGATAGAGAGCAC
AGAAGATAGAGAGCACAGATG
AGAAGATAGAGAGCA
AGAAGATAGAGAGCACAGATGG
AGAAGATAGAGAGCACA
GAAGATAGAGAGCACAGATGG
GAAGATAGAGAGCAC
AGATAGAGAGCACAGATGGATG
AGATAGAGAGCACAGATGGAT
AGATAGAGAGCACAGATGGA
AGCACAGATGGATGACTTGCAAT
GCACAGATGGATGACT

CATCTCACTCCTTTGTGCTCT
CTCCTTTGTGCTCTCTATGCTTC
CTCCTTTGTGCTCTCTATGCT
CTCCTTTGTGCTCTCTATGCTT

TCCTTTGTGCTCTCTATGCTTC
CCTTTGTGCTCTCTATGCTTCT
CTTTGTGCTCTCTATGCTTCT
CTTTGTGCTCTCTATGCTTCTGT
CTTTGTGCTCTCTATGCTTCTG
TTGTGCTCTCTATGCTTCTGTC
GCTCTCTATGCTTCTG
GCTCTCTATGCTTCTGTCATCA
GCTCTCTATGCTTCTGTCA
GCTCTCTATGCTTCTGT
GCTCTCTATGCTTCTGTCAT
GCTCTCTATGCTTCTGTCATC
GCTCTCTATGCTTCTGTC
GCTCTCTATGCTTCT
CTCTCTATGCTTCTGTCATCA
TCTCTATGCTTCTGTCATCACC
TATGCTTCTGTCATCA

C
AGGAGTGGGGAACTGGGAGAGAGAAAGAGCAGGGAGTGATGATACATTGTTGACAGAAGATAGAGAGCACAGATGGATGACTTGCAATTGACTATGCATCTCACTCCTTTGTGCTCTCTATGCTTCTGTCATCACCTCGTTATATCTAGCTTCCTTGCCTCTCTCCACACCCGTGCACCT

mdm-miR156ab

mdm-miR156ab*-1: GCTCTCTATGCTTCTGTCATC
mdm-miR156ab*-2: GCTCTCTATGCTTCTGTCATCA
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>mdm-MIR156ac M10022999

GSM880653_apple_root GSM880652_apple_leaf GSM880654_apple_flower GSM880655_apple_fruit  Total
8 18

TGTTGACAGAAGATAGAGAGC 0.34 0.0 - 0 0.6
GTTGACAGAAGATAGAGAGC 0 0 0.18 0 0.18
GTTGACAGAAGATAGAGAGCA 0.15 0 0 0 0.15
GTTGACAGAAGATAGAGAGCAC 0.1 0 0 0 0.1

TTGACAGAAGATAGAG 0 0 26.83 1.18 28.01
TTGACAGAAGATAGAGAGC 25.47 0.92 5.51 0.32 32.22
TTGACAGAAGATAGAGAGCACA 25.52 0.84 7.17 0.32 33.85
TTGACAGAAGATAGAGA 0.34 0 4.41 0 4.7
TTGACAGAAGATAGAGAGCA 88.17 2.34 54.4 3.77 148.68
TTGACAGAAGATAGA 0.19 0 4.96 0.43 5.58
TTGACAGAAGATAGAGAG 0.49 0 81.78 2.69 84.96
TTGACAGAAGATAGAGAGCAC 27429.75 900.81 1380.71 59.89 29771.16
TTGACAGAAGATAGAGAGCACAGAT 0 0.04 0 0 0.04
TGACAGAAGATAGAGAGC 0.05 0 0 0 0.05
TGACAGAAGATAGAGAGCAC 310.39 11.93 41.53 2.69 366.54
TGACAGAAGATAGAGAGCACA 5.05 0.8 2.76 0.54 9.15
TGACAGAAGATAGAG 0 0 1.84 0.11 1.95
TGACAGAAGATAGAGAG 0 0 2.21 0.11 2.32
TGACAGAAGATAGAGA 0 0 0.74 0 0.74
TGACAGAAGATAGAGAGCA 2.38 0.04 1.65 0 4.07
GACAGAAGATAGAGAGC 0 0 3.68 0 3.68
GACAGAAGATAGAGAGCAC 17.94 0.5 5.88 0.22 24.54
GACAGAAGATAGAGAGCACA 0.1 0 0.18 0 0.28
GACAGAAGATAGAGAG 0 0 1.29 0.22 1.51
GACAGAAGATAGAGA 0 0 0.92 0 0.92
GACAGAAGATAGAGAGCA 0.39 0 21.13 0.22 21.74
ACAGAAGATAGAGAGC 0 0 0.18 0 0.18
ACAGAAGATAGAGAGCACA 0 0 0 0.11 0.11
ACAGAAGATAGAGAGCA 0.05 0 0.37 0 0.42
ACAGAAGATAGAGAGCAC 3.4 0.08 2.57 0.22 6.27
ACAGAAGATAGAGAGCACAGA 0 0.04 0.18 0.43 0.65
ACAGAAGATAGAGAG 0 0 0.18 0.11 0.29
CAGAAGATAGAGAGC 0 0 0.18 0 0.18
CAGAAGATAGAGAGCAC 29.31 1 2.57 0.22 33.1
CAGAAGATAGAGAGCA 0.1 0 0.74 0 0.84
CAGAAGATAGAGAGCACA 0 0 0.18 0 0.18
AGAAGATAGAGAGCACAGATGG 0 0 0.55 0 0.55
AGAAGATAGAGAGCAC 6.32 0.33 13.05 0.43 20.13
AGAAGATAGAGAGCA 0 0 2.21 0 2.21
AGAAGATAGAGAGCACAGATG 0.05 0 0 0 0.05
AGAAGATAGAGAGCACA 0 0 0.55 0 0.55
GAAGATAGAGAGCACAGATGG 0.05 0 0 0 0.05
GAAGATAGAGAGCAC 0.87 0.04 6.25 0.11 7.27
AGATAGAGAGCACAGATGGATG 0.1 0.04 0 0 0.14
AGATAGAGAGCACAGATGGA 0 0 0 0.11 0.11
AGATAGAGAGCACAGATGGAT 0 0 0.18 0 0.18
AGCACAGATGGATGACTTGCAAT 0 0 0.18 0 0.18
GCACAGATGGATGACT 0 0 0.37 0 0.37
CATCTCACTCCTTTGTGCTCT 0 0.04 0 0 0.04
TCCTTTGTGCTCTCTATGCTT 0 0 0 0.11 0.11
CTCCTTTGTGCTCTCTATGCTTC 0 0 0 0.22 0.22
CTCCTTTGTGCTCTCTATGCT 0 0 0 0.32 0.32
TCCTTTGTGCTCTCTATGCTTC 0 0 0.92 0 0.92
CCTTTGTGCTCTCTATGCTTCT 0 0 0 0.32 0.32
CTTTGTGCTCTCTATGCTTCTGT 0 0 0 0.32 0.32
CTTTGTGCTCTCTATGCTTCTG 0 0 0.74 1.08 1.82
CTTTGTGCTCTCTATGCTTCT 0 0 0 0.22 0.22
TTGTGCTCTCTATGCTTCTGTC 0 0 0.18 0 0.18
GCTCTCTATGCTTCTGTCA 0.15 0 0 0.11 0.26
GCTCTCTATGCTTCTGTCAT 0.05 0 0 0.22 0.27
GCTCTCTATGCTTCTGTCATCA 0.15 0 0.92 0.97 2.04
GCTCTCTATGCTTCTGT 0 0 0 0.11 0.11
GCTCTCTATGCTTCTG 0 0 0 0.11 0.11
GCTCTCTATGCTTCTGTCATC 3.84 0.04 1.84 5.39 11.11
GCTCTCTATGCTTCTGTC 0 0 0.37 0.75 1.12
GCTCTCTATGCTTCT 0 0 0 0.22 0.22
CTCTCTATGCTTCTGTCATCA 0 0 0.37 0 0.37
TCTCTATGCTTCTGTCATCACC 0.05 0 0.37 0 0.42
CTATGCTTCTGTCATCA 0 0 0 0.11 0.11

CAATCTCTAATCATATTATAGTATTAAATTTAGGGTAAGGACTAGGGAACTGGGAGAGAGAAAGAGCAGGGAGTGGTGATACGTTGTTGACAGAAGATAGAGAGCACAGATGGATGACTTGCAATGGACTATGCATCTCACTCCTTTGTGCTCTCTATGCTTCTGTCATCACCTAGCTATATCCAGCTTCCCTGCCCCTCCCCCACACCCCTGCACCTCCCATATTAATCTAATTCATAAAATGATTATTTGATTG
mdm-miR156ac

iR156ac*-1: GCTCTCTATGCTTCTGTCATC
mdm-miR156ac*-2: GCTCTCTATGCTTCTGTCATCA



>mdm-MIR156¢c M10022973

GTTGACAGAAGAGAGTGAGCAC
TTGACAGAAGAGAGTGA
TTGACAGAAGAGAGTGAGC
TTGACAGAAGAGAGTGAGCACA
TTGACAGAAGAGAGTGAGCAC
TTGACAGAAGAGAGTGAGCA
TTGACAGAAGAGAGTGAG

TGACAGAAGAGAGTGAGC
TGACAGAAGAGAGTGAGCACA
TGACAGAAGAGAGTGAGCAC
TGACAGAAGAGAGTG
TGACAGAAGAGAGTGAGCACAC
TGACAGAAGAGAGTGAGCA
TGACAGAAGAGAGTGAG
TGACAGAAGAGAGTGA
GACAGAAGAGAGTGAGCA
GACAGAAGAGAGTGAGCACA
GACAGAAGAGAGTGAGCAC
GACAGAAGAGAGTGAG
GACAGAAGAGAGTGAGC
ACAGAAGAGAGTGAGCACA
ACAGAAGAGAGTGAGCAC
ACAGAAGAGAGTGAGCACAC
ACAGAAGAGAGTGAG
ACAGAAGAGAGTGAGC
CAGAAGAGAGTGAGCACA
CAGAAGAGAGTGAGCACACA
CAGAAGAGAGTGAGCAC

CAGAAGAGAGTGAGCACACAC

CAGAAGAGAGTGAGCA

AGAAGAGAGTGAGCACACACAGGC

AGAAGAGAGTGAGCAC
AGAAGAGAGTGAGCA
AGAAGAGAGTGAGCACA
GAAGAGAGTGAGCAC
GAAGAGAGTGAGCACA
AAGAGAGTGAGCACA

mdm-miR156¢™*:

mdm-miR156¢

CGTGCTCACCTCTCTCTCTGTC

GCTCACCTCTCTCTCTGTCAGC

TGCTCACCTCTCTCTCTGTCAG

TGCTCACCTCTCTCTCTGTCAGC

TGCTCACCTCTCTCTCTGTC
GCTCACCTCTCTCTCTGTCAGC
GCTCACCTCTCTCTCTG
GCTCACCTCTCTCTCT

GCTCACCTCTCTCTCTGTCAGCTG

GCTCACCTCTCTCTCTGTC
GCTCACCTCTCTCTCTGTCAG
GCTCACCTCTCTCTCTGTCAGCT

TCACCTCTCTCTCTGTCAGCTGC

CCTCTCTCTCTGTCAGCT

GTAGTTGACAGAAGAGAGTGAGCACACACAGGCAGCAATTGTATAAAATCATACCCTTGGGCGGTGCGTGCTCACCTCTCTCTCTGTCAGCTGC
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>mdm-MIR156d M10022974

mdm-miR156d*:

GTGGTGACAGAAGAGAGTGAGC
TGGTGACAGAAGAGAGTGAGC
TGGTGACAGAAGAGAGTGAG

GGTGACAGAAGAGAGTGAGCAC
GTGACAGAAGAGAGTGAGCA
GTGACAGAAGAGAGTGAGCAC

TGACAGAAGAGAGTGAGCACACT
TGACAGAAGAGAGTGAGCAC
TGACAGAAGAGAGTGAGCACAC
TGACAGAAGAGAGTGAG
TGACAGAAGAGAGTG
TGACAGAAGAGAGTGAGCA
TGACAGAAGAGAGTGAGCACA
TGACAGAAGAGAGTGAGC
TGACAGAAGAGAGTGA
GACAGAAGAGAGTGAGCA
GACAGAAGAGAGTGAGCAC
GACAGAAGAGAGTGAGC
GACAGAAGAGAGTGAGCACA
GACAGAAGAGAGTGAG
ACAGAAGAGAGTGAG
ACAGAAGAGAGTGAGCACAC
ACAGAAGAGAGTGAGCAC
ACAGAAGAGAGTGAGCACA
ACAGAAGAGAGTGAGC
CAGAAGAGAGTGAGCACA
CAGAAGAGAGTGAGCAC
CAGAAGAGAGTGAGCA
AGAAGAGAGTGAGCAC
AGAAGAGAGTGAGCA
AGAAGAGAGTGAGCACA
GAAGAGAGTGAGCAC
GAAGAGAGTGAGCACA
AAGAGAGTGAGCACA

mdm-miR156d

GCTCACTTCTCTTTCTGTCAGC

TGCTCACTTCTCTTTCTGTCAGC
GCTCACTTCTCTTTCTGTCAGC

CTCACTTCTCTTTCTGTCAGCC
TGGACTAGTAGCGAGTGGTGGTGACAGAAGAGAGTGAGCACACTCGGGCAATTGTATAAAGCCATACCTTTGCGTGATGTGTGCTCACTTCTCTTTCTGTCAGCCGCACGCCGCCCYCCGCCCA
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>mdm-MIR156e M10022975

GSMB880654_apple_flower GSM880652_apple_leaf GSM880653_apple_root GSM880655_apple_fruit  Total
37 21 0 0 0.

GTTGACAGAAGAGAGTGAGCAC 0. 0. 58
TTGACAGAAGAGAGTGA 0.37 0 0.05 0 0.42
TTGACAGAAGAGAGTGAGCACA 0o 0.04 1.51 0 1.55
TTGACAGAAGAGAGTGAGCAC 90.6 249.4 3126.69 21.97 3488.66
TTGACAGAAGAGAGTGAGCA 4.23 0.67 7.87 0.54 13.31
TTGACAGAAGAGAGTGAGC 0.37 0.5 2.82 0.22 3.91
TTGACAGAAGAGAGTGAG 6.98 0 1.08 8.06

TGACAGAAGAGAGTGA 1.29 0 0.97 0 2.26
TGACAGAAGAGAGTGAGC .57 0.63 82.53 0.11 85.84
TGACAGAAGAGAGTGAGCAC 306.54 715.83 82324.33 25.85 83372.55
TGACAGAAGAGAGTG 0.74 0 0.15 0.11 1
TGACAGAAGAGAGTGAG 13.97 0 0.68 0.75 15.4
TGACAGAAGAGAGTGAGCA 16.36 2.6 273.79 1.83 294.58
TGACAGAAGAGAGTGAGCACAC o 0 0.68 0 0.68
TGACAGAAGAGAGTGAGCACA 18.01 6.53 1680.8 1.08 1706.42
GACAGAAGAGAGTGAGCAC 5.88 0.67 56.04 0.32 62.91
GACAGAAGAGAGTGAGCA 0.18 0 0.24 0.11 0.53
GACAGAAGAGAGTGAG 0.18 0 0 0 0.18
GACAGAAGAGAGTGAGCACA 0.37 0 1.7 0.65 2.72
GACAGAAGAGAGTGAGC 0 0 0.05 0 0.05
ACAGAAGAGAGTGAGCAC 0.37 0.25 20.37 0 20.99
ACAGAAGAGAGTGAG 0.37 0 0 0.11 0.48
ACAGAAGAGAGTGAGCACA 2.76 0.13 1.31 0 4.2
ACAGAAGAGAGTGAGCACAC 2.39 0.04 1.22 0 3.65
ACAGAAGAGAGTGAGC 0 0 0.05 0 0.05
CAGAAGAGAGTGAGCAC 0.18 0.46 14.92 0.43 15.99
CAGAAGAGAGTGAGCACA 0 0.04 0.24 0.11 0.39
CAGAAGAGAGTGAGCA 0 0 0.05 0 0.05
CAGAAGAGAGTGAGCACACAC 0.18 0 0 0 0.18
CAGAAGAGAGTGAGCACACA 0 0 0.44 0 0.44
AGAAGAGAGTGAGCAC 0.92 0.59 70.38 0 71.89
AGAAGAGAGTGAGCACACACAGGC 0.18 0 0 0 0.18
AGAAGAGAGTGAGCACA 0 0 0.92 0 0.92
AGAAGAGAGTGAGCA 0 0 0.15 0 0.15
GAAGAGAGTGAGCAC 0.55 0.33 18.23 0.11 19.22
GAAGAGAGTGAGCACA 0 0 0.53 0 0.53
AAGAGAGTGAGCACA 0 0 0.05 0 0.05
TGCTCACTTCTCTCTCCGTCAG 0.18 0 0 0.11 0.29
GCTCACTTCTCTCTCCGTCAGC 0 0 0 0.22 0.22
CTCACTTCTCTCTCCGTCAGCT 0o 0 0 0.22 0.22

G
AGTTGACAGAAGAGAGTGAGCACACACAGGCGGCAATTGTATAAAATCATACCTTTGGGCGGTGCGTGCTCACTTCTCTCTCCGTCAGCT
mdm-miR156e

mdm-miR156e*: GCTCACTTCTCTCTCCGTCAGC



>mdm-MIR156F M10022976

TGGCGATTGGGTAGTTATATTATTGTGGTGAGTGTTAATTTGGTTGGGACTTAGGGTAGAAATTGACAGAAGAGAGTGAGCACACAGAGGCACTTGCCATAAAGCGTATGCCATTGCTTTTGCGTGCTCATGTCTCTTTCTGTCAGCTTCCCCATTTCCACTGCCGGATTAATATTAAGTTGTTCATTTTTAATTTCCTTCTCATCCCCA

mdm-miR156F*:

GCTCATGTCTCTTTCTGTCAGC

TGGTTGGGACTTAGGGTAGAAAT
ACTTAGGGTAGAAATTGACAGAAG
AGAAATTGACAGAAGAGAGTGAGC

ATTGACAGAAGAGAGTGAGCACA
ATTGACAGAAGAGAGTGAGCAC
ATTGACAGAAGAGAGTGAGCA
TTGACAGAAGAGAGTGAG
TTGACAGAAGAGAGTGAGC
TTGACAGAAGAGAGTGAGCACA
TTGACAGAAGAGAGTGAGCAC
TTGACAGAAGAGAGTGA
TTGACAGAAGAGAGTGAGCA
TGACAGAAGAGAGTGAGCACA
TGACAGAAGAGAGTGA
TGACAGAAGAGAGTGAGCAC
TGACAGAAGAGAGTGAGCA
TGACAGAAGAGAGTGAG
TGACAGAAGAGAGTG
TGACAGAAGAGAGTGAGCACAC
TGACAGAAGAGAGTGAGC
GACAGAAGAGAGTGAGCAC
GACAGAAGAGAGTGAGCA
GACAGAAGAGAGTGAG
GACAGAAGAGAGTGAGCACA
GACAGAAGAGAGTGAGC
ACAGAAGAGAGTGAGCACAC
ACAGAAGAGAGTGAG
ACAGAAGAGAGTGAGCACA
ACAGAAGAGAGTGAGCAC
ACAGAAGAGAGTGAGC
CAGAAGAGAGTGAGCAC
CAGAAGAGAGTGAGCACA

CAGAAGAGAGTGAGCACACA

CAGAAGAGAGTGAGCA
AGAAGAGAGTGAGCACA
AGAAGAGAGTGAGCAC
AGAAGAGAGTGAGCA

GAAGAGAGTGAGCAC
GAAGAGAGTGAGCACA
AAGAGAGTGAGCACA

mdm-miR156F

TGCTCATGTCTCTTTCTGTCAGC
TGCTCATGTCTCTTTCTGTC
TGCTCATGTCTCTTTCT
TGCTCATGTCTCTTTCTGTCA
TGCTCATGTCTCTTTCTGTCAG
TGCTCATGTCTCTTTCTG
GCTCATGTCTCTTTCTG
GCTCATGTCTCTTTCTGTCAG
GCTCATGTCTCTTTCTGTCAGC
GCTCATGTCTCTTTCTGTCA
GCTCATGTCTCTTTCTGTC
GCTCATGTCTCTTTCT
GCTCATGTCTCTTTCTGTCAGCT
TCATGTCTCTTTCTG
TGTCTCTTTCTGTCAGC
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>mdm-MIR156g M10022977
GSM880653_apple_root GSM880654_apple_flower GSM880655_apple_fruit  GSM880652_apple_leaf Total
19 0 0 0

GGTGACAGAAGAGAGTGAGCAC 0. 0.19
GTGACAGAAGAGAGTGAGCAC 8.02 0.37 0 0 8.39
GTGACAGAAGAGAGTGAGCA 0.15 0o 0 0.15

TGACAGAAGAGAGTGAGCAC 82324.33 306.-54 25.85 715.83 83372.55
TGACAGAAGAGAGTGAGC 82.53 2.57 0.11 0.63 85.84
TGACAGAAGAGAGTGAGCA 273.79 16.36 1.83 2.6 294.58
TGACAGAAGAGAGTGAGCACA 1680.8 18.01 1.08 6.53 1706.42
TGACAGAAGAGAGTGAG 0.68 13.97 0.75 0 15.4
TGACAGAAGAGAGTGA 0.97 1.29 0 0 2.26
TGACAGAAGAGAGTGAGCACAC 0.68 0 0 0 0.68
TGACAGAAGAGAGTG 0.15 0.74 0.11 0 1
GACAGAAGAGAGTGAGCAC 56.04 5.88 0.32 0.67 62.91
GACAGAAGAGAGTGAGCA 0.24 0.18 0.11 0 0.53
GACAGAAGAGAGTGAGCACA 1.7 0.37 0.65 0 2.72
GACAGAAGAGAGTGAG 0 0.18 0 0 0.18
GACAGAAGAGAGTGAGC 0.05 0 0 0 0.05
ACAGAAGAGAGTGAGCAC 20.37 0.37 0 0.25 20.99
ACAGAAGAGAGTGAGC 0.05 0 0 0 0.05
ACAGAAGAGAGTGAG 0 0.37 0.11 0 0.48
ACAGAAGAGAGTGAGCACA 1.31 2.76 0 0.13 4.2
ACAGAAGAGAGTGAGCACAC 1.22 2.39 0 0.04 3.65
CAGAAGAGAGTGAGCACACAT 0.78 0 0 0 0.78
CAGAAGAGAGTGAGCAC 14.92 0.18 0.43 0.46 15.99
CAGAAGAGAGTGAGCACA 0.24 0 0.11 0.04 0.39
CAGAAGAGAGTGAGCACACA 0.44 0 0 0 0.44
CAGAAGAGAGTGAGCA 0.05 0 0 0 0.05
AGAAGAGAGTGAGCAC 70.38 0.92 0 0.59 71.89
AGAAGAGAGTGAGCACACATG 0.1 0 0 0 0.1
AGAAGAGAGTGAGCACA 0.92 0 0 0 0.92
AGAAGAGAGTGAGCACACAT 0.05 0 0 0 0.05
AGAAGAGAGTGAGCACACATGGT 0.19 0 0 0 0.19
AGAAGAGAGTGAGCACACATGGTA 0.05 0 0 0 0.05
AGAAGAGAGTGAGCACACATGG 0.05 0 0 0 0.05
AGAAGAGAGTGAGCA 0.15 0 0 0 0.15
GAAGAGAGTGAGCACA 0.53 0 0 0 0.53
GAAGAGAGTGAGCAC 18.23 0.55 0.11 0.33 19.22
AAGAGAGTGAGCACA 0.05 0 0 0 0.05
AGAGTGAGCACACATGGTATT 0.05 0 0 0 0.05
TGCTTAATCTCTATCTG 0.1 0 0 0 0.1
TGCTTAATCTCTATCTGTCGCC 2.09 0 0 0 2.09
TGCTTAATCTCTATCTGTCGC 0.05 0 0 0 0.05
GCTTAATCTCTATCTGTCGCC 149.31 0 0 0 149.31
GCTTAATCTCTATCTGTCG 0.24 0 0 0 0.24
GCTTAATCTCTATCTG 0.44 0 0 0 0.44
GCTTAATCTCTATCTGTCGC 8.89 0 0 0 8.89
GCTTAATCTCTATCTGTCGCCC ~ 1.65 0 0 0 1.65
CTTAATCTCTATCTGTCGCC 0.05 0 0 0 0.05
TTAATCTCTATCTGTCGCC 0.05 0 0 0 0.05
AATCTCTATCTGTCGCC 0.05 0 0 0 0.05

GGCGGTGACAGAAGAGAGTGAGCACACATGGTATTTTRTTGCATGCTGGGTTCATGCTCGAAGCTTTGCGTGCTTAATCTCTATCTGTCGCCCC

mdm-miR1569g

mdm-miR156g*: GCTTAATCTCTATCTGTCGCC



mdm-miR156h*:

>mdm-MIR156h M10022978

GTTGACAGAAGAGAGTGAGCAC
TTGACAGAAGAGAGTGA
TTGACAGAAGAGAGTGAGC
TTGACAGAAGAGAGTGAGCACA
TTGACAGAAGAGAGTGAGCAC
TTGACAGAAGAGAGTGAGCA
TTGACAGAAGAGAGTGAG

TGACAGAAGAGAGTGAGC
TGACAGAAGAGAGTGAGCACA
TGACAGAAGAGAGTGAGCAC
TGACAGAAGAGAGTG
TGACAGAAGAGAGTGAGCACAC
TGACAGAAGAGAGTGAGCA
TGACAGAAGAGAGTGAG
TGACAGAAGAGAGTGA
GACAGAAGAGAGTGAGCA
GACAGAAGAGAGTGAGCACA
GACAGAAGAGAGTGAGCAC
GACAGAAGAGAGTGAG
GACAGAAGAGAGTGAGC
ACAGAAGAGAGTGAGCACA
ACAGAAGAGAGTGAGCAC
ACAGAAGAGAGTGAGCACAC
ACAGAAGAGAGTGAG
ACAGAAGAGAGTGAGC
CAGAAGAGAGTGAGCACA

CAGAAGAGAGTGAGCACACA

CAGAAGAGAGTGAGCAC

CAGAAGAGAGTGAGCACACAC

CAGAAGAGAGTGAGCA

AGAAGAGAGTGAGCACACACAGGC

AGAAGAGAGTGAGCAC
AGAAGAGAGTGAGCA
AGAAGAGAGTGAGCACA
GAAGAGAGTGAGCAC
GAAGAGAGTGAGCACA
AAGAGAGTGAGCACA

C
GTAGTTGACAGAAGAGAGTGAGCACACACAGGCAGCAATTGTATAAAATCATACCCTTGGGCGGTGCGTGCTCACCTCTCTCTCTGTCAGCTGC

mdm-miR156h

GCTCACCTCTCTCTCTGTCAGC

CGTGCTCACCTCTCTCTCTGTC

TGCTCACCTCTCTCTCTGTCAG

TGCTCACCTCTCTCTCTGTCAGC

TGCTCACCTCTCTCTCTGTC
GCTCACCTCTCTCTCTGTCAGC
GCTCACCTCTCTCTCTG
GCTCACCTCTCTCTCT

GCTCACCTCTCTCTCTGTCAGCTG

GCTCACCTCTCTCTCTGTC
GCTCACCTCTCTCTCTGTCAG
GCTCACCTCTCTCTCTGTCAGCT

TCACCTCTCTCTCTGTCAGCTGC

CTCTCTCTCTGTCAGCT
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>mdm-MIR156i M10022979

GGTGACAGAAGAGAGTGAGCAC
GTGACAGAAGAGAGTGAGCA
GTGACAGAAGAGAGTGAGCAC

TGACAGAAGAGAGTGAGCA
TGACAGAAGAGAGTGAG
TGACAGAAGAGAGTGAGCAC
TGACAGAAGAGAGTGAGC
TGACAGAAGAGAGTGA
TGACAGAAGAGAGTGAGCACAC
TGACAGAAGAGAGTG
TGACAGAAGAGAGTGAGCACA
GACAGAAGAGAGTGAGCAC
GACAGAAGAGAGTGAGCA
GACAGAAGAGAGTGAGCACA
GACAGAAGAGAGTGAG
GACAGAAGAGAGTGAGC
ACAGAAGAGAGTGAGC
ACAGAAGAGAGTGAGCAC
ACAGAAGAGAGTGAG
ACAGAAGAGAGTGAGCACA
ACAGAAGAGAGTGAGCACAC
CAGAAGAGAGTGAGCACACAT
CAGAAGAGAGTGAGCAC
CAGAAGAGAGTGAGCACA
CAGAAGAGAGTGAGCACACA
CAGAAGAGAGTGAGCA
AGAAGAGAGTGAGCAC
AGAAGAGAGTGAGCACACATG
AGAAGAGAGTGAGCACA
AGAAGAGAGTGAGCACACATGG

AGAAGAGAGTGAGCACACATGGTA

AGAAGAGAGTGAGCACACAT
AGAAGAGAGTGAGCA

AGAAGAGAGTGAGCACACATGGT

GAAGAGAGTGAGCAC
GAAGAGAGTGAGCACA
AAGAGAGTGAGCACA

AGAGTGAGCACACATGGTATT

TGCTTAATCTCTATCTGTCGC
TGCTTAATCTCTATCTGTCGCC
TGCTTAATCTCTATCTG
GCTTAATCTCTATCTG
GCTTAATCTCTATCTGTCGCC
GCTTAATCTCTATCTGTCG
GCTTAATCTCTATCTGTCGC
CTTAATCTCTATCTGTCGCC
TTAATCTCTATCTGTCGCC
AATCTCTATCTGTCGCC

GGTGACAGAAGAGAGTGAGCACACATGGTATTTTRTTGCATGCTGGGTTCATGCTCGAAGCTTTGCGTGCTTAATCTCTATCTGTCGCC

mdm-miR1561

mdm-miR156i*: GCTTAATCTCTATCTGTCGCC

GSM880653_apple_root
0.19
0.15
8.02
273.79
0.68
82324.33
82.53
0.97
0.68
0.15
1680.8
56.04

0.24
1.7

0
0.05
0.05
20.37
0

1.31

GSM880654_apple_flower GSM880655_apple_fruit
0 0

©
N

0000000000000 O000000000O0O0OONNOOOO
o
@

0000000000000 000000000000000000000000OR 000

11

43
1

11

GSM880652_apple_leaf
0

0
0

N
o

=}

0000000000000 000000000000000000000000MO000

~
~

oo

@
=}
@

53
67

25

13
04

46
04

59

33

Total
0.19
0.15
8.39
294.58
15.4
83372.55
85.84
2.26
0.68

1
1706.42
62.91
0.53
2.72
0.18
0.05
0.05
20.99
0.48
4.2
3.65



>mdm-MIR156j M10022980

GTTGACAGAAGAGAGTGAGCAC
TTGACAGAAGAGAGTGAGCACA
TTGACAGAAGAGAGTGAGC
TTGACAGAAGAGAGTGA
TTGACAGAAGAGAGTGAGCA
TTGACAGAAGAGAGTGAG
TTGACAGAAGAGAGTGAGCAC
TGACAGAAGAGAGTGAGCACA
TGACAGAAGAGAGTGAG
TGACAGAAGAGAGTGAGCAC
TGACAGAAGAGAGTGAGCACAC
TGACAGAAGAGAGTG
TGACAGAAGAGAGTGAGCA
TGACAGAAGAGAGTGAGC
TGACAGAAGAGAGTGA
GACAGAAGAGAGTGAGCA
GACAGAAGAGAGTGAGCAC
GACAGAAGAGAGTGAGCACA
GACAGAAGAGAGTGAG
GACAGAAGAGAGTGAGC
ACAGAAGAGAGTGAGCAC
ACAGAAGAGAGTGAGCACAC
ACAGAAGAGAGTGAG
ACAGAAGAGAGTGAGCACA
ACAGAAGAGAGTGAGC
CAGAAGAGAGTGAGCACA
CAGAAGAGAGTGAGCACACA
CAGAAGAGAGTGAGCAC
CAGAAGAGAGTGAGCACACAC
CAGAAGAGAGTGAGCA
AGAAGAGAGTGAGCAC
AGAAGAGAGTGAGCACACACAGGC
AGAAGAGAGTGAGCACA
AGAAGAGAGTGAGCA
GAAGAGAGTGAGCAC
GAAGAGAGTGAGCACA
AAGAGAGTGAGCACA
CGTGCTCACCTCTCTCTCTGTC
TGCTCACCTCTCTCTCTGTC
TGCTCACCTCTCTCTCTGTCAGC
TGCTCACCTCTCTCTCTGTCAG
GCTCACCTCTCTCTCTGTCAGC
GCTCACCTCTCTCTCT
GCTCACCTCTCTCTCTGTC
GCTCACCTCTCTCTCTGTCAG
GCTCACCTCTCTCTCTG
GTTGACAGAAGAGAGTGAGCACACACAGGCAGCAATTGTATAAAATCATACCTTTGGGCGGTGCGTGCTCACCTCTCTCTCTGTCAGC

mdm-miR156

mdm-miR156j*: GCTCACCTCTCTCTCTGTCAGC
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>mdm-MIR156k M10022981

GSM880653_apple_root GSM880652_apple_leaf GSM880654_apple_flower GSM880655_apple_fruit  Total
05 0 0 0

TGGTTGGGACTTAGGGTAGAAAT 0. 0.05
ACTTAGGGTAGAAATTGACAGAAG 0 0.04 0 0 0.04
AGAAATTGACAGAAGAGAGTGAGC 0.05 0 0 0 0.05
ATTGACAGAAGAGAGTGAGCAC 19.98 0.59 0.55 0 21.12
ATTGACAGAAGAGAGTGAGCA 0 0 0.55 0 0.55
ATTGACAGAAGAGAGTGAGCACA 0.05 0 0 0 0.05
TTGACAGAAGAGAGTGAGC 2.82 0.5 0.37 0.22
TTGACAGAAGAGAGTGAGCAC 3126.69 249.4 90.6 21.97 3488.66
TTGACAGAAGAGAGTGAG 0 0 6.98 1.08 8.06
TTGACAGAAGAGAGTGAGCA 7.87 0.67 4.23 0.54 13.31
TTGACAGAAGAGAGTGAGCACA 1.51 0.04 0 0 1.55
TTGACAGAAGAGAGTGA 0.05 0 0.37 0 0.42
TGACAGAAGAGAGTG 0.15 0 0.74 0.11
TGACAGAAGAGAGTGAGCACA 1680.8 6.53 18.01 1.08 1706.42
TGACAGAAGAGAGTGAGCAC 82324.33 715.83 306.54 25.85 83372.55
TGACAGAAGAGAGTGAGCA 273.79 2.6 16.36 1.83 294.58
TGACAGAAGAGAGTGAGC 82.53 0.63 2.57 0.11 85.84
TGACAGAAGAGAGTGAG 0.68 0 13.97 0.75 15.4
TGACAGAAGAGAGTGA 0.97 0 .29 0 2.26
GACAGAAGAGAGTGAGCAC 56.04 0.67 5.88 0.32 62.91
GACAGAAGAGAGTGAGCACA 1.7 0 0.37 0.65 2.72
GACAGAAGAGAGTGAGCA 0.24 0 0.18 0.11 0.53
GACAGAAGAGAGTGAGC 0.05 0 0 0 0.05
GACAGAAGAGAGTGAG 0 0 0.18 0 0.18
ACAGAAGAGAGTGAGCACA 1.31 0.13 2.76 0 4.2
ACAGAAGAGAGTGAGCAC 20.37 0.25 0.37 0 20.99
ACAGAAGAGAGTGAG 0 0 0.37 0.11 0.48
ACAGAAGAGAGTGAGC 0.05 0 0 0 0.05
CAGAAGAGAGTGAGCACA 0.24 0.04 0 0.11 0.39
CAGAAGAGAGTGAGCA 0.05 0 0 0 0.05
CAGAAGAGAGTGAGCAC 14.92 0.46 0.18 0.43 15.99
AGAAGAGAGTGAGCA 0.15 0 0 0 0.15
AGAAGAGAGTGAGCACA 0.92 0 0 0 0.92
AGAAGAGAGTGAGCAC 70.38 0.59 0.92 0 71.89
GAAGAGAGTGAGCAC 18.23 0.33 0.55 0.11 19.22
GAAGAGAGTGAGCACA 0.53 0 0 0 0.53
AAGAGAGTGAGCACA 0.05 0 0 0 0.05
TGCTCATGTCTCTTTCTGTC 0 0 1.1 0.11 1.21
TGCTCATGTCTCTTTCTGTCAGC 2.09 0.08 15.99 0.43 18.59
TGCTCATGTCTCTTTCTGTCAG 0 0 1.65 0 1.65
TGCTCATGTCTCTTTCTG 0 0 0.92 0 0.92
TGCTCATGTCTCTTTCT 0 0 0.55 0 0.55
TGCTCATGTCTCTTTCTGTCA 0 0 0.37 0 0.37
GCTCATGTCTCTTTCTGTCAGC 5.1 0.13 15.62 0.11 20.96
GCTCATGTCTCTTTCTGTCAG 0.1 0 0.55 0 0.65
GCTCATGTCTCTTTCTGTCA 0.05 0 0 0 0.05
GCTCATGTCTCTTTCTGTCAGCT 0.24 0.04 0.74 0 1.02
GCTCATGTCTCTTTCTGTC 0 0 1.1 0 1.1
GCTCATGTCTCTTTCTG 0 0 1.1 0 1.1
GCTCATGTCTCTTTCT 0 0 0.18 0 0.18
TCATGTCTCTTTCTG 0 0 0.18 0 0.18
TCTCTTTCTGTCAGC 0 0 0 0.32 0.32

TG
GTGTTAATTTGGTTGGGACTTAGGGTAGAAATTGACAGAAGAGAGTGAGCACAYAGAGGCACTTTGCCATAAAGCGTATGCCATTGCTTTTGCGTGCTCATGTCTCTTTCTGTCAGCTTCCCCATTTCCACYGCCGGATTAATAT
mdm-miR156k

mdm-miR156k*: GCTCATGTCTCTTTCTGTCAGC



>mdm-MIR1561

M10022982

GAGATAGAGAGAGAGACAGAGGCAGAGAGAGAG,

mdm-miR1561%*:

GCTCACTTCTCTTTCTGTCAGC

GTGGTGACAGAAGAGAGTGAGC
TGGTGACAGAAGAGAGTGAGC
TGGTGACAGAAGAGAGTGAG

GGTGACAGAAGAGAGTGAGCAC
GTGACAGAAGAGAGTGAGCA
GTGACAGAAGAGAGTGAGCAC

TGACAGAAGAGAGTGAGCACACT
TGACAGAAGAGAGTGAGCAC
TGACAGAAGAGAGTGAGCACAC
TGACAGAAGAGAGTGAG
TGACAGAAGAGAGTG
TGACAGAAGAGAGTGAGCA
TGACAGAAGAGAGTGAGCACA
TGACAGAAGAGAGTGAGC
TGACAGAAGAGAGTGA
GACAGAAGAGAGTGAGCA
GACAGAAGAGAGTGAGCAC
GACAGAAGAGAGTGAGC
GACAGAAGAGAGTGAGCACA
GACAGAAGAGAGTGAG
ACAGAAGAGAGTGAG
ACAGAAGAGAGTGAGCACAC
ACAGAAGAGAGTGAGCAC
ACAGAAGAGAGTGAGCACA
ACAGAAGAGAGTGAGC
CAGAAGAGAGTGAGCACA
CAGAAGAGAGTGAGCAC
CAGAAGAGAGTGAGCA
AGAAGAGAGTGAGCAC
AGAAGAGAGTGAGCA
AGAAGAGAGTGAGCACA
GAAGAGAGTGAGCAC
GAAGAGAGTGAGCACA
AAGAGAGTGAGCACA

mdm-miR1561

TGCTCACTTCTCTTTCTGTCAGC
GCTCACTTCTCTTTCTGTCAGC

TCACTTCTCTTTCTGTCAGCC
GTGAATGGATGAGGGAGAGTAGTAGATCACTGGACTAGTAGCGAGTGGTGGTGACAGAAGAGAGTGAGCACACTCGGGCAATTGTATAAAGCCATACCTTTGCGTGATGTGTGCTCACTTCTCTTTCTGTCAGCCGCACGCCCYCCGCCCYCCGCCCACCGCCCACCGCCTGCGCTGCCCTCCCTTTCATTATGTCTTTCTGTGTTCCTCCTCTCGATCTC
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>mdm-MIR156n M10022984

TCTGGTTGGACTTAGGGTAGAAAT

GSM880652_apple_leaf
0.04

GSM880653_apple_root
0

GSM880654_apple_flower GSM880655_apple_fruit
0 0

TGGTTGGACTTAGGGTAGAAA 0.04 0 0 0
TGGTTGGACTTAGGGTAGAAATT 0 0.05 0 0
TGGTTGGACTTAGGGTAGAAAT 0 0.05 0 0
ACTTAGGGTAGAAATTGACAGAAG 0.04 0 0 0
AGAAATTGACAGAAGAGAGTGAGC 0 0.05 0 0
ATTGACAGAAGAGAGTGAGCACA 0 0.05 0 0
ATTGACAGAAGAGAGTGAGCA 0 0 0.55 0
ATTGACAGAAGAGAGTGAGCAC 0.59 19.98 0.55 0
TTGACAGAAGAGAGTGA 0 0.05 0.37 0
TTGACAGAAGAGAGTGAG 0 6.98 1.08
TTGACAGAAGAGAGTGAGC 0.5 2.82 0.37 0.22
TTGACAGAAGAGAGTGAGCAC 249.4 3126.69 90.6 21.97
TTGACAGAAGAGAGTGAGCACA 0.04 1.51 0 0
TTGACAGAAGAGAGTGAGCA 0.67 7.87 4.23 0.54
TGACAGAAGAGAGTGAG 0 0.68 13.97 0.75
TGACAGAAGAGAGTGA 0 0.97 1.29 0
TGACAGAAGAGAGTGAGCAC 715.83 82324.33 306.54 25.85
TGACAGAAGAGAGTGAGC 0. 82.53 2.57 0.11
TGACAGAAGAGAGTGAGCACAC 0 0.68 0 0
TGACAGAAGAGAGTG 0 0.15 0.74 0.11
TGACAGAAGAGAGTGAGCA 2.6 273.79 16.36 1.83
TGACAGAAGAGAGTGAGCACA 6.53 1680.8 18.01 1.08
GACAGAAGAGAGTGAGCAC 0.67 56.04 5.88 0.32
GACAGAAGAGAGTGAGCA 0 0.24 0.18 0.11
GACAGAAGAGAGTGAGCACA 0 1.7 0.37 0.65
GACAGAAGAGAGTGAG 0 0.18 0
GACAGAAGAGAGTGAGC 0 0.05 0 0
ACAGAAGAGAGTGAGCAC 0.25 20.37 0.37 0
ACAGAAGAGAGTGAGCACA 0.13 1.31 2.76 0
ACAGAAGAGAGTGAGCACAC 0.04 1.22 2.39 0
ACAGAAGAGAGTGAG 0 0.37 0.11
ACAGAAGAGAGTGAGC 0 0.05 0 0
CAGAAGAGAGTGAGCAC 0.46 14.92 0.18 0.43
CAGAAGAGAGTGAGCACA 0.04 0.24 0 0.11
CAGAAGAGAGTGAGCA 0 0.05 0 0
CAGAAGAGAGTGAGCACACA 0 0.44 0 0
AGAAGAGAGTGAGCA 0 0.15 0 0
AGAAGAGAGTGAGCACA 0 0.92 0 0
AGAAGAGAGTGAGCAC 0.59 70.38 0.92 0
GAAGAGAGTGAGCAC 0.33 18.23 0.55 0.11
GAAGAGAGTGAGCACA 0 0.53 0 0
AAGAGAGTGAGCACA 0 0.05 0 0
TGCTCATGTCTCTTTCTG 0 0 0.92 0
TGCTCATGTCTCTTTCTGTCAGC 0.08 2.09 15.99 0.43
TGCTCATGTCTCTTTCT 0 0 0.55 0
TGCTCATGTCTCTTTCTGTC 0 0 1.1 0.11
TGCTCATGTCTCTTTCTGTCA 0 0 0.37 0
TGCTCATGTCTCTTTCTGTCAG 0 0 1.65 0
GCTCATGTCTCTTTCTGTCAGC 0.13 5.1 15.62 0.11
GCTCATGTCTCTTTCTGTCA 0 0.05 0 0
GCTCATGTCTCTTTCTGTCAGCT 0.04 0.24 0.74 0
GCTCATGTCTCTTTCTGTCAG 0 0.1 0.55 0
GCTCATGTCTCTTTCTGTC 0 0 1.1 0
GCTCATGTCTCTTTCTG 0 0 1.1 0
GCTCATGTCTCTTTCT 0 0 0.18 0
TCATGTCTCTTTCTG 0 0 0.18 0
TCTCTTTCTGTCAGC 0 0 0 0.32

TG
TTAATCTGGTTGGACTTAGGGTAGAAATTGACAGAAGAGAGTGAGCACACAGAGGCACTTGCCATAAAGCGTATGCCATTGCTTTTGCGTGCTCATGTCTCTTTCTGTCAGCTTCCCCATTTCCACTGCCGGATTAA
mdm-miR156n

mdm-miR156n*: GCTCATGTCTCTTTCTGTCAGC



>mdm-MIR1560 M10022985

ACGGTGACAGAAGAGAGTGAGC
ACGGTGACAGAAGAGAGTGA

GGTGACAGAAGAGAGTGAGCAC
GTGACAGAAGAGAGTGAGCAC
GTGACAGAAGAGAGTGAGCA

TGACAGAAGAGAGTGA
TGACAGAAGAGAGTG
TGACAGAAGAGAGTGAGCAC
TGACAGAAGAGAGTGAG
TGACAGAAGAGAGTGAGCA
TGACAGAAGAGAGTGAGCACA
TGACAGAAGAGAGTGAGCACAC
TGACAGAAGAGAGTGAGC
GACAGAAGAGAGTGAGCA
GACAGAAGAGAGTGAGCAC
GACAGAAGAGAGTGAGC
GACAGAAGAGAGTGAGCACA
GACAGAAGAGAGTGAG
ACAGAAGAGAGTGAGC
ACAGAAGAGAGTGAGCAC
ACAGAAGAGAGTGAG
ACAGAAGAGAGTGAGCACAC
ACAGAAGAGAGTGAGCACA
CAGAAGAGAGTGAGCAC
CAGAAGAGAGTGAGCACA
CAGAAGAGAGTGAGCACACAT
CAGAAGAGAGTGAGCACACA
CAGAAGAGAGTGAGCA
AGAAGAGAGTGAGCAC
AGAAGAGAGTGAGCACACATG
AGAAGAGAGTGAGCACA
AGAAGAGAGTGAGCACACATGGT
AGAAGAGAGTGAGCACACATGGTA
AGAAGAGAGTGAGCACACAT
AGAAGAGAGTGAGCACACATGG
AGAAGAGAGTGAGCA
GAAGAGAGTGAGCAC
GAAGAGAGTGAGCACA
AAGAGAGTGAGCACA
AGAGTGAGCACACATGGTATT

mdm-miR1560

mdm-miR1560*: GCTTACTCTCTATCTGTCACC

TTGCGTGCTTACTCTCTATCTG
TGCGTGCTTACTCTCTATCTGT
TGCTTACTCTCTATCTGTCACC
TGCTTACTCTCTATCTGTC
TGCTTACTCTCTATCTG
TGCTTACTCTCTATCTGTCAC
GCTTACTCTCTATCTGTCA
GCTTACTCTCTATCTGTCACC
GCTTACTCTCTATCTGTCACCA
GCTTACTCTCTATCTGTCAC
GCTTACTCTCTATCTGTC
TTACTCTCTATCTGTCACC
TACTCTCTATCTGTCACC
TCTCTATCTGTCACC

GACGGTGACAGAAGAGAGTGAGCACACATGGTATTTTCTTGCATGCTGGGTTCATGCTTGAAGCTTTGCGTGCTTACTCTCTATCTGTCACCATC
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>mdm-MIR156u M10022991

GSM880653_apple_root GSM880652_apple_leaf GSM880654_apple_flower GSM880655_apple_fruit  Total
05 0 0 0 0.

TGTTGACAGAAGAGAGAGAGCAC 0. 05
TGTTGACAGAAGAGAGAGAGC 0.05 0.04 0 0 0.09
TTGACAGAAGAGAGAGAGCAC 6545.6 1354.43 3.49 23.05 7926.57
TTGACAGAAGAGAGA 0.05 0 0 0.11 0.16
TTGACAGAAGAGAGAGAGCA 20.71 4.02 0 0.86 25.59
TTGACAGAAGAGAGAGAGCACA 4.18 0.8 0 0.22 5.2
TTGACAGAAGAGAGAGA 0.15 0.13 0 0 0.28
TTGACAGAAGAGAGAGAGCACAA 0.49 0.17 0 0 0.66
TTGACAGAAGAGAGAG 0.15 0 0 0 0.15
TTGACAGAAGAGAGAGAGC 3.65 0.88 0 0.11 4.64
TTGACAGAAGAGAGAGAG 0.24 0 0 1.94 2.18
TGACAGAAGAGAGAGAGCACA 6.71 0.63 0.18 0.11 7.63
TGACAGAAGAGAGAGAG 0 0 0 0.11 0.11
TGACAGAAGAGAGAGAGCACAA 0.05 0o 0 0 0.05
TGACAGAAGAGAGAGAGCAC 203.27 5.65 0.18 0.75 209.85
TGACAGAAGAGAGAGAGC 0.78 0 0 0.11 0.89
TGACAGAAGAGAGAGAGCA 0.63 0.04 0 0 0.67
GACAGAAGAGAGAGAGCAC 2.48 0.59 0 0.32 3.39
GACAGAAGAGAGAGAGCA 0.1 0 0 0 0.1
ACAGAAGAGAGAGAGCACAAC 0.05 0 0 0.32 0.37
ACAGAAGAGAGAGAGCAC 1.07 0.13 0 0 1.2
ACAGAAGAGAGAGAGC 0 0 0 0.11 0.11
CAGAAGAGAGAGAGC 0.05 0 0 0 0.05
CAGAAGAGAGAGAGCAC 5.1 1.47 0 0.11 6.68
AGAAGAGAGAGAGCAC 1.6 0.08 0.18 0 1.86
AGAAGAGAGAGAGCACA 0.05 0 0 0 0.05
GAAGAGAGAGAGCAC 0.15 0.04 0 0 0.19
GAAGAGAGAGAGCACA 0.05 0 0 0 0.05
TGCTTTCTCTTCTTCTG 0 0 0 0.11 0.11
GCTTTCTCTTCTTCTGTCATC 1.26 0.46 0 5.82 7.54
GCTTTCTCTTCTTCTGTC 0 0 0 0.11 0.11
GCTTTCTCTTCTTCTGTCATCA 0.05 0 0 0.54 0.59
GCTTTCTCTTCTTCTGTCATCAT 0.05 0 0 0 0.05
GCTTTCTCTTCTTCTGTCAT 0 0.04 0 0 0.04
GCTTTCTCTTCTTCTGT 0 0 0 0.11 0.11
GCTTTCTCTTCTTCTG 0 0 0 0.32 0.32
CTTTCTCTTCTTCTGTCA 0 0o 0 0.22 0.22

G
ATGTTGACAGAAGAGAGAGAGCACAACCCGCCATCGGCTAAGGAGAGTCTTTACGTTGCTGGGAGTGTGCTTTCTCTTCTTCTGTCATCAT
mdm-miR156u

mdm-miR156u*-1: GCTTTCTCTTCTTCTGTCATC
mdm-miR156u*-2: GCTTTCTCTTCTTCTGTCATCA




>mdm-MIR156v M10022992

GSM880653_apple_root GSM880652_apple_leaf GSMB880654_apple_flower GSM880655_apple_fruit  Total
0 0 0

TGTTGACAGAAGAGAGAGAGCAC 0.05 0.05
TGTTGACAGAAGAGAGAGAGC 0.05 0.04 0 0o 0.09
TTGACAGAAGAGAGAGAGCAC 6545.6 1354.43 3.49 23.05 7926.57
TTGACAGAAGAGAGA 0.05 0 0 0.11 0.16
TTGACAGAAGAGAGAGAGCA 20.71 4.02 0 0.86 25.59
TTGACAGAAGAGAGAGAGCACA 4.18 0.8 0 0.22 5.2
TTGACAGAAGAGAGAGA 0.15 0.13 0 0 0.28
TTGACAGAAGAGAGAGAGCACAA 0.49 0.17 0 0 0.66
TTGACAGAAGAGAGAG 0.15 0 0 0 0.15
TTGACAGAAGAGAGAGAGC 3.65 0.88 0 0.11 4.64
TTGACAGAAGAGAGAGAG 0.24 0 0 1.94 2.18
TGACAGAAGAGAGAGAGCACA 6.71 0.63 0.18 0.11 7.63
TGACAGAAGAGAGAGAG 0 0 0 0.11 0.11
TGACAGAAGAGAGAGAGCACAA 0.05 0 0 0 0.05
TGACAGAAGAGAGAGAGCAC 203.27 5.65 0.18 0.75 209.85
TGACAGAAGAGAGAGAGC 0.78 0 0 0.11 0.89
TGACAGAAGAGAGAGAGCA 0.63 0.04 0 0 0.67
GACAGAAGAGAGAGAGCAC 2.48 0.59 0 0.32 3.39
GACAGAAGAGAGAGAGCA 0.1 0 0 0 0.1
ACAGAAGAGAGAGAGCACAAC 0.05 0 0 0.32 0.37
ACAGAAGAGAGAGAGCAC 1.07 0.13 0 0 1.2
ACAGAAGAGAGAGAGC 0 0 0 0.11 0.11
CAGAAGAGAGAGAGC 0.05 0 0 0 0.05
CAGAAGAGAGAGAGCAC 5.1 1.47 0 0.11 6.68
AGAAGAGAGAGAGCAC 1.6 0.08 0.18 0 1.86
AGAAGAGAGAGAGCACA 0.05 0 0 0 0.05
GAAGAGAGAGAGCAC 0.15 0.04 0 0 0.19
GAAGAGAGAGAGCACA 0.05 0 0 0 0.05
TGCTTTCTCTTCTTCTG 0 0 0 0.11 0.11
GCTTTCTCTTCTTCTGTCATC 1.26 0.46 0 5.82 7.54
GCTTTCTCTTCTTCTGTC 0 0 0 0.11 0.11
GCTTTCTCTTCTTCTGTCATCA 0.05 0 0 0.54 0.59
GCTTTCTCTTCTTCTGTCATCAT 0.05 0 0 0 0.05
GCTTTCTCTTCTTCTGTCAT 0 0.04 0 0 0.04
GCTTTCTCTTCTTCTGT 0 0 0 0.11 0.11
GCTTTCTCTTCTTCTG 0 0 0 0.32 0.32
GCTTTCTCTTCTTCTGTCA 0 0 0 0.22 0.22

ATGTTGACAGAAGAGAGAGAGCACAACCCGCCATCGGCTAAGGAGAGTCTTTACGTTGCTGGGAGTGTGCTTTCTCTTCTTCTGTCATCAT

mdm-miR156v




>mdm-MIR156w M10022993

TGTTGACAGAAGAGAGAGAGC
TGTTGACAGAAGAGAGAGAGCAC
TTGACAGAAGAGAGAGA
TTGACAGAAGAGAGAG
TTGACAGAAGAGAGAGAGCACA
TTGACAGAAGAGAGAGAG
TTGACAGAAGAGAGAGAGC
TTGACAGAAGAGAGAGAGCA
TTGACAGAAGAGAGAGAGCACAA
TTGACAGAAGAGAGA
TTGACAGAAGAGAGAGAGCAC
TGACAGAAGAGAGAGAGCACA
TGACAGAAGAGAGAGAGC
TGACAGAAGAGAGAGAG
TGACAGAAGAGAGAGAGCACAA
TGACAGAAGAGAGAGAGCAC
TGACAGAAGAGAGAGAGCA
GACAGAAGAGAGAGAGCAC
GACAGAAGAGAGAGAGCA
ACAGAAGAGAGAGAGCAC
ACAGAAGAGAGAGAGCACAAC
ACAGAAGAGAGAGAGC
CAGAAGAGAGAGAGCAC
CAGAAGAGAGAGAGC
AGAAGAGAGAGAGCACA
AGAAGAGAGAGAGCAC
GAAGAGAGAGAGCAC
GAAGAGAGAGAGCACA
AGTGTGCTCTCTTTTCTTCTGT
GCTCTCTTTTCTTCTGTCA
GCTCTCTTTTCTTCTGTCATCA
GCTCTCTTTTCTTCTGTCATC
TGTTGACAGAAGAGAGAGAGCACAACCCRCCATCGGCTAAAGAGAGTCTTTTCCGTTGTTGGGAGTGTGCTCTCTTTTCTTCTGTCATCA

mdm-miR156w

mdm-miR156w*-
mdm-miR156w*-

o GCTCTCTTTTCTTCTGTCATC
o GCTCTCTTTTCTTCTGTCATCA

0
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>mdm-MIR159a M10023002

AGCTCCTTTTGATTCAAAAGC
AGCTCCTTTTGATTCA
AGCTCCTTTTGATTCAAAA
AGCTCCTTTTGATTCAAAAG
GCAGGAGGGAGAGAGGGTTTTAC
GCAGGAGGGAGAGAGGGTTTTA
CAGGAGGGAGAGAGGGTTTTAC
CAGGAGGGAGAGAGGGTTTTA
CAGGAGGGAGAGAGGGTTTTACAC
AGGAGGGAGAGAGGGTTTTACA
AGGAGGGAGAGAGGGTTTTACAC
AGGAGGGAGAGAGGGT
AGGAGGGAGAGAGGGTTTT
AGGAGGGAGAGAGGGTTTTACAC
AGGAGGGAGAGAGGGTTT
AGGAGGGAGAGAGGGTTTTAC
AGGAGGGAGAGAGGG
AGGAGGGAGAGAGGGTTTTA
GGAGGGAGAGAGGGTTTT
AGGGAGAGAGGGTTTTACAC
AGGGAGAGAGGGTTTTACAC
GGGAGAGAGGGTTTTACAC
TTTACAC

T

TGC

T

TGCTG
TGCTGCTGGTTCAT

TGCTGCTGGTTCATGGATGCC
TGCTGCTGGTTCATGGATGC

TGCTGCTGGTTCATGGAT

TGCTGCTGGTTCATGGATGCCC
TGCCCCTGAGGTGCGCACGATAA

CCCCTGAGGTGCGCACGATA
CCTGAGGTGCGCACGATA
CCTGAGGTGCGCACGATA

ACGATA/

AG
AGGA
AGGAAACTGCGCAG

ACGATAAGGAAACTGCGCAGCTTAAGGGT

ACGATA/
ACGATA/

ACGATAAGGAAACTGCGCAGCTTAAG

ACGATA/
ACGATA/
CGATA

GATAAGGAAACTGCGCAGCTTAAGG
TAAGGAAACTGCGCAGCTTAAG

AGGAAACTGCGCAGCTTAA
AGGAAACTGCGCA

AGGAAACTGCGCAGC
AGGAAACTGCGCAGCT
AGGAAACTGCGCAGCTT

AAGGAAACTGCGCAGCTTAAGGGTTTG
AAGGAAACTGCGCAGCTTAAGGGTTT

AAGGAAACTGCGCAGCTTAAGG

AGGAAACTGCGCAGCTTAA

AACTGCGCAGCTTAAGGGTTT

GGTTTGCATGGCCCAGGAGA
GTTTGCATGGCCCAGGAGATG

TTTGCATGGCCCAGGAGAT
TTTGCATGGCCCAGGAGATG

TTTGCATGGCCCAGGAGATGT
CATGGCCCAGGAGATGTGAATTC
CATGGCCCAGGAGATGTGAATT
CATGGCCCAGGAGATGTGAAT

GCCCAGGAGATGTGAATTC
TGTGAATTCCTTCTCCTCTC
TGTGAATTCCTTCTCCTCTCC

GAATTCCTTCTCCTCTCCTTT
AATTCCTTCTCCTCTCCTTT
AATTCCTTCTCCTCTCC

ATTCCTTCTCCTCTCCTTT
TTCCTTCTCCTCTCCTTT
TCCTTCTCCTCTCCTTT

CCTTCTCCTCTCCTTT

TTTCTTGGATTGAAGGGAGCTCC
TTTCTTGGATTGAAGGGAGCTC
TTTCTTGGATTGAAGGGAGC
TTCTTGGATTGAAGGGAGCTC
TTCTTGGATTGAAGGGAGC
TTCTTGGATTGAAGGGAGCTCC
TTCTTGGATTGAAGGGAGCT
TCTTGGATTGAAGGGAGCT
TCTTGGATTGAAGGGA
TCTTGGATTGAAGGGAGCTCC
TCTTGGATTGAAGGGAGCTC
TCTTGGATTGAAGGGAGC
TCTTGGATTGAAGGG
TCTTGGATTGAAGGGAG
CTTGGATTGAAGGGAG
CTTGGATTGAAGGGAGCTC
CTTGGATTGAAGGGAGC
CTTGGATTGAAGGGAGCTCC
CTTGGATTGAAGGGAGCT
CTTGGATTGAAGGGA
TTGGATTGAAGGGAGC
TTGGATTGAAGGGAG
TTGGATTGAAGGGAGCT
TTGGATTGAAGGGAGCTCC
TTGGATTGAAGGGAGCTC
TGGATTGAAGGGAGCTCC
TGGATTGAAGGGAGCTC
TGGATTGAAGGGAGC
TGGATTGAAGGGAGCT
GGATTGAAGGGAGCTCC
GATTGAAGGGAGCTCC
GATTGAAGGGAGCTC
ATTGAAGGGAGCTCC

GGAGCTCCTTTTGATTCAAAAGCAGGAGGGAGAGAGGGTTTTACACTGCTGCTGGTTCATGGATGCCCCTGAGGTGCGCACGATAAGGAAACTGCGCAGCTTAAGGGTTTGCATGGCCCAGGAGATGTGAATTCCTTCTCCTCTCCTTTCTTGGATTGAAGGGAGCTCC

a*-1: AGCTCCTTTTGATTCAAAAG
mdm-miR159a*-2: AGCTCCTTTTGATTCAAAAGC

mdm-miR159a
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>mdm-MIR159b M10023003

AGCTCCCTTTGATTCAAAAGC
AGCTCCCTTTGATTCAA
AGCTCCCTTTGATTCAAAAG
AGCTCCCTTTGATTCAAAA
AGCTCCCTTTGATTCAAA
GCTCCCTTTGATTCAAAAGC
CTCCCTTTGATTCAAAAGC
TCCCTTTGATTCAAAAGC
CCTTTGATTCAAAAGC
AGGAGGGAGAGAGGGTCTTACA

AGGAGGGAGAGAGGGTCTTACACT

AGGAGGGAGAGAGGGTCTT
AGGAGGGAGAGAGGGT
AGGAGGGAGAGAGGGTCTTAC
AGGAGGGAGAGAGGG
AGGAGGGAGAGAGGGTCTTACAC
AGGAGGGAGAGAGGGTCTTA

AGGAGGGAGAGAGGGTCT
GGAGGGAGAGAGGGTCTTACA
GGAGGGAGAGAGGGTCTTACAC
GAGGGAGAGAGGGTCTTACAC
GAGGGAGAGAGGGTCTTAC
GAGGGAGAGAGGGTCTTA
AGGGAGAGAGGGTCTTACACTGC
TGCTGCTGGTTCATGGATACC
TGCTGCTGGTTCATGGATAC
TGCTGCTGGTTCATGGAT

TTTGCATGACCCAGGAGATGT
TTTGCATGACCCAGGAGATG

TGTGAATTCCTTCTCCTCTCC
TGTGAATTCCTTCTCCTCTC
GAATTCCTTCTCCTCTCCTTT
AATTCCTTCTCCTCTCCTTT
AATTCCTTCTCCTCTCC
ATTCCTTCTCCTCTCCTTT
TTCCTTCTCCTCTCCTTT
TCCTTCTCCTCTCCTTT
CCTTCTCCTCTCCTTT
TTTCTTGGATTGAAGGGAGC
TTTCTTGGATTGAAGGGAGCTCC
TTTCTTGGATTGAAGGGAGCTC
TTCTTGGATTGAAGGGAGC
TTCTTGGATTGAAGGGAGCTC
TTCTTGGATTGAAGGGAGCTCC
TTCTTGGATTGAAGGGAGCT
TCTTGGATTGAAGGGAGC
TCTTGGATTGAAGGGAGCTC
TCTTGGATTGAAGGGAG
TCTTGGATTGAAGGG
TCTTGGATTGAAGGGA
TCTTGGATTGAAGGGAGCTCC
TCTTGGATTGAAGGGAGCT
CTTGGATTGAAGGGAGCTC
CTTGGATTGAAGGGAGCT
CTTGGATTGAAGGGAGC
CTTGGATTGAAGGGAG
CTTGGATTGAAGGGAGCTCC
CTTGGATTGAAGGGA
TTGGATTGAAGGGAGCT
TTGGATTGAAGGGAGC
TTGGATTGAAGGGAGCTC
TTGGATTGAAGGGAGCTCC
TTGGATTGAAGGGAG
TGGATTGAAGGGAGC
TGGATTGAAGGGAGCTC
TGGATTGAAGGGAGCT
TGGATTGAAGGGAGCTCC
GGATTGAAGGGAGCTCC
GATTGAAGGGAGCTC
GATTGAAGGGAGCTCC
ATTGAAGGGAGCTCC

GGAGCTCCCTTTGATTCAAAAGCAGGAGGGAGAGAGGGTCTTACACTGCTGCTGGTTCATGGATACCTCTGGGGTGCGCACGGTRAGGAAACTGCGCAGTTTAAGGGTTTGCATGACCCAGGAGATGTGAATTCCTTCTCCTCTCCTTTCTTGGATTGAAGGGAGCTCC

mdm-miR159b*-1: AGCTCCC
mdm-miR159b*-2: AGCTCCC

TTTGATTCAAAAG
TTTGATTCAAAAGC

mdm-miR159b

GSM880654_apple_flower GSM880655_apple_fruit
14.52 0.75

0.18 0
0.18 0
0 0
0.55 0
0 0
0.18 0
0 0
0.18 0.11
13.97 2.15
0 0
1.84 0.11
0 0.11
9.19 0.65
0.37 0
18.56 0.75
2.39 1.29
0 0.11
0.37 0.11
0.18 0.11
0 0.11
0.18 0
0.18 0
0 0
0 0
0 0
0.18 0
1.47 0.43
0 0
0.74 0
0 0.32
123.13 5.49
4.04 0.43
0.18 0
0.74 0.11
0.37 0
0.18 0
0.55 0
0 0
0 0
0 0
0 0
0 0
0 0
0 0
0.18 0
0 0
0 0.22
0.18 0
0.18 0
0 0
0 0
11.58 8.19
4.96 1.94
2.21 0.32
29.04 13.79
2.76 0.75
3.68 1.83
1.47 0.22
0 0
1.47 0.65
0 0
0.18 0.22
0.74 0.32
0.55 0.11
0.55 0.43
0.18 0
0 0
0.37 0.11
0 0
0.37 0
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>mdm-MIR159¢c M10023157

AGCTCCTTTTGATTCAAAAGC
AGCTCCTTTTGATTCA
AGCTCCTTTTGATTCAAAA
AGCTCCTTTTGATTCAAAAG
GCAGGAGGGAGAGAGGGTTTTAC
GCAGGAGGGAGAGAGGGTTTTA
CAGGAGGGAGAGAGGGTTTTAC
CAGGAGGGAGAGAGGGTTTTA
CAGGAGGGAGAGAGGGTTTTACAC
AGGAGGGAGAGAGGGTTTTACA
AGGAGGGAGAGAGGGTTTTACAC
AGGAGGGAGAGAGGGT
AGGAGGGAGAGAGGGTTTT
AGGAGGGAGAGAGGGTTTTACAC
AGGAGGGAGAGAGGGTTT
AGGAGGGAGAGAGGGTTTTAC
AGGAGGGAGAGAGGG
AGGAGGGAGAGAGGGTTTTA
GGAGGGAGAGAGGGTTTT
AGGGAGAGAGGGTTTTACAC
AGGGAGAGAGGGTTTTACAC
GGGAGAGAGGGTTTTACAC
TTTACAC

T

TGC

T

TGCTG
TGCTGCTGGTTCAT

TGCTGCTGGTTCATGGATGCC
TGCTGCTGGTTCATGGATGC

TGCTGCTGGTTCATGGAT

TGCTGCTGGTTCATGGATGCCC
TGCCCCTGAGGTGCGCACGATAA

CCCCTGAGGTGCGCACGATA
CCTGAGGTGCGCACGATA
CCTGAGGTGCGCACGATA

ACGATA/

AG
AGGA
AGGAAACTGCGCAG

ACGATAAGGAAACTGCGCAGCTTAAGGGT

ACGATA/
ACGATA/

ACGATAAGGAAACTGCGCAGCTTAAG

ACGATA/
ACGATA/
CGATA

AGGAAACTGCGCAGCTTAA
AGGAAACTGCGCA

AGGAAACTGCGCAGC
AGGAAACTGCGCAGCT
AGGAAACTGCGCAGCTT

GATAAGGAAACTGCGCAGCTTAAGG

TAAGGAAACTGCGCAGCTTAAG

AAGGAAACTGCGCAGCTTAAGGGTTTG
AAGGAAACTGCGCAGCTTAAGGGTTT
AAGGAAACTGCGCAGCTTAAGG

AGGAAACTGCGCAGCTTAA

AACTGCGCAGCTTAAGGGTTT

GGTTTGCATGGCCCAGGAGA
GTTTGCATGGCCCAGGAGA
TTTGCATGGCCCAGGAGA
TTTGCATGGCCCAGGAGA
TTTGCATGGCCCAGGAGA
CATGGCCCAGGAGA
CATGGCCCAGGAGA
CATGGCCCAGGAGA

TG

T

TG

TGT
TGTGAATTC
TGTGAATT
TGTGAAT

GCCCAGGAGATGTGAATTC

TGTGAATTCCTTCTCCTCTC
TGTGAATTCCTTCTCCTCTCC

GAATTCCTTCTCCTCTCCTTT
AATTCCTTCTCCTCTCCTTT
AATTCCTTCTCCTCTCC

ATTCCTTCTCCTCTCCTTT
TTCCTTCTCCTCTCCTTT
TCCTTCTCCTCTCCTTT

CCTTCTCCTCTCCTTT

TTTCTTGGATTGAAGGGAGCTCC
TTTCTTGGATTGAAGGGAGCTC
TTTCTTGGATTGAAGGGAGC
TTCTTGGATTGAAGGGAGCTC
TTCTTGGATTGAAGGGAGC
TTCTTGGATTGAAGGGAGCTCC
TTCTTGGATTGAAGGGAGCT
TCTTGGATTGAAGGGAGCT
TCTTGGATTGAAGGGA
TCTTGGATTGAAGGGAGCTCC
TCTTGGATTGAAGGGAGCTC
TCTTGGATTGAAGGGAGC
TCTTGGATTGAAGGG
TCTTGGATTGAAGGGAG
CTTGGATTGAAGGGAG
CTTGGATTGAAGGGAGCTC
CTTGGATTGAAGGGAGC
CTTGGATTGAAGGGAGCTCC
CTTGGATTGAAGGGAGCT
CTTGGATTGAAGGGA
TTGGATTGAAGGGAGC
TTGGATTGAAGGGAG
TTGGATTGAAGGGAGCT
TTGGATTGAAGGGAGCTCC
TTGGATTGAAGGGAGCTC
TGGATTGAAGGGAGCTCC
TGGATTGAAGGGAGCTC
TGGATTGAAGGGAGC
TGGATTGAAGGGAGCT
GGATTGAAGGGAGCTCC
GATTGAAGGGAGCTCC
GATTGAAGGGAGCTC
ATTGAAGGGAGCTCC

GGAGCTCCTTTTGATTCAAAAGCAGGAGGGAGAGAGGGTTTTACACTGCTGCTGGTTCATGGATGCCCCTGAGGTGCGCACGATAAGGAAACTGCGCAGCTTAAGGGTTTGCATGGCCCAGGAGATGTGAATTCCTTCTCCTCTCCTTTCTTGGATTGAAGGGAGCTCC

mdm-miR159c*: AGGAGGGAGAGAGGGTTTTAC

mdm-miR159¢c
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>mdm-MIR160a M10023004

GSM880653_apple_root GSM880652_apple_leaf GSM880654_apple_flower GSM880655_apple_fruit  Total
ATGCCTGGCTCCCTGTATGCCA 0.24 0.08 0 0 0.

ATGCCTGGCTCCCTGTATGCC 0.19 0.04 0 0 0.23
TGCCTGGCTCCCTGTATG 0.05 0 0 0 0.05
TGCCTGGCTCCCTGTATGCCA 29.94 6.2 14.7 6.68 57.52
TGCCTGGCTCCCTGTATGCC 0.05 0.04 0.55 0 0.64
TGCCTGGCTCCCTGTATGCCAC 0.05 0 0 0 0.05
TGCCTGGCTCCCTGTATGC 0.15 0 0 0 0.15
TGCCTGGCTCCCTGTAT 0 0 1.65 0.32 1.97

GCCTGGCTCCCTGTATGCCA 0.1 0.04 0.18 0.11 0.43
GCCTGGCTCCCTGTATGCCAC 0.63 0.04 0 0 0.67
CCTGGCTCCCTGTAT 0 0 0.18 0 0.18
CCTGGCTCCCTGTATGCCA 0 0 0.18 0.11 0.29
CTGGCTCCCTGTATGCCA 0 0 0.18 0 0.18
GCTCCCTGTATGCCACAAGC 0 0 0 0.11 0.11
TTTCTTGATTGGCTATTGTGGGT 0.05 0 0 0 0.05

GCGTACAAGGAGCCAAGCATA 128.02 14.36 0 1.4 143.78
GCGTACAAGGAGCCAAGCA 1.31 0.04 0 0.11 1.46
GCGTACAAGGAGCCAAGCAT 6.12 0.04 0 0 6.16
GCGTACAAGGAGCCAAGC 0.05 0 0 0 0.05
CGTACAAGGAGCCAAGCATA 0.87 0.08 0 0 0.95
CGTACAAGGAGCCAAGCA 0.05 0 0 0 0.05
CGTACAAGGAGCCAAGCAT 0.05 0 0 0 0.05
GTACAAGGAGCCAAGCATA 0.05 0 0 0 0.05
ACAAGGAGCCAAGCATA 0.24 0 0 0 0.24
AGGAGCCAAGCATA 0.05 0 0o 0 0.05

TATGCCTGGCTCCCTGTATGCCACAAGCAGAAGTTCAATTTCTTGATTGGCTATTGTGGGTGGCGTACAAGGAGCCAAGCATA
mdm-miR160a

mdm-miR160a*: GCGTACAAGGAGCCAAGCATA



>mdm-MIR160b M10023005

ATGCCTGGCTCCCTGTATGCCA
ATGCCTGGCTCCCTGTATGCC

TGCCTGGCTCCCTGTATGCC
TGCCTGGCTCCCTGTATGCCAC
TGCCTGGCTCCCTGTAT
TGCCTGGCTCCCTGTATGC
TGCCTGGCTCCCTGTATGCCA
TGCCTGGCTCCCTGTATG
GCCTGGCTCCCTGTATGCCA
GCCTGGCTCCCTGTATGCCAC
CCTGGCTCCCTGTATGCCA
CCTGGCTCCCTGTAT
CTGGCTCCCTGTATGCCA
GCTCCCTGTATGCCACAAGC
CAAGCAGAAGTTCAATCTG
CAAGCAGAAGTTCAATCTGT
TGGCGTATGAGGAGTCAAGCAT
GGCGTATGAGGAGTCAAGCAT
GGCGTATGAGGAGTCAAGCA
GGCGTATGAGGAGTCAAGCATA
GCGTATGAGGAGTCAAGCA
GCGTATGAGGAGTCAAGCATA
GCGTATGAGGAGTCAAGCAT
GCGTATGAGGAGTCA
CGTATGAGGAGTCAAGCATA
ATGAGGAGTCAAGCAT
ATGAGGAGTCAAGCATA

TTATGCCTGGCTCCCTGTATGCCACAAGCAGAAGTTCAATCTGTTTCTCGATTGGCTATTGCGGGTGGCGTATGAGGAGTCAAGCATAG
mdm-miR160b

mdm-miR160b*: GCGTATGAGGAGTCAAGCATA
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>mdm-MIR160c M10023006

GSM880655_apple_fruit  GSM880652_apple_leaf GSM880653_apple_root GSM880654_apple_flower Total
11 0 0 0 0.11

ATGTGCCTGGCTCCCTGTATGCCA 0.

GTGCCTGGCTCCCTGTATGCCA 0o 0.04 0.05 0 0.09
TGCCTGGCTCCCTGTAT 0.32 (o} 1.65 1.97
TGCCTGGCTCCCTGTATGCCA 6.68 6.2 29.94 14.7 57.52
TGCCTGGCTCCCTGTATGCCATT 0.22 0.04 0.05 0 0.31
TGCCTGGCTCCCTGTATG 0o 0 0.05 0 0.05
TGCCTGGCTCCCTGTATGCC 0o 0.04 0.05 0.55 0.64
TGCCTGGCTCCCTGTATGCCAT 0.32 0.08 0.29 0.18 0.87
TGCCTGGCTCCCTGTATGC 0o 0 0.15 0 0.15

GCCTGGCTCCCTGTATGCCA 0.11 0.04 0.1 0.18 0.43
GCCTGGCTCCCTGTATGCCAT 0 0 0.1 0 0.1
CCTGGCTCCCTGTATGCCATT 1.4 0 0 1.65 3.05
CCTGGCTCCCTGTATGCCA 0.11 0 0 0.18 0.29
CCTGGCTCCCTGTATGCCAT 0.11 0 0.05 0.55 0.71
CCTGGCTCCCTGTAT 0o 0 0 0.18 0.18
CTGGCTCCCTGTATGCCA 0o 0 0 0.18 0.18
TTTGCAGAGTCCCACCGAACA 0o 0.04 0 0 0.04
ACCGAACAGCGATGGCCTCT 0o 0.04 0 0 0.04
CCGAACAGCGATGGCCTCTG 0o 0.08 0.05 0 0.13
CCGAACAGCGATGGCCTCT 0o 0 0.05 0 0.05
CCGAACAGCGATGGCCTC 0.11 0 0 0 0.11
CGAACAGCGATGGCCTCTG 0o 0 0.05 0 0.05
GCGATGGCCTCTGTGGATGGCGT 0o 0.04 0 0 0.04
TGGCGTATGAGGAGCCAAGCA 0o 0 0 0.18 0.18
GGCGTATGAGGAGCCAAGCATA 0o 0 0.1 0 0.1
GGCGTATGAGGAGCCAAGCAT 0o 0 0.05 0 0.05
GCGTATGAGGAGCCAAGCA 0o 0.08 0.15 0.18 0.41
GCGTATGAGGAGCCAAGCAT 0 0.08 0.49 0 0.57
GCGTATGAGGAGCCAAGCATA 1.29 3.39 14.14 1.29 20.11
GCGTATGAGGAGCCA 0.11 0 0 0 0.11
CGTATGAGGAGCCAAGCATA 0o 0 0.05 0 0.05
CGTATGAGGAGCCAAGCATATA 0 0 0 0.18 0.18
GTATGAGGAGCCAAGCATA 0 0 0.05 0 0.05
GTATGAGGAGCCAAGCATATA 0.43 0 0 0.43
ATGAGGAGCCAAGCATA 0 0o 0.05 0 0.05

TATGTGCCTGGCTCCCTGTATGCCATTTGCAGAGTCCCACCGAACAGCGATGGCCTCTGTGGATGGCGTATGAGGAGCCAAGCATATA
mdm-miR160c

mdm-miR160c*: GCGTATGAGGAGCCAAGCATA



>mdm-MIR160d M10023007

ATGCCTGGCTCCCTGTATGCCA
ATGCCTGGCTCCCTGTATGCC

TGCCTGGCTCCCTGTATGCC
TGCCTGGCTCCCTGTATGCCAC
TGCCTGGCTCCCTGTAT
TGCCTGGCTCCCTGTATGC
TGCCTGGCTCCCTGTATGCCA
TGCCTGGCTCCCTGTATG
GCCTGGCTCCCTGTATGCCA
GCCTGGCTCCCTGTATGCCAC
CCTGGCTCCCTGTATGCCA
CCTGGCTCCCTGTAT
CTGGCTCCCTGTATGCCA
GCTCCCTGTATGCCACAAGC
CAAGCAGAAGTTCAATCTG
CAAGCAGAAGTTCAATCTGT
TGGCGTATGAGGAGTCAAGCAT
GGCGTATGAGGAGTCAAGCAT
GGCGTATGAGGAGTCAAGCA
GGCGTATGAGGAGTCAAGCATA
GCGTATGAGGAGTCAAGCA
GCGTATGAGGAGTCAAGCATA
GCGTATGAGGAGTCAAGCAT
GCGTATGAGGAGTCA
CGTATGAGGAGTCAAGCATA
ATGAGGAGTCAAGCAT
ATGAGGAGTCAAGCATA

TTATGCCTGGCTCCCTGTATGCCACAAGCAGAAGTTCAATCTGTTTCTCGATTGGCTATTGCGGGTGGCGTATGAGGAGTCAAGCATAG
mdm-miR160d

mdm-miR160d*: GCGTATGAGGAGTCAAGCATA
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>mdm-MIR160e M10023008

GSM880655_apple_fruit  GSM880653_apple_root GSM880652_apple_leaf GSM880654_apple_flower Total
11 0 0 0 0.11

ATGTGCCTGGCTCCCTGTATGCCA 0.

GTGCCTGGCTCCCTGTATGCCA 0o 0.05 0.04 0 0.09
TGCCTGGCTCCCTGTAT 0.32 0o 0 1.65 1.97
TGCCTGGCTCCCTGTATGCCA 6.68 29.94 6.2 14.7 57.52
TGCCTGGCTCCCTGTATGCC 0o 0.05 0.04 0.55 0.64
TGCCTGGCTCCCTGTATGCCATT 0.22 0.05 0.04 0 0.31
TGCCTGGCTCCCTGTATG 0o 0.05 0 0 0.05
TGCCTGGCTCCCTGTATGC 0o 0.15 0 0 0.15
TGCCTGGCTCCCTGTATGCCAT 0.32 0.29 0.08 0.18 0.87

GCCTGGCTCCCTGTATGCCA 0.11 0.1 0.04 0.18 0.43
GCCTGGCTCCCTGTATGCCAT 0 0.1 0 0 0.1
CCTGGCTCCCTGTATGCCATT 1.4 0 0 1.65 3.05
CCTGGCTCCCTGTATGCCAT 0.11 0.05 0 0.55 0.71
CCTGGCTCCCTGTATGCCA 0.11 0 0 0.18 0.29
CCTGGCTCCCTGTAT 0o 0 0 0.18 0.18
CTGGCTCCCTGTATGCCA 0o 0 0 0.18 0.18
TTTGCAGAGTTCCACCGAACATCG 0.11 0 0 0 0.11
TGGCGTATGAGGAGCCATGCA 0.11 0.05 0.04 0 0.2
GGCGTATGAGGAGCCATGCATATA 0.32 0 0 0 0.32
GGCGTATGAGGAGCCATGCATA 0o 0.24 0.46 0 0.7
GGCGTATGAGGAGCCATGCAT 0o 0.05 0.04 0 0.09
GCGTATGAGGAGCCA 0.11 0 0 0 0.11
GCGTATGAGGAGCCATGCATAT 0.11 0.19 0.17 0 0.47
GCGTATGAGGAGCCATG 0.11 0 0 0 0.11
GCGTATGAGGAGCCATGCAT 0.11 3.84 0.8 0 4.75
GCGTATGAGGAGCCAT 0.11 0o 0 0 0.11

GCGTATGAGGAGCCATGCATA 11.96 89.97 64.67 1.84 168.44
GCGTATGAGGAGCCATGCA 0.63 0 0 0.63
GCGTATGAGGAGCCATGC 0.22 0 0 0 0.22
CGTATGAGGAGCCATGCATA 0.22 0 0 0 0.22
TGAGGAGCCATGCATA 0.05 0.08 0 0.13

A
TATGTGCCTGGCTCCCTGTATGCCATTTGCAGAGTTCCACCGAACATCGATGGCCTCCGTGGATGGCGTATGAGGAGCCATGCATATA
mdm-miR160e

mdm-miR160e*: GCGTATGAGGAGCCATGCATA



mdm-miR162a*:

>mdm-MIR162a M10023009

TGGAGGCAGCGGTTCATCGA
TGGAGGCAGCGGTTCATC
TGGAGGCAGCGGTTCATCGAT
TGGAGGCAGCGGTTCATCGATC
GGAGGCAGCGGTTCATCGA
GGAGGCAGCGGTTCAT
GGAGGCAGCGGTTCATCGATC
GGAGGCAGCGGTTCATC
GGAGGCAGCGGTTCATCG
GGAGGCAGCGGTTCATCGAT

AGGCAGCGGTTCATCGATCTG
TGTTTATGAGATTTGTTGTGAA
AAAAACACAGAACATGAATCGG
AAAACACAGAACATGAATCGG
AATCGGTCGATAAACCTCTGC

GGAGGCAGCGGTTCATCGATC

GGTCGATAAACCTCTGCATC
TCGATAAACCTCTGCAT
TCGATAAACCTCTGCATC
TCGATAAACCTCTGC
TCGATAAACCTCTGCATCCAG
TCGATAAACCTCTGCATCCAGC
TCGATAAACCTCTGCATCCA
TCGATAAACCTCTGCATCC
TCGATAAACCTCTGCA

CGATAAACCTCTGCATCCA
CGATAAACCTCTGCATCCAGC
CGATAAACCTCTGCATCCAG
CGATAAACCTCTGCATCC
CGATAAACCTCTGCA
GATAAACCTCTGCATCCAG
GATAAACCTCTGCATCCA
ATAAACCTCTGCATCCA
ATAAACCTCTGCATCCAG
TAAACCTCTGCATCCA
TAAACCTCTGCATCCAG
TAAACCTCTGCATCCAGC
AAACCTCTGCATCCAG
AACCTCTGCATCCAG

GCACTGGAGGCAGCGGTTCATCGATCTGTTTATGAGATTTGTTGTGAAAAAACACAGAACATGAATCGGTCGATAAACCTCTGCATCCAGCGC

mdm-miR162a
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>mdm-MIR162b M10023010
GSM880652_apple_leaf GSM880653_apple_root GSMB880655_apple_fruit  GSM880654_apple_flower Total
0.04 0 0.97 0 .0

TGGAGGCAGCGGTTCATCGA - 1.01
TGGAGGCAGCGGTTCATCGAT 0.46 0.34 0.86 1.1 2.76
TGGAGGCAGCGGTTCATC 0 0 0.54 0.55 1.09
TGGAGGCAGCGGTTCATCGATC 2.55 2.96 0.54 0.18 6.23
GGAGGCAGCGGTTCATCGATC 0.38 0.24 0.97 0.37 1.96
GGAGGCAGCGGTTCATC 0 2.05 0.55 2.6
GGAGGCAGCGGTTCATCGA 0 0.05 1.18 0 1.23
GGAGGCAGCGGTTCATCG 0 0 0.54 0.18 0.72
GGAGGCAGCGGTTCAT 0 0 0.11 0 0.11
GGAGGCAGCGGTTCATCGAT 0 0 0.32 0 0.32
AGGCAGCGGTTCATCGATCTG 0 0 0 0.18 0.18
TAAACACAGTTCATGAATCGGT 0 0 0 0.55 0.55
AACACAGTTCATGAATCGGTC 0 0 0.32 0 0.32
TCATGAATCGGTCGATAAACC 0.08 0 0 0 0.08
AATCGGTCGATAAACCTCTGC 0 0.05 0 0 0.05
GGTCGATAAACCTCTGCATC 0 0 0 0.18 0.18
TCGATAAACCTCTGCAT 0.04 0 0.97 2.39 3.4
TCGATAAACCTCTGC 0.04 0 0.43 0.74 1.21
TCGATAAACCTCTGCA 0.46 0.1 2.37 7.9 10.83
TCGATAAACCTCTGCATCCAGC 0.38 0.29 2.48 8.82 11.97
TCGATAAACCTCTGCATCCA 0.33 0.1 4.42 8.09 12.94
TCGATAAACCTCTGCATCCAG 180.58 59.69 255.5 662.7 1158.47
TCGATAAACCTCTGCATCC 0.17 0 1.29 2.57 4
TCGATAAACCTCTGCATC 0 0.1 0.65 3.68 4.43
CGATAAACCTCTGCATCCAG 0.54 0.05 4.52 10.11 15.22
CGATAAACCTCTGCATCCAGC 0.13 0 0.32 0.55 1
CGATAAACCTCTGCATCCA 0 0 0.11 0 0.11
CGATAAACCTCTGCA 0 0 0 0.18 0.18
CGATAAACCTCTGCATCC 0 0 0 0.18 0.18
GATAAACCTCTGCATCCAG 0.42 0.19 0.75 1.29 2.65
GATAAACCTCTGCATCCA 0 0 0.11 0.18 0.29
ATAAACCTCTGCATCCAG 0 0 0.54 2.76 3.3
ATAAACCTCTGCATCCA 0 0 0 0.18 0.18
TAAACCTCTGCATCCAG 0.29 0 1.51 4.41 6.21
TAAACCTCTGCATCCA 0 0 0 0.55 0.55
TAAACCTCTGCATCCAGC 0 0 0 0.18 0.18
AAACCTCTGCATCCAG 0.13 0 0.11 0.55 0.79
AACCTCTGCATCCAG 0o 0 0.22 0.18 0.4

GCACTGGAGGCAGCGGTTCATCGATCTGTTTATGAGATTTTGTTGTGAGTAAACACAGTTCATGAATCGGTCGATAAACCTCTGCATCCAGCGC
mdm-miR162b

mdm-miR162b*: GGAGGCAGCGGTTCATCGATC



>mdm-MIR164a M10023011
GSM880653_apple_root GSM880654_apple_flower GSM880655_apple_fruit  GSM880652_apple_leaf Total
0 0 0

CATGCTGGAGAAGCAGGGCAC 0.15 0.15
TGGAGAAGCAGGGCACA 0.05 0 0.32 0 0.37
TGGAGAAGCAGGGCAC 0.05 14.33 61.72 0 76.1
TGGAGAAGCAGGGCA 0 0.55 5.39 0.04 5.98
TGGAGAAGCAGGGCACATGCC 6.85 0 0 0.29 7.14
TGGAGAAGCAGGGCACATGC 0 0 0 0.04 0.04
TGGAGAAGCAGGGCACATGCCA 0.1 0 0 0 0.1

GGAGAAGCAGGGCAC 0 0 0.75 0 0.75

GGAGAAGCAGGGCACATGCCAG 0.05 0 0 0 0.05

GGAGAAGCAGGGCACATGCCA 0.1 0 0 0 0.1
CATGTGCTCTACCTCTCCAGC 0 0.55 0.11 0 0.66
CATGTGCTCTACCTCTCC 0 0.18 0.11 0 0.29

AGGGAGAATGAGCCATGCTGGAGAAGCAGGGCACATGCCAGATATATCAGCATTGTCTGAGAATTTTGCATGTGCTCTACCTCTCCAGCTTGGACTCTCTCCCT
mdm-miR164a

mdm-miR164a*: CATGTGCTCTACCTCTCCAGC



>mdm-MIR164c M10023013

TTGTTGGAGAAGCAGGGCAC

GGGTGAGACTCCTTGTTGGAGAAGCAGGGCACGTGCAAACCCCATTGGCTATGCTTCAAATGCGAGCGAATAAGTTYTTTGCACGTGCTCCCCCTCTCCAACACGGGTTCCTCACCT

mdm-miR164c™*:

TTGGAGAAGCAGGGCACGTGC
TTGGAGAAGCAGGGCAC
TGGAGAAGCAGGGCA
TGGAGAAGCAGGGCACG
TGGAGAAGCAGGGCACGT
TGGAGAAGCAGGGCACGTG
TGGAGAAGCAGGGCACGTGCA
TGGAGAAGCAGGGCAC
TGGAGAAGCAGGGCACGTGCAA
TGGAGAAGCAGGGCACGTGC
TGGAGAAGCAGGGCACGTGCAAA
GGAGAAGCAGGGCAC
GGAGAAGCAGGGCACGTGC
GGAGAAGCAGGGCACGTGCA
GGAGAAGCAGGGCACGT
GGAGAAGCAGGGCACG
GGAGAAGCAGGGCACGTG
GAGAAGCAGGGCACGTGCA
AGAAGCAGGGCACGTGCA
GAAGCAGGGCACGTGCA
AAGCAGGGCACGTGCA
AGCAGGGCACGTGCA

mdm-miR164c

CACGTGCTCCCCCTCTCCAAC

CACGTGCTCCCCCTCTCCAAC
ACGTGCTCCCCCTCTCCAACA
CGTGCTCCCCCTCTCCAAC
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>mdm-MIR164d M10023014

TGGGTGAGTAGCTCCTGTTGGAGAAGCAGGGCACGTGCAAATTCTAGCTCAAGCACTTCCTCCCTGGGAGCTTAGCTTAAGATTTAACAAAGCTTTGCACGTGCTCCCCTTCTCCAACACAAGTTTCTCACCTCA

mdm-miR164d*:

TTGGAGAAGCAGGGCAC

TTGGAGAAGCAGGGCACGTGC
TGGAGAAGCAGGGCACGTG
TGGAGAAGCAGGGCACGT
TGGAGAAGCAGGGCACG
TGGAGAAGCAGGGCA

TGGAGAAGCAGGGCACGTGCAAA

TGGAGAAGCAGGGCAC
TGGAGAAGCAGGGCACGTGCA

TGGAGAAGCAGGGCACGTGCAA

TGGAGAAGCAGGGCACGTGC
GGAGAAGCAGGGCAC
GGAGAAGCAGGGCACGTG
GGAGAAGCAGGGCACGTGCA
GGAGAAGCAGGGCACGTGC
GGAGAAGCAGGGCACG
GGAGAAGCAGGGCACGT

GAGAAGCAGGGCACGTGCA
AGAAGCAGGGCACGTGCA
GAAGCAGGGCACGTGCA
AAGCAGGGCACGTGCA

AAGCAGGGCACGTGCAAATTCTAG

AGCAGGGCACGTGCA

GCAGGGCACGTGCAAATTCTAGCT

mdm-miR164d

CACGTGCTCCCCTTCTCCAAC

CACGTGCTCCCCTTCTCCAAC
CACGTGCTCCCCTTCTCC
ACGTGCTCCCCTTCTCCAACA
ACGTGCTCCCCTTCTCCAAC
CGTGCTCCCCTTCTCCAACAC
CGTGCTCCCCTTCTCCAAC
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>mdm-MIR164e M10023015

GSM880655_apple_fruit  GSM880653_apple_root GSM880652_apple_leaf GSM880654_apple_flower Total
211 0 0 0 0.11

ATGGAGAAGCAGGGCACGTGC 0
ATGGAGAAGCAGGGCACGTGCA 0 0.15 0.21 0 0.36
ATGGAGAAGCAGGGCACG 0.11 0 0 0 0.11
TGGAGAAGCAGGGCACGT 7.11 0.15 0.04 4.23 11.53
TGGAGAAGCAGGGCA 5.39 0 0.04 0.55 5.98
TGGAGAAGCAGGGCACGTGCAT 0 1.75 2.22 0.18 4.15
TGGAGAAGCAGGGCACGTG 2.15 1.41 0.67 0.55 4.78
TGGAGAAGCAGGGCAC 61.72 0.05 0 14.33 76.1
TGGAGAAGCAGGGCACG 2.69 0.34 0.25 0.18 3.46
TGGAGAAGCAGGGCACGTGCATT 0.11 0.15 0.08 0 0.34
TGGAGAAGCAGGGCACGTGCA 312.15 643.09 523.15 73.69 1552.08
TGGAGAAGCAGGGCACGTGC 1.62 10.74 7.53 0.18 20.07
GGAGAAGCAGGGCACGTGCA 3.99 1.07 0.67 0.74 6.47
GGAGAAGCAGGGCACGTG 0.32 0 0 0 0.32
GGAGAAGCAGGGCACGT 0.22 0 0 0 0.22
GGAGAAGCAGGGCACG 0.11 0 0 0 0.11
GGAGAAGCAGGGCACGTGC 0.22 0.1 0 0 0.32
GGAGAAGCAGGGCAC 0.75 0 0 0 0.75
GGAGAAGCAGGGCACGTGCAT 0 0.05 0 0 0.05
GAGAAGCAGGGCACGTGCA 0.32 0.15 0.08 0.18 0.73
AGAAGCAGGGCACGTGCA 0.22 0.05 0 0 0.27
GAAGCAGGGCACGTGCA 0.11 0.39 0.29 0 0.79
AAGCAGGGCACGTGCA 0 0.1 0.17 0 0.27
AGCAGGGCACGTGCA 0 0.05 0 0 0.05
AGCAGGGCACGTGCATTTCTAACT 0 0.05 0.33 0 0.38
AGGGCACGTGCATTTCTAACTCA 0 0 0.04 0 0.04
AGGGCACGTGCATTTCTAACTCAT 0 0 0.04 0 0.04
AGGGCACGTGCATTTCTAACTC 0 0 0.04 0 0.04
CGTGCATTTCTAACTCATT 0.43 0 0 0 0.43
CGTGCATTTCTAACTCATTCGC 0.22 0 0 0 0.22
CGTGCATTTCTAACTCATTC 0 0.05 0 0 0.05
CGTGCATTTCTAACTCATTCG 0.32 0 0 0 0.32
TCCAGTGATGAGTTAGTTG 0.11 0 0 0 0.11
GATGAGTTAGTTGTTCATGTG 0.54 0 0 0 0.54
TGAGTTAGTTGTTCATGTGCC 0 0.1 0 0 0.1
TCATGTGCCCCTCTTCCCCAT 0.22 0 0 0.55 0.77
CATGTGCCCCTCTTCCCC 0.97 0 0 2.76 3.73
CATGTGCCCCTCTTCCCCAT 0 0.05 0.04 0 0.09
CATGTGCCCCTCTTCCCCATC 7.97 0.1 0.29 8.27 16.63
CATGTGCCCCTCTTCCCCA 0.11 0 0.04 0 0.15
CATGTGCCCCTCTTCCC 0.22 0 0 0 0.22
ATGTGCCCCTCTTCCCCATC 0.22 0.05 0 0 0.27
ATGTGCCCCTCTTCCCC 0.11 0 0 0 0.11
TGTGCCCCTCTTCCCCATC 0 0 0 0.37 0.37
CCCCTCTTCCCCATC 0.11 0 0 0 0.11

GATGGAGAAGCAGGGCACGTGCATTTCTAACTCATTCGCATATACTGKGATYTATATACTCAATACTCTTATTTTTCTCTGAGCTGCTAAATTATTACAAGTTTACAGATATATATCTCATATCCAGTGATGAGTTAGTTGTTCATGTGCCCCTCTTCCCCATC
mdm-miR164e

mdm-miR164e*: CATGTGCCCCTCTTCCCCATC



>mdm-MIR164f M10023016

ATGGAGAAGCAGGGCACGTGC
ATGGAGAAGCAGGGCACGTGCA
ATGGAGAAGCAGGGCACG
TGGAGAAGCAGGGCACGT
TGGAGAAGCAGGGCA
TGGAGAAGCAGGGCACGTGCAT
TGGAGAAGCAGGGCACGTG
TGGAGAAGCAGGGCAC
TGGAGAAGCAGGGCACG
TGGAGAAGCAGGGCACGTGCATT
TGGAGAAGCAGGGCACGTGCA
TGGAGAAGCAGGGCACGTGC
GGAGAAGCAGGGCACGTGCA
GGAGAAGCAGGGCACGTGC
GGAGAAGCAGGGCACGT
GGAGAAGCAGGGCACG
GGAGAAGCAGGGCAC
GGAGAAGCAGGGCACGTG
GGAGAAGCAGGGCACGTGCAT
GAGAAGCAGGGCACGTGCA
AGAAGCAGGGCACGTGCA
GAAGCAGGGCACGTGCA
AAGCAGGGCACGTGCA
AGCAGGGCACGTGCATTTCTAACT
AGCAGGGCACGTGCA
AGGGCACGTGCATTTCTAACTCAT
AGGGCACGTGCATTTCTAACTC
AGGGCACGTGCATTTCTAACTCA
CGTGCATTTCTAACTCATTC
CGTGCATTTCTAACTCATT
CGTGCATTTCTAACTCATTCG
CGTGCATTTCTAACTCATTCGA

TCCAGTGATGAGTTAGTTG

GATGAGTTAGTTGTTCATGTG
TGAGTTAGTTGTTCATGTGCC
TCATGTGCCCCTCTTCCCCAT
CATGTGCCCCTCTTCCC
CATGTGCCCCTCTTCCCC
CATGTGCCCCTCTTCCCCA
CATGTGCCCCTCTTCCCCATC
CATGTGCCCCTCTTCCCCAT
ATGTGCCCCTCTTCCCCATC
ATGTGCCCCTCTTCCCC
TGTGCCCCTCTTCCCCATC
CCCCTCTTCCCCATC

GATGGAGAAGCAGGGCACGTGCATTTCTAACTCATTCGATCGCGTATACTGAGATATATATGTATATGTATGTATGCTTTTTATTTAGCAGCTGGGAATTTATTACAAGTTTATATGTGTGTCTCATATCCAGTGATGAGTTAGTTGTTCATGTGCCCCTCTTCCCCATC

mdm-miR164F

164F*: CATGTGCCCCTCTTCCCCATC
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>mdm-MIR166a M10023017

GSM880653_apple_root GSM880652_apple_leaf GSM880654_apple_flower GSM880655_apple_fruit  Total
0.05 0 0 0

TGAGGGGAATGTTGTCTGGCT 0.05
GAGGGGAATGTTGTCTGGCTC 0 0.04 0 0 0.04
AGGGGAATGTTGTCTGGCTCGAGG 0.58 0.04 0 0 0.62
AGGGGAATGTTGTCTGGCTCGAG 0 0.04 0 0 0.04
GGGGAATGTTGTCTGGCTCGA 0.05 0 0 0 0.05
GGGAATGTTGTCTGGCTCGAG 0.05 0 0 0 0.05
GGAATGTTGTCTGGCTCGA 0.15 0.13 0 0 0.28
GGAATGTTGTCTGGCTCGAG 2.09 1.34 0 0 3.43
GGAATGTTGTCTGGCTCG 0 0.08 0.55 0.86 1.49

GGAATGTTGTCTGGCTCGAGG 108.1 183.89 0.18 1.18 293.35
GGAATGTTGTCTGGC 0.29 0.96 0.18 0.43 1.86
GGAATGTTGTCTGGCTCGAGGAC 0.29 0.17 0 0 0.46
GGAATGTTGTCTGGCTCGAGGA 1.85 1.97 0 0 3.82
GGAATGTTGTCTGGCTCGAGGACTC 0.05 0 0 0 0.05
GGAATGTTGTCTGGCTC 0.1 0.08 0.37 2.37 2.92
GGAATGTTGTCTGGCT 0.05 0 0.37 1.51 1.93
GAATGTTGTCTGGCTCGA 0.1 0 0 0 0.1
GAATGTTGTCTGGCTCGAGGA 3.55 1.88 0.37 0 5.8
GAATGTTGTCTGGCTCGAGG 1.31 0.54 0 0 1.85
GAATGTTGTCTGGCTCGAGGAC 0.19 0 0 0 0.19
GAATGTTGTCTGGCT 0 0.04 0 0 0.04
GAATGTTGTCTGGCTCGAG 0.05 0 0 0 0.05
AATGTTGTCTGGCTCG 0 0 0 0.11 0.11
AATGTTGTCTGGCTCGAGG 0.05 0 0 0 0.05
ATGTTGTCTGGCTCGAGG 0 0.08 0 0 0.08
TGTTGTCTGGCTCGAGG 0.15 0 0 0 0.15
GTTGTCTGGCTCGAGG 0 0.04 0 0.11 0.15
AGATGATCAGGTGAATTAGTGT 0 0.04 0 0 0.04
TTAGTGTCGTCGGACCAGGCT 0.05 0 0 0 0.05
TGTCGTCGGACCAGGCTTCAT 0 0.13 0 0 0.13
TCGTCGGACCAGGCTTCATTCCCC 0.05 0.04 0 0 0.09
TCGTCGGACCAGGCTTCATTC 0.05 0 0 0 0.05
CGTCGGACCAGGCTTCATTCCC 0.24 0.13 0.18 0 0.55
GTCGGACCAGGCTTCATTCCC 1.56 0.59 0.37 0.22 2.74

TCGGACCAGGCTTCATTCC 28 51.95 0.37 0.97 81.29
TCGGACCAGGCTTCATTCCCCC 1.46 3.68 0.74 0.65 6.53
TCGGACCAGGCTTCATT 0.73 1 4.23 2.8 8.76
TCGGACCAGGCTTCAT 1.26 4.56 0 0.11 5.93

TCGGACCAGGCTTCATTCCC 50.45 94.52 3.31 4.74 153.02
TCGGACCAGGCTTCA 0.15 0.13 0.18 0 0.46
TCGGACCAGGCTTCATTCCCCCC 0.05 0.29 0.18 0 0.52

TCGGACCAGGCTTCATTC 5.69 8.96 7.72 6.89 29.26

TCGGACCAGGCTTCATTCCCC 7382.09 13848.6 196.46 283.82 21710.97

TCGGACCAGGCTTCATTCCCCCCA 0 0.04 0 0 0.0

CGGACCAGGCTTCATTCCCC 6.46 14.4 1.84 2.91 25.61
CGGACCAGGCTTCATTC 0.05 0 0 0.11 0.16
CGGACCAGGCTTCATTCCCCC 0.1 0.17 0 0 0.27
CGGACCAGGCTTCATTCCC 0.19 0.21 0 0 0.4
CGGACCAGGCTTCATTCC 0.05 0.08 0 0 0.13
GGACCAGGCTTCATTCCC 0.29 0.38 0 0 0.67
GGACCAGGCTTCATTC 0.1 0.04 0 0 0.14

GGACCAGGCTTCATTCCCC 11.81 25.62 0.37 0.54 38.34
GGACCAGGCTTCATTCC 0.1 0.08 0 0 0.18
GACCAGGCTTCATTCCCC 0.58 0.67 0.74 0.43 2.42
GACCAGGCTTCATTCC 0.05 0 0 0 0.05
GACCAGGCTTCATTCCC 0.05 0 0 0 0.05
ACCAGGCTTCATTCCCC 4.37 7.33 5.15 4.85 21.7
ACCAGGCTTCATTCC 0.05 0 0 0 0.05
ACCAGGCTTCATTCCC 0 0 0 0.32 0.32
CCAGGCTTCATTCCC 0 0 0 0.32 0.32
CCAGGCTTCATTCCCCCC 0 0 0.18 0 0.18
CCAGGCTTCATTCCCC 0.87 1.63 2.02 0.97 5.49
CAGGCTTCATTCCCC 0.05 0.21 0.37 0 0.63

TTGAGGGGAATGTTGTCTGGCTCGAGGACTCTTTTCATATTGATCTATAATCCCCTAGATCAACAACCTTCATATATATCTATATGTGTATGTATATGTTGCGTGTATCAACTGCATACACAGAGATGATCAGGTGAATTAGTGTCGTCGGACCAGGCTTCATTCCCCCCAA
mdm-miR166a

mdm-miR166a*: GGAATGTTGTCTGGCTCGAGG



>mdm-MIR166b M10023018

GGAATGCTGTCTGGTTCGAGA
GGAATGCTGTCTGGTTC
GGAATGCTGTCTGGT
GAATGATCTCGGACCAGGCTTCAT
GAATGATCTCGGACCAGGCT
AATGATCTCGGACCAGGCT

ATCTCGGACCAGGCTTCATTCCCC
ATCTCGGACCAGGCTTCATTC
TCTCGGACCAGGCTTCATTCC
TCTCGGACCAGGCTTCATTCCCC
TCTCGGACCAGGCTTCATTCCC
TCTCGGACCAGGCTTCATTC
CTCGGACCAGGCTTCATTCC
CTCGGACCAGGCTTCATTCCCC
CTCGGACCAGGCTTCATTCCC
TCGGACCAGGCTTCATTCC
TCGGACCAGGCTTCATTCCCCCC
TCGGACCAGGCTTCATT
TCGGACCAGGCTTCA
TCGGACCAGGCTTCAT
TCGGACCAGGCTTCATTCCCC
TCGGACCAGGCTTCATTCCCCC
TCGGACCAGGCTTCATTC
TCGGACCAGGCTTCATTCCC
TCGGACCAGGCTTCATTCCCCCCA
CGGACCAGGCTTCATTCCCCC
CGGACCAGGCTTCATTCC
CGGACCAGGCTTCATTCCCC
CGGACCAGGCTTCATTCCC
CGGACCAGGCTTCATTC
GGACCAGGCTTCATTCC
GGACCAGGCTTCATTC
GGACCAGGCTTCATTCCCC
GGACCAGGCTTCATTCCC
GACCAGGCTTCATTCCCC
GACCAGGCTTCATTCC
GACCAGGCTTCATTCCC
ACCAGGCTTCATTCCC
ACCAGGCTTCATTCC
ACCAGGCTTCATTCCCC
CCAGGCTTCATTCCCC
CCAGGCTTCATTCCC
CCAGGCTTCATTCCCCCC
CAGGCTTCATTCCCC
GTTGTGGGGAATGCTGTCTGGTTCGAGACCATTCCTCTGAAACAAAGAACATGAACATRGAATGATCTCGGACCAGGCTTCATTCCCCCCAAC

mdm-miR166b

mdm-miR166b*: GGAATGCTGTCTGGTTCGAGA
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>mdm-MIR166¢c M10023019

AGTTGTGGGGAATGTTGTCTGGTT
GGAATGTTGTCTGGTTCGAGA
GGAATGTTGTCTGGTT
GGAATGTTGTCTGGTTCG
GAATGTTGTCTGGTTCGAGAT
AATGTTGTCTGGTTCGA
AATGTTGTCTGGTTCG
AATGTTGTCTGGTTCGAGATCTTT
AATGTTGTCTGGTTCGAGAT
GTTGTCTGGTTCGAGA
TCTGGTTCGAGATCTTTCAAT
TCAATAAAACTTGAAGATCGTTA
TCAATAAAACTTGAAGATCGTTAT
CAATAAAACTTGAAGATCGTTATC
AATAAAACTTGAAGATCGTTAT
AATAAAACTTGAAGATCGTTATCA
AATAAAACTTGAAGATCGTTATC
ATAAAACTTGAAGATCGTTATCAT
ATAAAACTTGAAGATCGTTATCA
ATAAAACTTGAAGATCGTTAT
TAAAACTTGAAGATCGTTAT
ATCATCTGAATGATCTCGGACCAG
ATCTGAATGATCTCGGACCAGGCT
ATCTGAATGATCTCGGACCAGGC
TCTGAATGATCTCGGACCAGG
TGAATGATCTCGGACCAGGCT
GAATGATCTCGGACCAGGCTTCAT
GAATGATCTCGGACCAGGCT
AATGATCTCGGACCAGGCT
ATCTCGGACCAGGCTTCATTCCCC
ATCTCGGACCAGGCTTCATTC
TCTCGGACCAGGCTTCATTCC
TCTCGGACCAGGCTTCATTC
TCTCGGACCAGGCTTCATTCCCC
TCTCGGACCAGGCTTCATTCCC
CTCGGACCAGGCTTCATTCC
CTCGGACCAGGCTTCATTCCC
CTCGGACCAGGCTTCATTCCCC
CTCGGACCAGGCTTCATTCCCCT
TCGGACCAGGCTTCATTCCCCTC
TCGGACCAGGCTTCATTC
TCGGACCAGGCTTCATTCCCC
TCGGACCAGGCTTCA
TCGGACCAGGCTTCAT
TCGGACCAGGCTTCATTCC
TCGGACCAGGCTTCATT
TCGGACCAGGCTTCATTCCCCT
TCGGACCAGGCTTCATTCCC
CGGACCAGGCTTCATTCCCC
CGGACCAGGCTTCATTCCC
CGGACCAGGCTTCATTCC
CGGACCAGGCTTCATTCCCCT
CGGACCAGGCTTCATTC
GGACCAGGCTTCATTCCCC
GGACCAGGCTTCATTCCC
GGACCAGGCTTCATTCCCCT
GGACCAGGCTTCATTCC
GGACCAGGCTTCATTC
GACCAGGCTTCATTCCC
GACCAGGCTTCATTCCCC
GACCAGGCTTCATTCC
ACCAGGCTTCATTCCCC
ACCAGGCTTCATTCCC
ACCAGGCTTCATTCC
CCAGGCTTCATTCCC
CCAGGCTTCATTCCCC
AGGCTTCATTCCCC

C
AGTTGTGGGGAATGTTGTCTGGTTCGAGATCTTTCAATAAAACTTGAAGATCGTTATCATCTGAATGATCTCGGACCAGGCTTCATTCCCCTCAACT

mdm-miR166c

mdm-miR166¢*: GGAATGTTGTCTGGTTCGAGA
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>mdm-MIR166d M10023020

GSM880653_apple_root GSM880652_apple_leaf GSM880654_apple_flower GSM880655_apple_fruit
5 0 0

TGAGGGGAATGTTGTTTGGCT 0.0 0
GGGAATGTTGTTTGGCTCGAG 0 0.04 0 0
GGAATGTTGTTTGGC 0 0.04 1.47 1.29
GGAATGTTGTTTGGCTC 0 0 0.18 0.22
GGAATGTTGTTTGGCTCG 0.05 0 0.92 0.75
GGAATGTTGTTTGGCTCGAGGCCC 0 0.04 0.18 0
GGAATGTTGTTTGGCTCGA 0.05 0.04 0 0
GGAATGTTGTTTGGCTCGAGG 3.55 7.91 0.37 0.22
GGAATGTTGTTTGGCTCGAG 0.1 0.17 0 0
GGAATGTTGTTTGGCT 0 0 0.55 0.65
GAATGTTGTTTGGCTCGAGGC 0.15 0.04 0 0
TTGTTTGGCTCGAGG 0 0 0 0.11
CAGTTGAGAAAGATCA 0 0 0.18 0
TTAACGACCTCGGACCAGGCT 0 0.04 0 0
TAACGACCTCGGACCAGGCTTCAT 0 0.04 0 0
AACGACCTCGGACCAGGCTT 0 0.04 0 0
AACGACCTCGGACCAGGCTTCATT 0 0.08 0 0
GACCTCGGACCAGGCTTCATTCC 0.05 0 0 0
ACCTCGGACCAGGCTTCATTCCCC 0 0.04 0 0
CCTCGGACCAGGCTTCATTCCCC 0.05 0 0 0
CCTCGGACCAGGCTTCATTCCC 0.1 0.04 0 0
CCTCGGACCAGGCTTCATTCC 0.29 0.63 0 0
CTCGGACCAGGCTTCATTCCC 5.15 2.43 0 0
CTCGGACCAGGCTTCATTCCCC 1.36 4.44 0 0
CTCGGACCAGGCTTCATTCC 0.15 0 0 0
TCGGACCAGGCTTCATTCC 28 51.95 0.37 0.97
TCGGACCAGGCTTCA 0.15 0.13 0.18 0
TCGGACCAGGCTTCATTCCCCCC 0.05 0.29 0.18 0
TCGGACCAGGCTTCATTCCCCC 1.46 3.68 0.74 0.65
TCGGACCAGGCTTCATTC 5.69 8.96 7.72 6.89
TCGGACCAGGCTTCAT 1.26 4.56 0 0.11
TCGGACCAGGCTTCATTCCC 50.45 94.52 3.31 4.74
TCGGACCAGGCTTCATTCCCC 7382.09 13848.6 196.46 283.82
TCGGACCAGGCTTCATT 0.73 1 4.23 2.8
TCGGACCAGGCTTCATTCCCCCCA 0 0.04 0 0
CGGACCAGGCTTCATTC 0.05 0 0 0.11
CGGACCAGGCTTCATTCCCC 6.46 14.4 1.84 2.91
CGGACCAGGCTTCATTCCC 0.19 0.21 0 0
CGGACCAGGCTTCATTCCCCC 0.1 0.17 0 0
CGGACCAGGCTTCATTCC 0.05 0.08 0 0
GGACCAGGCTTCATTCCC 0.29 0.38 0 0
GGACCAGGCTTCATTC 0.1 0.04 0 0
GGACCAGGCTTCATTCCCC 11.81 25.62 0.37 0.54
GGACCAGGCTTCATTCC 0.1 0.08 0 0
GACCAGGCTTCATTCCCC 0.58 0.67 0.74 0.43
GACCAGGCTTCATTCC 0.05 0 0 0
GACCAGGCTTCATTCCC 0.05 0 0 0
ACCAGGCTTCATTCCCC 4.37 7.33 5.15 4.85
ACCAGGCTTCATTCCC 0 0 0 0.32
ACCAGGCTTCATTCC 0.05 0 0 0
CCAGGCTTCATTCCC 0 0 0 0.32
CCAGGCTTCATTCCCCCC 0 0 0.18 0
CCAGGCTTCATTCCCC 0.87 1.63 2.02 0.97
CCAGGCTTCATTCCCCCCAAT 0.05 0 0 0
AGGCTTCATTCCCC 0.05 0.21 0.37 0

C
GGTTATTGAGGGGAATGTTGTTTGGCTCGAGGCCCCTAGCTAGATCTATGATCTCCATCTCAATTGGCGACAATTTTAACCACCAACCTTAAAAAATTTACAGTACCAGTTGAGAAAGATCATCGATTCTACGTTTAACGACCTCGGACCAGGCTTCATTCCCCCCAATTACT
mdm-miR166d

mdm-miR166d*: GGAATGTTGTTTGGCTCGAGG



>mdm-MIR166e M10023021

GSM880653_apple_root GSM880652_apple_leaf GSMB880655_apple_fruit  GSM880654_apple_flower Total
TTGAGGGAAATGTTGTCTGGTTC 0.05 0 0 0 0.0!

TTGAGGGAAATGTTGTCTGGT 0 0.04 0 0 0.
TGAGGGAAATGTTGTCTGGTT 0.05 0.13 0 0 0.18
AGGGAAATGTTGTCTGGTTCG 0.15 0.08 0 0 0.23
AGGGAAATGTTGTCTGGTTCGAGA 0 0.08 0 0 0.08
GAAATGTTGTCTGGT 0.05 0.04 0 0 0.09
GAAATGTTGTCTGGTTCGAGA 0.97 1.63 1.08 0.37 4.05
GAAATGTTGTCTGGTTCGAGAT 0 0.04 0 0 0.04
GAAATGTTGTCTGGTTCG 0 0 0 0.55 0.55
AAATGTTGTCTGGTTCGA 0 0 0.22 0 0.22
AAATGTTGTCTGGTTCGAGATC 0.19 0 0.11 0 0.3
AAATGTTGTCTGGTTCGAGA 0.1 0.42 0.11 0 0.63
AAATGTTGTCTGGTT 0 0 0.11 0 0.11
AAATGTTGTCTGGTTCGAGATCTT 0 0.08 0 0 0.08
AAATGTTGTCTGGTTCG 0 0 0.43 0.55 0.98
AAATGTTGTCTGGTTCGAGAT 0.49 0.8 6.68 0 7.97
AAATGTTGTCTGGTTCGAG 0 0 0.11 0 0.11
AATGTTGTCTGGTTCG 0 0 0.11 0 0.11
AATGTTGTCTGGTTCGAGAT 0 0 0.97 0 0.97
AATGTTGTCTGGTTCGA 0 0 0 0.18 0.18
AATGTTGTCTGGTTCGAGATCTTT 0.05 0 0 0 0.05
GTTGTCTGGTTCGAGA 0 0.04 0 0 0.04
TCTGGTTCGAGATCTTTCAGT 0.05 0.33 0 0 0.38
AGTGAAGCTTGGATATTGTCATCA 0 0.08 0 0 0.08
ATCTGAATGATTTCGGACCAGGCT 0 0.04 0 0 0.04
TGAATGATTTCGGACCAGGCT 0 0.42 0 0 0.42
AATGATTTCGGACCAGGCTT 0 0.04 0 0 0.04
AATGATTTCGGACCAGGCTTCATT 0 0.04 0 0 0.04
ATGATTTCGGACCAGGCTTCATTC 0 0.17 0 0 0.17
TGATTTCGGACCAGGCTTCATTCC 0 0.04 0 0 0.04
TGATTTCGGACCAGGCTTCATT 0 0.04 0 0 0.04
GATTTCGGACCAGGCTTCATTCC 0.05 0 0 0 0.05
GATTTCGGACCAGGCTTCATTCCC 0 0.04 0 0 0.04
ATTTCGGACCAGGCTTCATTC 0.05 0.04 0 0 0.09
ATTTCGGACCAGGCTTCATTCCCC 0 0.08 0 0 0.08
ATTTCGGACCAGGCTTCATTCCC 0 0.04 0 0 0.04
TTTCGGACCAGGCTTCATTCCCCT 0.05 0 0 0 0.05
TTTCGGACCAGGCTTCATTCCC 0.24 0.25 0 0 0.49
TTTCGGACCAGGCTTCATTCC 1.51 2.76 0 0 4.27
TTTCGGACCAGGCTTCATTCCCC 0.29 0.42 0 0 0.71
TTTCGGACCAGGCTTCATTC 0 0.08 0 0.18 0.26
TTCGGACCAGGCTTCATTCCC 14.48 26.2 0.54 0 41.22
TTCGGACCAGGCTTCATTCCCC 0.05 0.5 0 0 0.55
TTCGGACCAGGCTTCATTC 0.05 0.54 0 0 0.59
TTCGGACCAGGCTTCATTCC 3.16 2.76 0.22 0 6.14
TTCGGACCAGGCTTCATT 0 0 0.22 0 0.22
TCGGACCAGGCTTCATTC 5.69 8.96 6.89 7.72 29.26
TCGGACCAGGCTTCATTCCCC 7382.09 13848.6 283.82 196.46 21710.97
TCGGACCAGGCTTCATT 0.73 1 2.8 4.23 8.7
TCGGACCAGGCTTCATTCCC 50.45 94.52 4.74 3.31 153.02
TCGGACCAGGCTTCATTCC 28 51.95 0.97 0.37 81.29
TCGGACCAGGCTTCATTCCCCT 13.85 23.86 0 0.18 37.89
TCGGACCAGGCTTCAT 1.26 4.56 0.11 0 5.93
TCGGACCAGGCTTCA 0.15 0.13 0 0.18 0.46
TCGGACCAGGCTTCATTCCCCTC 0.1 0.21 0 0 0.31
CGGACCAGGCTTCATTCCCCT 0.49 0.5 0 0 0.99
CGGACCAGGCTTCATTCCCC 6.46 14.4 2.91 1.84 25.61
CGGACCAGGCTTCATTC 0.05 0 0.11 0 0.16
CGGACCAGGCTTCATTCC 0.05 0.08 0 0 0.13
CGGACCAGGCTTCATTCCC 0.19 0.21 0 0 0.4
GGACCAGGCTTCATTCC 0.1 0.08 0 0 0.18
GGACCAGGCTTCATTC 0.1 0.04 0 0 0.14
GGACCAGGCTTCATTCCCC 11.81 25.62 0.54 0.37 38.34
GGACCAGGCTTCATTCCC 0.29 0.38 0 0 0.67
GGACCAGGCTTCATTCCCCT 0 0.08 0 0 0.08
GACCAGGCTTCATTCCCC 0.58 0.67 0.43 0.74 2.42
GACCAGGCTTCATTCCC 0.05 0 0 0 0.05
GACCAGGCTTCATTCC 0.05 0 0 0 0.05
ACCAGGCTTCATTCCC 0 0 0.32 0 0.32
ACCAGGCTTCATTCCCC 4.37 7.33 4.85 5.15 21.7
ACCAGGCTTCATTCC 0.05 0 0 0 0.05
CCAGGCTTCATTCCCC 0.87 1.63 0.97 2.02 5.49
CCAGGCTTCATTCCC 0 0 0.32 0 0.32
CAGGCTTCATTCCCC 0.05 0.21 0 0.37 0.63

AGTTGAGGGAAATGTTGTCTGGTTCGAGATCTTTCAGTGAAGCTTGGATATTGTCATCATCTGAATGATTTCGGACCAGGCTTCATTCCCCTCAACT
mdm-miR166e

mdm-miR166e*: GAAATGTTGTCTGGTTCGAGA



>mdm-MIR166F M10023022

GGAATGCTGTCTGGTTCGAGA
GGAATGCTGTCTGGTTC
GGAATGCTGTCTGGT

GTGTTGAGGGGAATGCTGTCTGGTTCGAGACCATTCCTTTGAAGCAAAGAACATGAACATCGAATGATTTCGGACCAGGCTTCATTCCCCCTAACAC

mdm-miR166F*:

GGAATGCTGTCTGGTTCGAGA

AATGATTTCGGACCAGGCTTCATT
AATGATTTCGGACCAGGCTT
ATGATTTCGGACCAGGCTTCATTC
TGATTTCGGACCAGGCTTCATT
TGATTTCGGACCAGGCTTCATTCC
GATTTCGGACCAGGCTTCATTCCC
GATTTCGGACCAGGCTTCATTCC
ATTTCGGACCAGGCTTCATTCCC
ATTTCGGACCAGGCTTCATTC
ATTTCGGACCAGGCTTCATTCCCC
TTTCGGACCAGGCTTCATTCC
TTTCGGACCAGGCTTCATTCCC
TTTCGGACCAGGCTTCATTC
TTTCGGACCAGGCTTCATTCCCC

TTCGGACCAGGCTTCATT
TTCGGACCAGGCTTCATTCC
TTCGGACCAGGCTTCATTCCC
TTCGGACCAGGCTTCATTCCCC
TTCGGACCAGGCTTCATTC
TCGGACCAGGCTTCA
TCGGACCAGGCTTCATTCCCCCT
TCGGACCAGGCTTCAT
TCGGACCAGGCTTCATT
TCGGACCAGGCTTCATTCCC
TCGGACCAGGCTTCATTC
TCGGACCAGGCTTCATTCCCC
TCGGACCAGGCTTCATTCCCCC
TCGGACCAGGCTTCATTCC
CGGACCAGGCTTCATTCC
CGGACCAGGCTTCATTC
CGGACCAGGCTTCATTCCCC
CGGACCAGGCTTCATTCCCCC
CGGACCAGGCTTCATTCCC
GGACCAGGCTTCATTCCC
GGACCAGGCTTCATTCCCC
GGACCAGGCTTCATTC
GGACCAGGCTTCATTCC
GACCAGGCTTCATTCCCC
GACCAGGCTTCATTCCC
GACCAGGCTTCATTCC
ACCAGGCTTCATTCCC
ACCAGGCTTCATTCC
ACCAGGCTTCATTCCCC
CCAGGCTTCATTCCCC
CCAGGCTTCATTCCC
CAGGCTTCATTCCCC

mdm-miR166F
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>mdm-MIR166g M10023023
GSM880653_apple_root GSM880652_apple_leaf GSM880654_apple_flower GSM880655_apple_fruit  Total
0.05 0 0 0

TGAGGGGAATGTTGTCTGGCT 0.05
GAGGGGAATGTTGTCTGGCTC 0 0.04 0 0 0.04
AGGGGAATGTTGTCTGGCTCGAGG 0.58 0.04 0 0 0.62
AGGGGAATGTTGTCTGGCTCGAG 0 0.04 0 0 0.04
GGGGAATGTTGTCTGGCTCGA 0.05 0 0 0 0.05
GGGAATGTTGTCTGGCTCGAG 0.05 0 0 0 0.05
GGAATGTTGTCTGGCTC 0.1 0.08 0.37 2.37 2.92

GGAATGTTGTCTGGCTCGAGG 108.1 183.89 0.18 1.18 293.35
GGAATGTTGTCTGGCT 0.05 0 0.37 1.51 1.93
GGAATGTTGTCTGGCTCGAGGAC 0.29 0.17 0 0 0.46
GGAATGTTGTCTGGCTCG 0 0.08 0.55 0.86 1.49
GGAATGTTGTCTGGCTCGA 0.15 0.13 0 0 0.28
GGAATGTTGTCTGGCTCGAGGACA 0.44 0.59 0 0 1.03
GGAATGTTGTCTGGC 0.29 0.96 0.18 0.43 1.86
GGAATGTTGTCTGGCTCGAGGA 1.85 1.97 0 0 3.82
GGAATGTTGTCTGGCTCGAG 2.09 1.34 0 0 3.43
GAATGTTGTCTGGCTCGAGGA 3.55 1.88 0.37 0 5.8
GAATGTTGTCTGGCT 0 0.04 0 0 0.04
GAATGTTGTCTGGCTCGAG 0.05 0 0 0 0.05
GAATGTTGTCTGGCTCGA 0.1 0 0 0 0.1
GAATGTTGTCTGGCTCGAGGAC 0.19 0 0 0 0.19
GAATGTTGTCTGGCTCGAGG 1.31 0.54 0 0 1.85
AATGTTGTCTGGCTCGAGGACA 0 0.04 0 0 0.04
AATGTTGTCTGGCTCG 0 0 0 0.11 0.11
AATGTTGTCTGGCTCGAGG 0.05 0 0 0 0.05
ATGTTGTCTGGCTCGAGG 0 0.08 0 0 0.08
TGTTGTCTGGCTCGAGG 0.15 0 0 0 0.15
GTTGTCTGGCTCGAGG 0 0.04 0 0.11 0.15
TCTGGCTCGAGGACACTTTCCT 0 0.04 0 0 0.04
CAGGTTAAGTAGTGTCGTCGGA 0 0.04 0 0 0.04
TGTCGTCGGACCAGGCTTCAT 0 0.13 0 0 0.13
TCGTCGGACCAGGCTTCATTCCCC 0.05 0.04 0 0 0.09
TCGTCGGACCAGGCTTCATTC 0.05 0 0 0 0.05
CGTCGGACCAGGCTTCATTCCC 0.24 0.13 0.18 0 0.55
GTCGGACCAGGCTTCATTCCC 1.56 0.59 0.37 0.22 2.74

TCGGACCAGGCTTCATTCCC 50.45 94.52 3.31 4.74 153.02

TCGGACCAGGCTTCATTC 5.69 8.96 7.72 6.89 29.26

TCGGACCAGGCTTCATTCC 28 51.95 0.37 0.97 81.29
TCGGACCAGGCTTCATTCCCCCC ~ 0.05 0.29 0.18 0 0.52
TCGGACCAGGCTTCA 0.15 0.13 0.18 0 0.46

TCGGACCAGGCTTCATTCCCC 7382.09 13848.6 196.46 283.82 21710.97

TCGGACCAGGCTTCATT 0.73 1 4.23 2.8 8.76
TCGGACCAGGCTTCATTCCCCC 1.46 3.68 0.74 0.65 6.53
TCGGACCAGGCTTCAT 1.26 4.56 0 0.11 5.93
TCGGACCAGGCTTCATTCCCCCCA 0O 0.04 0 0 0.04
CGGACCAGGCTTCATTCCC 0.19 0.21 0 0 0.4
CGGACCAGGCTTCATTCCCCC 0.1 0.17 0 0 0.27
CGGACCAGGCTTCATTCC 0.05 0.08 0 0 0.13

CGGACCAGGCTTCATTCCCC 6.46 14.4 1.84 2.91 25.61
CGGACCAGGCTTCATTC 0.05 0 0 0.11 0.16

GGACCAGGCTTCATTCCCC 11.81 25.62 0.37 0.54 38.34
GGACCAGGCTTCATTCCC 0.29 0.38 0 0 0.67
GGACCAGGCTTCATTCC 0.1 0.08 0 0 0.18
GGACCAGGCTTCATTC 0.1 0.04 0 0 0.14
GACCAGGCTTCATTCCCC 0.58 0.67 0.74 0.43 2.42
GACCAGGCTTCATTCC 0.05 0 0 0 0.05
GACCAGGCTTCATTCCC 0.05 0 0 0 0.05
ACCAGGCTTCATTCCC 0 0 0 0.32 0.32
ACCAGGCTTCATTCC 0.05 0 0 0 0.05
ACCAGGCTTCATTCCCC 4.37 7.33 5.15 4.85 21.7
CCAGGCTTCATTCCCCCC O 0 0.18 0 0.18
CCAGGCTTCATTCCCC 0.87 1.63 2.02 0.97 5.49
CCAGGCTTCATTCCC 0 0 0 0.32 0.32
AGGCTTCATTCCCC 0.0 0.21 0.37 0 0.63

C,
TTGAGGGGAATGTTGTCTGGCTCGAGGACACTTTCCTTGATCTATAATCTCTAGATCAACCGTTATATACCTATACATATATCTATATATGTGTTTGTATATGTTGTGTGTATCATCTGCATACATAGATGATCAGGTTAAGTAGTGTCGTCGGACCAGGCTTCATTCCCCCCAA

mdm-miR166g

mdm-miR166g*: GGAATGTTGTCTGGCTCGAGG



>mdm-MIR166h M10023024

TGAGGGGAATGTTGTCTGGCT
GAGGGGAATGTTGTCTGGCTC
AGGGGAATGTTGTCTGGCTCGAGG
AGGGGAATGTTGTCTGGCTCGAG
GGGGAATGTTGTCTGGCTCGA
GGGAATGTTGTCTGGCTCGAG
GGAATGTTGTCTGGCTC
GGAATGTTGTCTGGCTCGAGG
GGAATGTTGTCTGGCTCGAGGC
GGAATGTTGTCTGGCTCGA
GGAATGTTGTCTGGCTCG
GGAATGTTGTCTGGCT
GGAATGTTGTCTGGCTCGAGGCCC
GGAATGTTGTCTGGCTCGAG
GGAATGTTGTCTGGC
GAATGTTGTCTGGCT
GAATGTTGTCTGGCTCGA
GAATGTTGTCTGGCTCGAG
GAATGTTGTCTGGCTCGAGGC
GAATGTTGTCTGGCTCGAGG
AATGTTGTCTGGCTCG
AATGTTGTCTGGCTCGAGG
ATGTTGTCTGGCTCGAGG
TGTTGTCTGGCTCGAGG
GTTGTCTGGCTCGAGG
CCCCTTAACTAGATCTATGATC
CCCCTTAACTAGATCT
CCCCTTAACTAGATCTATGA
CCCCTTAACTAGATCTATGAT

TTGAGGGGAATGTTGTCTGGCTCGAGGCCCCTTAACTAGATCTATGATCTTCATCTCAATTGGTGACAATTTTATCCACCAATCTTAAAAAATTAYAGTCCCAGTTGAGAAAGATCATTGATTCTACGTTTAGTGACGTCGGACCAGGCTTCATTCCCCCCAA

mdm-miR166h*: GGAATGTTGTCTGGCTCGAGG

CAGTTGAGAAAGATCA
TCATTGATTCTACGTTTAGTGAC
CATTGATTCTACGTTTAGTGACG
CATTGATTCTACGTTTAGTGA
ATTGATTCTACGTTTAG
TTCTACGTTTAGTGAC
TCTACGTTTAGTGACGTCGGA
CGTTTAGTGACGTCGGACCAGG
TAGTGACGTCGGACCAGGCTTCAT
GTGACGTCGGACCAGGCTTCATTCCC
GTGACGTCGGACCAGGCTTCATTCCCC
TGACGTCGGACCAGGCTTCATTCCC
GACGTCGGACCAGGCTTCATTCCCC
CGTCGGACCAGGCTTCATTCCC
GTCGGACCAGGCTTCATTCCC
TCGGACCAGGCTTCATTC
TCGGACCAGGCTTCATTCCCC
TCGGACCAGGCTTCATTCC
TCGGACCAGGCTTCAT
TCGGACCAGGCTTCATTCCCCCC
TCGGACCAGGCTTCATTCCCCC
TCGGACCAGGCTTCA
TCGGACCAGGCTTCATTCCC
TCGGACCAGGCTTCATT
TCGGACCAGGCTTCATTCCCCCCA
CGGACCAGGCTTCATTCCC
CGGACCAGGCTTCATTCCCC
CGGACCAGGCTTCATTCCCCC
CGGACCAGGCTTCATTC
CGGACCAGGCTTCATTCC
GGACCAGGCTTCATTCCCC
GGACCAGGCTTCATTCC
GGACCAGGCTTCATTCCC
GGACCAGGCTTCATTC
GACCAGGCTTCATTCC
GACCAGGCTTCATTCCCC
GACCAGGCTTCATTCCC
ACCAGGCTTCATTCCCC
ACCAGGCTTCATTCCC
ACCAGGCTTCATTCC
CCAGGCTTCATTCCCC
CCAGGCTTCATTCCCCCC
CCAGGCTTCATTCCC
CAGGCTTCATTCCCC

mdm-miR166h
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>mdm-MIR166i M10023025

GSM880653_apple_root GSM880652_apple_leaf GSMB880655_apple_fruit  GSM880654_apple_flower Total
TTGAGGGAAATGTTGTCTGGTTC 0.05 0 0 0 0.0!

TTGAGGGAAATGTTGTCTGGT 0 0.04 0 0 0.
TGAGGGAAATGTTGTCTGGTT 0.05 0.13 0 0 0.18
AGGGAAATGTTGTCTGGTTCG 0.15 0.08 0 0 0.23
AGGGAAATGTTGTCTGGTTCGAGA 0 0.08 0 0 0.08
GAAATGTTGTCTGGT 0.05 0.04 0 0 0.09
GAAATGTTGTCTGGTTCGAGA 0.97 1.63 1.08 0.37 4.05
GAAATGTTGTCTGGTTCGAGAT 0 0.04 0 0 0.04
GAAATGTTGTCTGGTTCG 0 0 0 0.55 0.55
AAATGTTGTCTGGTTCGA 0 0 0.22 0 0.22
AAATGTTGTCTGGTTCGAGATC 0.19 0 0.11 0 0.3
AAATGTTGTCTGGTTCGAGA 0.1 0.42 0.11 0 0.63
AAATGTTGTCTGGTT 0 0 0.11 0 0.11
AAATGTTGTCTGGTTCGAGATCTT 0 0.08 0 0 0.08
AAATGTTGTCTGGTTCG 0 0 0.43 0.55 0.98
AAATGTTGTCTGGTTCGAGAT 0.49 0.8 6.68 0 7.97
AAATGTTGTCTGGTTCGAG 0 0 0.11 0 0.11
AATGTTGTCTGGTTCG 0 0 0.11 0 0.11
AATGTTGTCTGGTTCGAGAT 0 0 0.97 0 0.97
AATGTTGTCTGGTTCGA 0 0 0 0.18 0.18
AATGTTGTCTGGTTCGAGATCTTT 0.05 0 0 0 0.05
GTTGTCTGGTTCGAGA 0 0.04 0 0 0.04
TCTGGTTCGAGATCTTTCAGT 0.05 0.33 0 0 0.38
AGTGAAGCTTGGATATTGTCATCA 0 0.08 0 0 0.08
ATCTGAATGATTTCGGACCAGGCT 0 0.04 0 0 0.04
TGAATGATTTCGGACCAGGCT 0 0.42 0 0 0.42
AATGATTTCGGACCAGGCTT 0 0.04 0 0 0.04
AATGATTTCGGACCAGGCTTCATT 0 0.04 0 0 0.04
ATGATTTCGGACCAGGCTTCATTC 0 0.17 0 0 0.17
TGATTTCGGACCAGGCTTCATTCC 0 0.04 0 0 0.04
TGATTTCGGACCAGGCTTCATT 0 0.04 0 0 0.04
GATTTCGGACCAGGCTTCATTCC 0.05 0 0 0 0.05
GATTTCGGACCAGGCTTCATTCCC 0 0.04 0 0 0.04
ATTTCGGACCAGGCTTCATTC 0.05 0.04 0 0 0.09
ATTTCGGACCAGGCTTCATTCCCC 0 0.08 0 0 0.08
ATTTCGGACCAGGCTTCATTCCC 0 0.04 0 0 0.04
TTTCGGACCAGGCTTCATTCCCCT 0.05 0 0 0 0.05
TTTCGGACCAGGCTTCATTCCC 0.24 0.25 0 0 0.49
TTTCGGACCAGGCTTCATTCC 1.51 2.76 0 0 4.27
TTTCGGACCAGGCTTCATTCCCC 0.29 0.42 0 0 0.71
TTTCGGACCAGGCTTCATTC 0 0.08 0 0.18 0.26
TTCGGACCAGGCTTCATTCCC 14.48 26.2 0.54 0 41.22
TTCGGACCAGGCTTCATTCCCC 0.05 0.5 0 0 0.55
TTCGGACCAGGCTTCATTC 0.05 0.54 0 0 0.59
TTCGGACCAGGCTTCATTCC 3.16 2.76 0.22 0 6.14
TTCGGACCAGGCTTCATT 0 0 0.22 0 0.22
TCGGACCAGGCTTCATTC 5.69 8.96 6.89 7.72 29.26
TCGGACCAGGCTTCATTCCCC 7382.09 13848.6 283.82 196.46 21710.97
TCGGACCAGGCTTCATT 0.73 1 2.8 4.23 8.7
TCGGACCAGGCTTCATTCCC 50.45 94.52 4.74 3.31 153.02
TCGGACCAGGCTTCATTCC 28 51.95 0.97 0.37 81.29
TCGGACCAGGCTTCATTCCCCT 13.85 23.86 0 0.18 37.89
TCGGACCAGGCTTCAT 1.26 4.56 0.11 0 5.93
TCGGACCAGGCTTCA 0.15 0.13 0 0.18 0.46
TCGGACCAGGCTTCATTCCCCTC 0.1 0.21 0 0 0.31
CGGACCAGGCTTCATTCCCCT 0.49 0.5 0 0 0.99
CGGACCAGGCTTCATTCCCC 6.46 14.4 2.91 1.84 25.61
CGGACCAGGCTTCATTC 0.05 0 0.11 0 0.16
CGGACCAGGCTTCATTCC 0.05 0.08 0 0 0.13
CGGACCAGGCTTCATTCCC 0.19 0.21 0 0 0.4
GGACCAGGCTTCATTCC 0.1 0.08 0 0 0.18
GGACCAGGCTTCATTC 0.1 0.04 0 0 0.14
GGACCAGGCTTCATTCCCC 11.81 25.62 0.54 0.37 38.34
GGACCAGGCTTCATTCCC 0.29 0.38 0 0 0.67
GGACCAGGCTTCATTCCCCT 0 0.08 0 0 0.08
GACCAGGCTTCATTCCCC 0.58 0.67 0.43 0.74 2.42
GACCAGGCTTCATTCCC 0.05 0 0 0 0.05
GACCAGGCTTCATTCC 0.05 0 0 0 0.05
ACCAGGCTTCATTCCC 0 0 0.32 0 0.32
ACCAGGCTTCATTCCCC 4.37 7.33 4.85 5.15 21.7
ACCAGGCTTCATTCC 0.05 0 0 0 0.05
CCAGGCTTCATTCCCC 0.87 1.63 0.97 2.02 5.49
CCAGGCTTCATTCCC 0 0 0.32 0 0.32
CAGGCTTCATTCCCC 0.05 0.21 0 0.37 0.63

AGTTGAGGGAAATGTTGTCTGGTTCGAGATCTTTCAGTGAAGCTTGGATATTGTCATCATCTGAATGATTTCGGACCAGGCTTCATTCCCCTCAACT
mdm-miR1661

mdm-miR166i*: GAAATGTTGTCTGGTTCGAGA



>mdm-MIR167a M10023026

GSMB880655_apple_fruit  GSM880654_apple_flower GSM880652_apple_leaf GSM880653_apple_root Total
0 0

AGCGGTTGAAGCTGCCAGCATGATC 0.11 0 0.11
TTGAAGCTGCCAGCATGATCTTA 0.22 0.18 0.04 0 0.44
TTGAAGCTGCCAGCATGATCT 0.11 0.92 11.51 0.44 12.98
TTGAAGCTGCCAGCATGATCTT 0 1.65 0.63 0.24 2.52
TTGAAGCTGCCAGCATGA 0 0 0.21 0 0.21
TTGAAGCTGCCAGCATGATC 0 0 0.13 0 0.13

TGAAGCTGCCAGCATGATCTTA 295.78 1250.78 1589.22 561.04 3696.82
TGAAGCTGCCAGCATGATCTT 8.72 43.19 197.03 80.68 329.62
TGAAGCTGCCAGCATGATCT 6.25 51.27 69.49 17.98 144.99
TGAAGCTGCCAGCATGAT 7.11 111.37 1.42 0.29 120.19
TGAAGCTGCCAGCATGATCTTAT 1.83 0.92 6.2 3.74 12.69
TGAAGCTGCCAGCATGATC 2.15 15.8 43.99 11.62 73.56
TGAAGCTGCCAGCATG 0.22 3.31 0.08 0 3.61
TGAAGCTGCCAGCATGA 0.97 23.34 19.13 3.55 46.99
TGAAGCTGCCAGCAT 0.65 1.29 0.17 0 2.11
TGAAGCTGCCAGCATGATCTTATA 0 0 0.04 0 0.04
GAAGCTGCCAGCATGA 0.11 0.18 0.04 0 0.33
GAAGCTGCCAGCATGAT 0.22 2.21 0 0 2.43
GAAGCTGCCAGCATGATC 0.11 0.55 0.08 0 0.74
GAAGCTGCCAGCATGATCTTA 7.43 20.03 0.63 0.34 28.43
GAAGCTGCCAGCATGATCTT 0 0.55 0.17 0.05 0.77
GAAGCTGCCAGCATGATCT 2.48 1.47 0.08 0 4.03
AAGCTGCCAGCATGAT 0 0.55 0 0 0.55
AAGCTGCCAGCATGATCT 0 0.55 0 0 0.55
AAGCTGCCAGCATGATCTTA 0.11 2.02 0.29 0.1 2.52
AAGCTGCCAGCATGATC 0 0.18 0.04 0 0.22
AAGCTGCCAGCATGATCTTAT 0.11 0 0 0 0.11
AAGCTGCCAGCATGA 0 0.37 0 0 0.37
AGCTGCCAGCATGATC 0 0.18 0 0 0.18
AGCTGCCAGCATGATCTTA 0.11 1.1 0.08 0.15 1.44
AGCTGCCAGCATGATCT 0.11 0.37 0 0 0.48
AGCTGCCAGCATGAT 0.11 1.84 0 0 1.95
AGCTGCCAGCATGATCTT 0 0 0.04 0 0.04
GCTGCCAGCATGATCT 0 0.18 0.04 0 0.22
GCTGCCAGCATGATC 0 0 0.08 0 0.08
GCTGCCAGCATGATCTT 0 0.18 0.17 0.19 0.54
GCTGCCAGCATGATCTTA 0.65 1.84 1.93 1.07 5.49
GCTGCCAGCATGATCTTAT 0 0 0 0.05 0.05
CTGCCAGCATGATCTTA 0.65 9.74 0.5 0.1 10.99
CTGCCAGCATGATCT 0 0.37 0.13 0 0.5
CTGCCAGCATGATCTT 0 0.18 0.13 0 0.31
TGCCAGCATGATCTTA 0.11 0.74 0.08 0.05 0.98
TGCCAGCATGATCTT 0 0.18 0 0 0.18
GCCAGCATGATCTTA 0.11 1.47 0.04 0 1.62
TCAGATCATCTGGCAGTTTCA 0 0.18 0 0 0.18
AGATCATCTGGCAGTTTCACC 1.51 26.83 0.8 1.75 30.89
AGATCATCTGGCAGTTTCA 0.11 0 0 0.1 0.21
AGATCATCTGGCAGTTTC 0.11 0 0 0 0.11
AGATCATCTGGCAGTTTCAC 0 0 0 0.49 0.49
AGATCATCTGGCAGTTTCACCT 0 0.37 0 0 0.37
AGATCATCTGGCAGTTT 0 0.37 0 0 0.37
GATCATCTGGCAGTTTCACC 0 0.37 0 0.05 0.42
ATCATCTGGCAGTTTCACCT 0 0.55 0 0 0.55
ATCTGGCAGTTTCACC 0o 0.37 0 0 0.37

TCATGCACTGGTAGCGGTTGAAGCTGCCAGCATGATCTTATAACTCCCWACTTCGTTTAGGGAAGATCAGATCATCTGGCAGTTTCACCTGTTACTGGTAGCATGA
mdm-miR167a

Corrected:
iR167a: TGAAGCTGCCAGCATGATCTTA
167a*: AGATCATCTGGCAGTTTCACC




>mdm-MIR167b M10023027

GSMB880654_apple_flower GSM880653_apple_root GSM880652_apple_leaf GSM880655_apple_fruit  Total
37 0 0 0 0.

AAAGTGAAGCTGCCAGCATGA 0. 37
AAGTGAAGCTGCCAGCATGATCTA 0 0.05 0.04 0 0.09
GTGAAGCTGCCAGCATGATCTA 0o 0.05 0 0 0.05
TGAAGCTGCCAGCATGATCT 51.27 17.98 69.49 6.25 144.99
TGAAGCTGCCAGCATGAT 111.37 0.29 1.42 7.11 120.19
TGAAGCTGCCAGCATGATCTA 3117.95 1900.69 10243.37 174.5 15436.51
TGAAGCTGCCAGCATGATC 15.8 11.62 43.99 2.15 73.56
TGAAGCTGCCAGCATGA 23.34 3.55 19.13 0.97 46.99
TGAAGCTGCCAGCATGATCTAG 0 0.1 1.13 0 1.23
TGAAGCTGCCAGCATG 3.31 0 0.08 0.22 3.61
TGAAGCTGCCAGCAT 1.29 0 0.17 0.65 2.11
GAAGCTGCCAGCATGATCT 1.47 0 0.08 2.48 4.03
GAAGCTGCCAGCATGAT 2.21 0 0 0.22 2.43
GAAGCTGCCAGCATGATCTA 44.11 1.17 5.57 2.69 53.54
GAAGCTGCCAGCATGA 0.18 0 0.04 0.11 0.33
GAAGCTGCCAGCATGATC 0.55 0 0.08 0.11 0.74
AAGCTGCCAGCATGA 0.37 0 0 0 0.37
AAGCTGCCAGCATGATCTA 4.23 0.39 1.51 0.43 6.56
AAGCTGCCAGCATGATCT 0.55 0 0 0 0.55
AAGCTGCCAGCATGATC 0.18 0 0.04 0 0.22
AAGCTGCCAGCATGAT 0.55 0 0 0 0.55
AGCTGCCAGCATGATCTA 8.45 0.39 1.51 0.22 10.57
AGCTGCCAGCATGATC 0.18 0 0 0 0.18
AGCTGCCAGCATGATCT 0.37 0 0 0.11 0.48
AGCTGCCAGCATGAT 1.84 0 0 0.11 1.95
GCTGCCAGCATGATCTA 5.7 2.33 9.92 0.11 18.06
GCTGCCAGCATGATCT 0.18 0 0.04 0 0.22
GCTGCCAGCATGATC 0 0 0.08 0 0.08
CTGCCAGCATGATCTA 16.54 0.49 2.64 0.32 19.99
CTGCCAGCATGATCT 0.37 0 0.13 0 0.5
TGCCAGCATGATCTA 1.1 0.19 0.67 0 1.96
GGTCATGCTCTGACAGCTTCACT 2.39 0.24 0 0.75 3.38
GGTCATGCTCTGACAGCTTC 0.18 0 0 0 0.18
GGTCATGCTCTGACAGCTTCAC 0.18 0.05 0 0 0.23
CATGCTCTGACAGCTTCACT 0.18 0 0 0 0.18
ATGCTCTGACAGCTTCACT 0.37 0 0 0 0.37
TCTGACAGCTTCACT 0.18 0 0 0 0.18

C
GGGAAAAAGTGAAGCTGCCAGCATGATCTAGCTTTGGCTAAAGATGTATATAATCACGTATATATGTATCAGTTCTATTAACCCTGGCTAGGTCATGCTCTGACAGCTTCACTCCTTCCT
mdm-miR167b

mdm-miR167b*: GGTCATGCTCTGACAGCTTCACT



>mdm-MIR167c M10023028

GSM880652_apple_leaf GSM880655_apple_fruit  GSM880653_apple_root GSM880654_apple_flower Total

CAGTTGAAGCTGCCAGCATGAT 0.04 0 0 0 0.04

CAGTTGAAGCTGCCAGCATG 0 0.11 0 0 0.11

GTTGAAGCTGCCAGCATGATCTA 0 0 0.05 0 0.05
TTGAAGCTGCCAGCATGATCT 11.51 0.11 0.44 0.92 12.98
TTGAAGCTGCCAGCATGATCTA 22.9 0 0.68 1.29 24.87

TTGAAGCTGCCAGCATGATC 0.13 0 0 0 0.13

TTGAAGCTGCCAGCATGA 0.21 0 0 0 0.21

TTGAAGCTGCCAGCATGATCTAA 0.08 0 0 0 0.08

TGAAGCTGCCAGCATGATCTAA 3141.27 2.05 149.85 149.04 3442.21
TGAAGCTGCCAGCATGATCTA 10243.37 174.5 1900.69 3117.95 15436.51

TGAAGCTGCCAGCATGATCTAAA 16.83 0 .17 -65 19.65
TGAAGCTGCCAGCATGATC 43.99 2.15 11.62 15.8 73.56
TGAAGCTGCCAGCATGA 19.13 0.97 3.55 23.34 46.99
TGAAGCTGCCAGCATGAT 1.42 7.11 0.29 111.37 120.19

TGAAGCTGCCAGCATGATCTAAAC 0.04 (o} 0.05 1.29 1.38
TGAAGCTGCCAGCATGATCT 69.49 6.25 17.98 51.27 144.99

TGAAGCTGCCAGCAT 0.17 0.65 0 1.29 2.11

TGAAGCTGCCAGCATG 0.08 0.22 0 3.31 3.61

TGAAGCTGCCAGCATGATCTAAACT 0 0 0 1.29 1.29

GAAGCTGCCAGCATGATCTAA 2.47 0.11 0.1 1.65 4.33

GAAGCTGCCAGCATGATC 0.08 0.11 0 0.55 0.74

GAAGCTGCCAGCATGA 0.04 0.11 0 0.18 0.33

GAAGCTGCCAGCATGAT 0 0.22 0 2.21 2.43
GAAGCTGCCAGCATGATCTA 5.57 2.69 1.17 44.11 53.54

GAAGCTGCCAGCATGATCT 0.08 2.48 0 1.47 4.03

GAAGCTGCCAGCATGATCTAAA 0.04 0 0 0 0.04

AAGCTGCCAGCATGATCTA 1.51 0.43 0.39 4.23 6.56

AAGCTGCCAGCATGATCTAA 0.8 0 0.1 0.55 1.45

AAGCTGCCAGCATGATCTAAAC 0 0 0 0.92 0.92

AAGCTGCCAGCATGATCT 0 0 0 0.55 0.55

AAGCTGCCAGCATGATC 0.04 0 0 0.18 0.22

AAGCTGCCAGCATGATCTAAA 0.04 0 0 0.37 0.41

AAGCTGCCAGCATGA 0 0 0 0.37 0.37

AAGCTGCCAGCATGAT 0 0 0 0.55 0.55

AGCTGCCAGCATGATCTAA 0.54 0 0.05 0.37 0.96

AGCTGCCAGCATGATC 0 0 0 0.18 0.18

AGCTGCCAGCATGATCTAAACTT 0 0 0 0.18 0.18

AGCTGCCAGCATGATCT 0 0.11 0 0.37 0.48

AGCTGCCAGCATGATCTAAACT 0 0 0 0.18 0.18
AGCTGCCAGCATGATCTA 1.51 0.22 0.39 8.45 10.57

AGCTGCCAGCATGAT 0 0.11 0 1.84 1.95
GCTGCCAGCATGATCTA 9.92 0.11 2.33 5.7 18.06

GCTGCCAGCATGATCT 0.04 0 0 0.18 0.22

GCTGCCAGCATGATCTAA 2.97 0 0.29 0.37 3.63

GCTGCCAGCATGATC 0.08 0 0 0 0.08

CTGCCAGCATGATCTAA 0.5 0 0 1.1 1.6
CTGCCAGCATGATCTA 2.64 0.32 0.49 16.54 19.99

CTGCCAGCATGATCT 0.13 0 0 0.37 0.5

TGCCAGCATGATCTA 0.67 0 0.19 1.1 1.96

GCCAGCATGATCTAA 0.08 0 0 0 0.08

TGATCTAAACTTCCCTCTTGGT 0 0 0 0.18 0.18

AGGAAAGATCAGATCATGTG 0 0 0 0.18 0.18

ATCAGATCATGTGGTAGCTTC 0 0.22 0.05 0.18 0.45

ATCAGATCATGTGGTAGCTTCACC 0 0.32 0 0.18 0.5

TCAGATCATGTGGTAGCTTCACC 0 0 0.05 0 0.05

TCAGATCATGTGGTAGCTTCA 0.38 0.43 0.97 1.29 3.07

TCAGATCATGTGGTAGCTTC 0 0 0.05 0.18 0.23

TCAGATCATGTGGTAGCTTCAC 0 0.32 0 0 0.32

CAGATCATGTGGTAGCTT 0 0.11 0 0 0.11

CAGATCATGTGGTAGCTTCA 0.04 0 0.15 0 0.19

CAGATCATGTGGTAGCTTCACC 0 0 0.05 0 0.05

AGATCATGTGGTAGCTTCACC 1.59 1.62 0.29 2.57 6.07

AGATCATGTGGTAGCTTCAC 0.04 0.11 0 0 0.15

GATCATGTGGTAGCTTC 0 0 0 0.18 0.18

GATCATGTGGTAGCTTCACC 0 3.77 0.05 4.41 8.23

ATCATGTGGTAGCTTCA 0.04 0 0.05 0 0.09

ATCATGTGGTAGCTTCAC 0.04 0 0 0 0.04

ATCATGTGGTAGCTTCACC 0 0 0 0.37 0.37

ATCATGTGGTAGCTTCACCTG 0 0 0 0.37 0.37

ATGTGGTAGCTTCACCTGTTG 0.17 0 0.05 0 0.22

TGTGGTAGCTTCACC 0o 0.11 0o 0 0.11

A
TAGCAGTTGAAGCTGCCAGCATGATCTAAACTTCCCTCTTGGTCAAGGAAAGATCAGATCATGTGGTAGCTTCACCTGTTG
mdm-miR167¢

mdm-miR167c*: GATCATGTGGTAGCTTCACC



>mdm-MIR167d M10023029

GSM880655_apple_fruit  GSM880653_apple_root GSMB880654_apple_flower GSM880652_apple_leaf Total
11 0 0 0

AGCGGTTGAAGCTGCCAGCATGATC 0. 0.11
GTTGAAGCTGCCAGCATGATCTA 0 0.05 0 0 0.05
TTGAAGCTGCCAGCATGATCT 0.11 0.44 0.92 11.51 12.98
TTGAAGCTGCCAGCATGATCTA 0 0.68 1.29 22.9 24.87
TTGAAGCTGCCAGCATGATC 0 0 0 0.13 0.13
TTGAAGCTGCCAGCATGA 0 0 0 0.21 0.21
TTGAAGCTGCCAGCATGATCTAA 0 0o 0 0.08 0.08
TGAAGCTGCCAGCATGATCTA 174.5 1900.69 3117.95 10243.37 15436.51
TGAAGCTGCCAGCATGATCTAA 2.05 149.85 149.04 3141.27 3442.21
TGAAGCTGCCAGCATGAT 7.11 0.29 111.37 1.42 120.19
TGAAGCTGCCAGCATGA 0.97 3.55 23.34 19.13 46.99
TGAAGCTGCCAGCATGATCTAAA 0 1.17 1.65 16.83 19.65
TGAAGCTGCCAGCATGATCT 6.25 17.98 51.27 69.49 144.99
TGAAGCTGCCAGCATGATCTAAAC 0 0.05 1.29 0.04 1.38
TGAAGCTGCCAGCATGATC 2.15 11.62 15.8 43.99 73.56
TGAAGCTGCCAGCATG 0.22 0 3.31 0.08 3.61
TGAAGCTGCCAGCAT 0.65 0 1.29 0.17 2.11
TGAAGCTGCCAGCATGATCTAAACT 0 0 1.29 0 1.29
GAAGCTGCCAGCATGATC 0.11 0 0.55 0.08 0.74
GAAGCTGCCAGCATGATCTAA 0.11 0.1 1.65 2.47 4.33
GAAGCTGCCAGCATGATCTA 2.69 1.17 44.11 5.57 53.54
GAAGCTGCCAGCATGA 0.11 0 0.18 0.04 0.33
GAAGCTGCCAGCATGATCT 2.48 0 1.47 0.08 4.03
GAAGCTGCCAGCATGAT 0.22 0 2.21 0 2.43
GAAGCTGCCAGCATGATCTAAA 0 0 0 0.04 0.04
AAGCTGCCAGCATGA 0 0 0.37 0 0.37
AAGCTGCCAGCATGATCTA 0.43 0.39 4.23 1.51 6.56
AAGCTGCCAGCATGATCTAA 0 0.1 0.55 0.8 1.45
AAGCTGCCAGCATGATCT 0 0 0.55 0 0.55
AAGCTGCCAGCATGAT 0 0 0.55 0 0.55
AAGCTGCCAGCATGATC 0 0 0.18 0.04 0.22
AAGCTGCCAGCATGATCTAAAC 0 0 0.92 0 0.92
AAGCTGCCAGCATGATCTAAA 0 0 0.37 0.04 0.41
AGCTGCCAGCATGATCTA 0.22 0.39 8.45 1.51 10.57
AGCTGCCAGCATGAT 0.11 0 1.84 0 1.95
AGCTGCCAGCATGATC 0 0 0.18 0 0.18
AGCTGCCAGCATGATCTAAACT 0 0 0.18 0 0.18
AGCTGCCAGCATGATCTAA 0 0.05 0.37 0.54 0.96
AGCTGCCAGCATGATCT 0.11 0 0.37 0 0.48
AGCTGCCAGCATGATCTAAACTT 0 0 0.18 0 0.18
GCTGCCAGCATGATCT 0 0 0.18 0.04 0.22
GCTGCCAGCATGATCTAA 0 0.29 0.37 2.97 3.63
GCTGCCAGCATGATCTA 0.11 2.33 5.7 9.92 18.06
GCTGCCAGCATGATC 0 0 0 0.08 0.08
CTGCCAGCATGATCT 0 0 0.37 0.13 0.5
CTGCCAGCATGATCTA 0.32 0.49 16.54 2.64 19.99
CTGCCAGCATGATCTAA 0 0 1.1 0.5 1.6
TGCCAGCATGATCTA 0 0.19 1.1 0.67 1.96
GCCAGCATGATCTAA 0 0 0 0.08 0.08
TGATCTAAACTTCCCTCTTGGT 0 0 0.18 0 0.18
AGGAAAGATCAGATCATGTG 0 0 0.18 0 0.18
ATCAGATCATGTGGTAGCTTCACC 0.32 0 0.18 0 0.5
ATCAGATCATGTGGTAGCTTC 0.22 0.05 0.18 0 0.45
TCAGATCATGTGGTAGCTTCA 0.43 0.97 1.29 0.38 3.07
TCAGATCATGTGGTAGCTTCAC 0.32 0 0 0 0.32
TCAGATCATGTGGTAGCTTC 0 0.05 0.18 0 0.23
TCAGATCATGTGGTAGCTTCACC 0 0.05 0 0 0.05
CAGATCATGTGGTAGCTTCA 0 0.15 0 0.04 0.19
CAGATCATGTGGTAGCTT 0.11 0 0 0 0.11
CAGATCATGTGGTAGCTTCACC 0 0.05 0 0 0.05
AGATCATGTGGTAGCTTCACC 1.62 0.29 2.57 1.59 6.07
AGATCATGTGGTAGCTTCAC 0.11 0 0 0.04 0.15
GATCATGTGGTAGCTTCACC 3.77 0.05 4.41 0 8.23
GATCATGTGGTAGCTTC 0 0 0.18 0 0.18
ATCATGTGGTAGCTTCA 0 0.05 0 0.04 0.09
ATCATGTGGTAGCTTCAC 0 0 0 0.04 0.04
ATCATGTGGTAGCTTCACCTG 0 0 0.37 0 0.37
ATCATGTGGTAGCTTCACC 0 0 0.37 0 0.37
ATGTGGTAGCTTCACCTGTTGA 0 0 0 0.04 0.04
ATGTGGTAGCTTCACCTGTTG 0 0.05 0 0.17 0.22
ATGTGGTAGCTTCACC 0.11 0o 0 0 0.11

TCGTGGACCAATAGCGGTTGAAGCTGCCAGCATGATCTAAACTTCCCTCTTGGTCAAGGAAAGATCAGATCATGTGGTAGCTTCACCTGTTGATGGGGATCACGA
mdm-miR167d

mdm-miR167d*: GATCATGTGGTAGCTTCACC



mdm-miR167e*:

>mdm-MIR167e M10023030

AAAGTGAAGCTGCCAGCATGA
AAGTGAAGCTGCCAGCATGATCTA

GTGAAGCTGCCAGCATGATCTA
TGAAGCTGCCAGCATGATCT
TGAAGCTGCCAGCATGAT
TGAAGCTGCCAGCATGATCTA
TGAAGCTGCCAGCATGATC
TGAAGCTGCCAGCATGA
TGAAGCTGCCAGCATGATCTAG
TGAAGCTGCCAGCATG
TGAAGCTGCCAGCAT

GAAGCTGCCAGCATGATCT
GAAGCTGCCAGCATGATCTA
GAAGCTGCCAGCATGA
GAAGCTGCCAGCATGAT
GAAGCTGCCAGCATGATC
AAGCTGCCAGCATGATCT
AAGCTGCCAGCATGAT
AAGCTGCCAGCATGATC
AAGCTGCCAGCATGATCTA
AAGCTGCCAGCATGA
AGCTGCCAGCATGATC
AGCTGCCAGCATGATCTA
AGCTGCCAGCATGAT
AGCTGCCAGCATGATCT
GCTGCCAGCATGATCT
GCTGCCAGCATGATCTA
GCTGCCAGCATGATC
CTGCCAGCATGATCTA
CTGCCAGCATGATCT
TGCCAGCATGATCTA

mdm-miR167e

GGTCATGCTCTGACAGCCTCACT

GGTCATGCTCTGACAGCCTCACT
GGAAAAAGTGAAGCTGCCAGCATGATCTAGCTTTRGCTAAAGATATGTACAATCACACATATATATGTGRTTATCAGTTCTATTAACTCTAGCTAGGTCATGCTCTGACAGCCTCACTCCTTCC
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>mdm-MIR167F M10023031

GSM880654_apple_flower GSM880652_apple_leaf GSM880653_apple_root GSM880655_apple_fruit  Total
18 0 0 0

AGAAGGAGAAGAAGA 0. 0.18
AAGGAGAAGAAGAATGACCTAG 0 0.08 0 0 0.08
AAGGAGAAGAAGAATGACCTAGCT 0 0.04 0 0 0.04

AGGAGAAGAAGAATGACCTAG 0 0.04 0 0 0.04
AATAGTTGAAGCTGCCAGCATG 0 0.04 0 0 0.04
ATAGTTGAAGCTGCCAGCATGA 1.65 0.04 0 0 1.69
GTTGAAGCTGCCAGCATGATCTA 0 0 0.05 0 0.05
TTGAAGCTGCCAGCATGATCT 0.92 11.51 0.44 0.11 12.98
TTGAAGCTGCCAGCATGATCTA 1.29 22.9 0.68 0 24.87
TTGAAGCTGCCAGCATGATCTAA 0 0.08 0 0 0.08
TTGAAGCTGCCAGCATGATC 0 0.13 0 0 0.13
TTGAAGCTGCCAGCATGA o 0.21 0 0 0.21
TGAAGCTGCCAGCATGATC 15.8 43.99 11.62 2.15 73.56
TGAAGCTGCCAGCATGA 23.34 19.13 3.55 0.97 46.99
TGAAGCTGCCAGCATGAT 111.37 1.42 0.29 7.11 120.19
TGAAGCTGCCAGCATGATCTAA 149.04 3141.27 149.85 2.05 3442.21
TGAAGCTGCCAGCATGATCTA 3117.95 10243.37 1900.69 174.5 15436.51
TGAAGCTGCCAGCATG 3.31 0.08 0 0.22 3.61
TGAAGCTGCCAGCATGATCT 51.27 69.49 17.98 6.25 144.99
TGAAGCTGCCAGCAT 1.29 217 0 0.65 2.11
TGAAGCTGCCAGCATGATCTAAG 0.74 2.68 0.05 0 3.47
TGAAGCTGCCAGCATGATCTAAGC 0 0.04 0 0 0.04
GAAGCTGCCAGCATGAT 2.21 0 0 0.22 2.43
GAAGCTGCCAGCATGATC 0.55 0.08 0 0.11 0.74
GAAGCTGCCAGCATGA 0.18 0.04 0 0.11 0.33
GAAGCTGCCAGCATGATCTAA 1.65 2.47 0.1 0.11 4.33
GAAGCTGCCAGCATGATCT 1.47 0.08 0 2.48 4.03
GAAGCTGCCAGCATGATCTA 44.11 5.57 1.17 2.69 53.54
AAGCTGCCAGCATGATCTA 4.23 1.51 0.39 0.43 6.56
AAGCTGCCAGCATGATCTAA 0.55 0.8 0.1 0 1.45
AAGCTGCCAGCATGATCTAAGC (o} 0.04 0.05 0 0.09
AAGCTGCCAGCATGATC 0.18 0.04 0 0 0.22
AAGCTGCCAGCATGA 0.37 0 0 0 0.37
AAGCTGCCAGCATGATCT 0.55 0 0 0 0.55
AAGCTGCCAGCATGAT 0.55 0 0 0 0.55
AGCTGCCAGCATGATCTAA 0.37 0.54 0.05 0 0.96
AGCTGCCAGCATGATCTA 8.45 1.51 0.39 0.22 10.57
AGCTGCCAGCATGATCT 0.37 0 0 0.11 0.48
AGCTGCCAGCATGAT 1.84 0 0 0.11 1.95
AGCTGCCAGCATGATC 0.18 0 0 0 0.18
GCTGCCAGCATGATC 0 0.08 0 0 0.08
GCTGCCAGCATGATCT 0.18 0.04 0 0 0.22
GCTGCCAGCATGATCTA 5.7 9.92 2.33 0.11 18.06
GCTGCCAGCATGATCTAA 0.37 2.97 0.29 0 3.63
CTGCCAGCATGATCTA 16.54 2.64 0.49 0.32 19.99
CTGCCAGCATGATCTAA 1.1 0.5 0 0 1.6
CTGCCAGCATGATCT 0.37 0.13 0 0 0.5
TGCCAGCATGATCTA 1.1 0.67 0.19 0 1.96
GCCAGCATGATCTAA 0 0.08 0 0 0.08
TTTCTTTGTACATAGGACAGGCT 0 0.04 0 0 0.04
TCTTTGTACATAGGACAGGCT (o] 0.04 0 0 0.04
AGATCATGTGGTCGC 0.18 0 0 0 0.18
AGATCATGTGGTCGCTTCACC 7.9 0.25 0.05 0 8.2
AGATCATGTGGTCGCTTCAC 0.37 0 0 0 0.37
AGATCATGTGGTCGCT 0.37 0 0 0 0.37
AGATCATGTGGTCGCTTC 0.37 0 0 0 0.37
GATCATGTGGTCGCT 0.37 0 0 0 0.37
GATCATGTGGTCGCTTC 0.55 0 0 0 0.55
GATCATGTGGTCGCTTCACC 6.25 0 0 0 6.25
ATCATGTGGTCGCTTCACC 0.18 0 0 0o 0.18

TCTCTGAAGCCTCCAAGATGAAAGAAGAACAGAAAGAAGGAGAAGAAGAATGACCTAGCTACTTGCTATCTTATCGTGCACCTCCAATAGTTGAAGCTGCCAGCATGATCTAAGCTTTCTTTGTACATAGGACAGGCTAGATCATGTGGTCGCTTCACCTGTTGAATGAAGCACGAGAAAACCCTAGATTCACAGCCATCGACCTCCTCAAGAACCCATTAGGGTTTTTTTTTTTTTTTTCGGAGA
mdm-miR167F

mdm-miR167F*: GATCATGTGGTCGCTTCACC



>mdm-MIR167g M10023032

AGAATGACCTAGCTAGAGTGCTTGCTATCTTATCGTGCACCTCCAACAGTTGAAGCTGCCAGCATGATCTAAGCTATCTTTGTATACAGGAAAGGCTATAGATCATGTGGTAGCTTCACCTGTTGAATGAAGCACGAGAAAAACCCTAGATTCACAGCGGTCGATCT

mdm-miR167g*: GATCATGTGGTAGCTTCACC

AACAGTTGAAGCTGCCAGCATG
AACAGTTGAAGCTGCCAGCAT
ACAGTTGAAGCTGCCAGCATGA
ACAGTTGAAGCTGCCAGCATG
CAGTTGAAGCTGCCAGCATGAT
CAGTTGAAGCTGCCAGCATG
GTTGAAGCTGCCAGCATGATCTA
TTGAAGCTGCCAGCATGATCT
TTGAAGCTGCCAGCATGATCTAA
TTGAAGCTGCCAGCATGATCTA
TTGAAGCTGCCAGCATGATC
TTGAAGCTGCCAGCATGA
TGAAGCTGCCAGCATGATCTA
TGAAGCTGCCAGCATGATCT
TGAAGCTGCCAGCAT
TGAAGCTGCCAGCATGATC
TGAAGCTGCCAGCATG
TGAAGCTGCCAGCATGA
TGAAGCTGCCAGCATGATCTAA
TGAAGCTGCCAGCATGAT
TGAAGCTGCCAGCATGATCTAAG
TGAAGCTGCCAGCATGATCTAAGC
GAAGCTGCCAGCATGATC
GAAGCTGCCAGCATGATCTA
GAAGCTGCCAGCATGATCTAA
GAAGCTGCCAGCATGAT
GAAGCTGCCAGCATGATCT
GAAGCTGCCAGCATGA
AAGCTGCCAGCATGATCTAA
AAGCTGCCAGCATGAT
AAGCTGCCAGCATGA
AAGCTGCCAGCATGATCTA
AAGCTGCCAGCATGATCT
AAGCTGCCAGCATGATC
AAGCTGCCAGCATGATCTAAGC
AGCTGCCAGCATGATCTA
AGCTGCCAGCATGATCT
AGCTGCCAGCATGATC
AGCTGCCAGCATGAT
AGCTGCCAGCATGATCTAA
GCTGCCAGCATGATCT
GCTGCCAGCATGATCTA
GCTGCCAGCATGATCTAA
GCTGCCAGCATGATC
CTGCCAGCATGATCTA
CTGCCAGCATGATCT
CTGCCAGCATGATCTAA
TGCCAGCATGATCTA
GCCAGCATGATCTAA
AAGGCTATAGATCATGTGGTA
TATAGATCATGTGGTAGCTTC
ATAGATCATGTGGTAGCTTCA
ATAGATCATGTGGTAGCTTC
TAGATCATGTGGTAGCTTCACC
AGATCATGTGGTAGCTTCAC
AGATCATGTGGTAGCTTCACC
GATCATGTGGTAGCTTCACC
GATCATGTGGTAGCTTC
ATCATGTGGTAGCTTCA
ATCATGTGGTAGCTTCACC
ATCATGTGGTAGCTTCAC
ATCATGTGGTAGCTTCACCTG
ATGTGGTAGCTTCACCTGTTG
ATGTGGTAGCTTCACC
ATGTGGTAGCTTCACCTGTTGA
ACGAGAAAAACCCTA

mdm-miR167g
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>mdm-MIR167h M10023033

GSMB880655_apple_fruit  GSM880654_apple_flower GSM880652_apple_leaf GSM880653_apple_root Total
11 0 0 0

AGCGGTTGAAGCTGCCAGCATGATC 0. 0.11
TTGAAGCTGCCAGCATGATCTTA 0.22 0.18 0.04 0 0.44
TTGAAGCTGCCAGCATGATCT 0.11 0.92 11.51 0.44 12.98
TTGAAGCTGCCAGCATGATCTT 0 1.65 0.63 0.24 2.52
TTGAAGCTGCCAGCATGA 0 0 0.21 0 0.21
TTGAAGCTGCCAGCATGATC 0 0 0.13 0 0.13

TGAAGCTGCCAGCATGATCTTA 295.78 1250.78 1589.22 561.04 3696.82
TGAAGCTGCCAGCATGATCTT 8.72 43.19 197.03 80.68 329.62
TGAAGCTGCCAGCATGATCT 6.25 51.27 69.49 17.98 144.99
TGAAGCTGCCAGCATGAT 7.11 111.37 1.42 0.29 120.19
TGAAGCTGCCAGCATGATCTTAT 1.83 0.92 6.2 3.74 12.69
TGAAGCTGCCAGCATGATC 2.15 15.8 43.99 11.62 73.56
TGAAGCTGCCAGCATG 0.22 3.31 0.08 0 3.61
TGAAGCTGCCAGCATGA 0.97 23.34 19.13 3.55 46.99
TGAAGCTGCCAGCAT 0.65 1.29 0.17 0 2.11
TGAAGCTGCCAGCATGATCTTATA 0 0 0.04 0 0.04
GAAGCTGCCAGCATGA 0.11 0.18 0.04 0 0.33
GAAGCTGCCAGCATGAT 0.22 2.21 0 0 2.43
GAAGCTGCCAGCATGATC 0.11 0.55 0.08 0 0.74
GAAGCTGCCAGCATGATCTTA 7.43 20.03 0.63 0.34 28.43
GAAGCTGCCAGCATGATCTT 0 0.55 0.17 0.05 0.77
GAAGCTGCCAGCATGATCT 2.48 1.47 0.08 0 4.03
AAGCTGCCAGCATGAT 0 0.55 0 0 0.55
AAGCTGCCAGCATGATCT 0 0.55 0 0 0.55
AAGCTGCCAGCATGATCTTA 0.11 2.02 0.29 0.1 2.52
AAGCTGCCAGCATGATC 0 0.18 0.04 0 0.22
AAGCTGCCAGCATGATCTTAT 0.11 0 0 0 0.11
AAGCTGCCAGCATGA 0 0.37 0 0 0.37
AGCTGCCAGCATGATC 0 0.18 0 0 0.18
AGCTGCCAGCATGATCTTA 0.11 1.1 0.08 0.15 1.44
AGCTGCCAGCATGATCT 0.11 0.37 0 0 0.48
AGCTGCCAGCATGAT 0.11 1.84 0 0 1.95
AGCTGCCAGCATGATCTT 0 0 0.04 0 0.04
GCTGCCAGCATGATCT 0 0.18 0.04 0 0.22
GCTGCCAGCATGATC 0 0 0.08 0 0.08
GCTGCCAGCATGATCTT 0 0.18 0.17 0.19 0.54
GCTGCCAGCATGATCTTA 0.65 1.84 1.93 1.07 5.49
GCTGCCAGCATGATCTTAT 0 0 0 0.05 0.05
CTGCCAGCATGATCTTA 0.65 9.74 0.5 0.1 10.99
CTGCCAGCATGATCT 0 0.37 0.13 0 0.5
CTGCCAGCATGATCTT 0 0.18 0.13 0 0.31
TGCCAGCATGATCTTA 0.11 0.74 0.08 0.05 0.98
TGCCAGCATGATCTT 0 0.18 0 0 0.18
GCCAGCATGATCTTA 0.11 1.47 0.04 0 1.62
TCAGATCATCTGGCAGTTTCA 0 0.18 0 0 0.18
AGATCATCTGGCAGTTTCACC 1.51 26.83 0.8 1.75 30.89
AGATCATCTGGCAGTTTCA 0.11 0 0 0.1 0.21
AGATCATCTGGCAGTTTC 0.11 0 0 0 0.11
AGATCATCTGGCAGTTTCAC 0 0 0 0.49 0.49
AGATCATCTGGCAGTTTCACCT 0 0.37 0 0 0.37
AGATCATCTGGCAGTTT 0 0.37 0 0 0.37
GATCATCTGGCAGTTTCACC 0 0.37 0 0.05 0.42
ATCATCTGGCAGTTTCACCT 0 0.55 0 0 0.55
ATCTGGCAGTTTCACC 0o 0.37 0 0 0.37

TCATGCACTGGTAGCGGTTGAAGCTGCCAGCATGATCTTATAACTCCCWACTTCGTTTAGGGAAGATCAGATCATCTGGCAGTTTCACCTGTTACTGGTAGCATGA
mdm-miR167h

mdm-miR167h*: AGATCATCTGGCAGTTTCACC



>mdm-MIR1671 M10023034

GSMB880655_apple_fruit  GSM880654_apple_flower GSM880652_apple_leaf GSM880653_apple_root Total
0 0

AGCGGTTGAAGCTGCCAGCATGATC 0.11 0 0.11
TTGAAGCTGCCAGCATGATCTTA 0.22 0.18 0.04 0 0.44
TTGAAGCTGCCAGCATGATCT 0.11 0.92 11.51 0.44 12.98
TTGAAGCTGCCAGCATGATCTT 0 1.65 0.63 0.24 2.52
TTGAAGCTGCCAGCATGA 0 0 0.21 0 0.21
TTGAAGCTGCCAGCATGATC 0 0 0.13 0 0.13

TGAAGCTGCCAGCATGATCTTA 295.78 1250.78 1589.22 561.04 3696.82
TGAAGCTGCCAGCATGATCTT 8.72 43.19 197.03 80.68 329.62
TGAAGCTGCCAGCATGATCT 6.25 51.27 69.49 17.98 144.99
TGAAGCTGCCAGCATGAT 7.11 111.37 1.42 0.29 120.19
TGAAGCTGCCAGCATGATCTTAT 1.83 0.92 6.2 3.74 12.69
TGAAGCTGCCAGCATGATC 2.15 15.8 43.99 11.62 73.56
TGAAGCTGCCAGCATG 0.22 3.31 0.08 0 3.61
TGAAGCTGCCAGCATGA 0.97 23.34 19.13 3.55 46.99
TGAAGCTGCCAGCAT 0.65 1.29 0.17 0 2.11
TGAAGCTGCCAGCATGATCTTATA 0 0 0.04 0 0.04
GAAGCTGCCAGCATGA 0.11 0.18 0.04 0 0.33
GAAGCTGCCAGCATGAT 0.22 2.21 0 0 2.43
GAAGCTGCCAGCATGATC 0.11 0.55 0.08 0 0.74
GAAGCTGCCAGCATGATCTTA 7.43 20.03 0.63 0.34 28.43
GAAGCTGCCAGCATGATCTT 0 0.55 0.17 0.05 0.77
GAAGCTGCCAGCATGATCT 2.48 1.47 0.08 0 4.03
AAGCTGCCAGCATGAT 0 0.55 0 0 0.55
AAGCTGCCAGCATGATCT 0 0.55 0 0 0.55
AAGCTGCCAGCATGATCTTA 0.11 2.02 0.29 0.1 2.52
AAGCTGCCAGCATGATC 0 0.18 0.04 0 0.22
AAGCTGCCAGCATGATCTTAT 0.11 0 0 0 0.11
AAGCTGCCAGCATGA 0 0.37 0 0 0.37
AGCTGCCAGCATGATC 0 0.18 0 0 0.18
AGCTGCCAGCATGATCTTA 0.11 1.1 0.08 0.15 1.44
AGCTGCCAGCATGATCT 0.11 0.37 0 0 0.48
AGCTGCCAGCATGAT 0.11 1.84 0 0 1.95
AGCTGCCAGCATGATCTT 0 0 0.04 0 0.04
GCTGCCAGCATGATCT 0 0.18 0.04 0 0.22
GCTGCCAGCATGATC 0 0 0.08 0 0.08
GCTGCCAGCATGATCTT 0 0.18 0.17 0.19 0.54
GCTGCCAGCATGATCTTA 0.65 1.84 1.93 1.07 5.49
GCTGCCAGCATGATCTTAT 0 0 0 0.05 0.05
CTGCCAGCATGATCTTA 0.65 9.74 0.5 0.1 10.99
CTGCCAGCATGATCT 0 0.37 0.13 0 0.5
CTGCCAGCATGATCTT 0 0.18 0.13 0 0.31
TGCCAGCATGATCTTA 0.11 0.74 0.08 0.05 0.98
TGCCAGCATGATCTT 0 0.18 0 0 0.18
GCCAGCATGATCTTA 0.11 1.47 0.04 0 1.62
TCAGATCATCTGGCAGTTTCA 0 0.18 0 0 0.18
AGATCATCTGGCAGTTTCACC 1.51 26.83 0.8 1.75 30.89
AGATCATCTGGCAGTTTCA 0.11 0 0 0.1 0.21
AGATCATCTGGCAGTTTC 0.11 0 0 0 0.11
AGATCATCTGGCAGTTTCAC 0 0 0 0.49 0.49
AGATCATCTGGCAGTTTCACCT 0 0.37 0 0 0.37
AGATCATCTGGCAGTTT 0 0.37 0 0 0.37
GATCATCTGGCAGTTTCACC 0 0.37 0 0.05 0.42
ATCATCTGGCAGTTTCACCT 0 0.55 0 0 0.55
ATCTGGCAGTTTCACC 0o 0.37 0 0 0.37

TCATGCACTGGTAGCGGTTGAAGCTGCCAGCATGATCTTATAACTCCCWACTTCGTTTAGGGAAGATCAGATCATCTGGCAGTTTCACCTGTTACTGGTAGCATGA
mdm-miR1671

mdm-miR167i*: AGATCATCTGGCAGTTTCACC



>mdm-MIR167j M10023035
GSM880652_apple_leaf GSM880655_apple_fruit  GSM880653_apple_root GSM880654_apple_flower Total
04 0 0 0 0.04

CAGTTGAAGCTGCCAGCATGAT 0.

CAGTTGAAGCTGCCAGCATG 0 0.11 0 0 0.11
TTGAAGCTGCCAGCATGATCTTA 0.04 0.22 0 0.18 0.44
TTGAAGCTGCCAGCATGATCTT 0.63 0 0.24 1.65 2.52
TTGAAGCTGCCAGCATGA 0.21 0 0 0 0.21
TTGAAGCTGCCAGCATGATC 0.13 0 0 0 0.13
TTGAAGCTGCCAGCATGATCT 11.51 0.11 0.44 0.92 12.98

TGAAGCTGCCAGCATGAT 1.42 7.11 0.29 111.37 120.19
TGAAGCTGCCAGCATGATCTT 197.03 8.72 80.68 43.19 329.62
TGAAGCTGCCAGCATGATCT 69.49 6.25 17.98 51.27 144.99
TGAAGCTGCCAGCATGA 19.13 0.97 3.55 23.34 46.99
TGAAGCTGCCAGCATGATCTTAT 6.2 1.83 3.74 0.9 12.69
TGAAGCTGCCAGCATGATCTTA 1589.22 295.78 561.04 1250.78 3696.82
TGAAGCTGCCAGCATGATC 43.99 2.15 11.62 15.8 73.5
TGAAGCTGCCAGCATG 0.08 0.22 0 3.31 3.61
TGAAGCTGCCAGCAT 0.17 0.65 0 1.29 2.11
TGAAGCTGCCAGCATGATCTTATA 0.04 0 0 0 0.04
GAAGCTGCCAGCATGA 0.04 0.11 0 0.18 0.33
GAAGCTGCCAGCATGAT 0 0.22 0 2.21 2.43
GAAGCTGCCAGCATGATC 0.08 0.11 0 0.55 0.74
GAAGCTGCCAGCATGATCTTA 0.63 7.43 0.34 20.03 28.43
GAAGCTGCCAGCATGATCTT 0.17 0 0.05 0.55 0.77
GAAGCTGCCAGCATGATCT 0.08 2.48 0 1.47 4.03
AAGCTGCCAGCATGAT 0 0 0 0.55 0.55
AAGCTGCCAGCATGATCT 0 0 0 0.55 0.55
AAGCTGCCAGCATGATCTTA 0.29 0.11 0.1 2.02 2.52
AAGCTGCCAGCATGATCTTAT 0 0.11 0 0 0.11
AAGCTGCCAGCATGATC 0.04 0 0 0.18 0.22
AAGCTGCCAGCATGA 0 0 0 0.37 0.37
AGCTGCCAGCATGATCT 0 0.11 0 0.37 0.48
AGCTGCCAGCATGATC 0 0 0 0.18 0.18
AGCTGCCAGCATGATCTTA 0.08 0.11 0.15 1.1 1.44
AGCTGCCAGCATGAT 0 0.11 0 1.84 1.95
AGCTGCCAGCATGATCTT 0.04 0 0 0 0.04
GCTGCCAGCATGATCT 0.04 0 0 0.18 0.22
GCTGCCAGCATGATC 0.08 0 0 0 0.08
GCTGCCAGCATGATCTT 0.17 0 0.19 0.18 0.54
GCTGCCAGCATGATCTTA 1.93 0.65 1.07 1.84 5.49
GCTGCCAGCATGATCTTAT 0 0 0.05 0 0.05
CTGCCAGCATGATCTTA 0.5 0.65 0.1 9.74 10.99
CTGCCAGCATGATCT 0.13 0 0 0.37 0.5
CTGCCAGCATGATCTT 0.13 0 0 0.18 0.31
TGCCAGCATGATCTTA 0.08 0.11 0.05 0.74 0.98
TGCCAGCATGATCTT 0 0 0 0.18 0.18
GCCAGCATGATCTTA 0.04 0.11 0 1.47 1.62
TCAGATCATCTGGCAGTTTCA 0 0 0 0.18 0.18
AGATCATCTGGCAGTTTCACC 0.8 1.51 1.75 26.83 30.89
AGATCATCTGGCAGTTTCA 0 0.11 0.1 0 0.21
AGATCATCTGGCAGTTTC 0 0.11 0 0 0.11
AGATCATCTGGCAGTTTCAC 0 0 0.49 0 0.49
AGATCATCTGGCAGTTTCACCT 0 0 0 0.37 0.37
AGATCATCTGGCAGTTT 0 0 0 0.37 0.37
GATCATCTGGCAGTTTCACC 0 0 0.05 0.37 0.42
ATCATCTGGCAGTTTCACCT 0 0 0 0.55 0.55
TCTGGCAGTTTCACC 0 0 0 0.37 0.37

A
AGTGTGCATATGTTCTTATCATGCACTGGTAGCAGTTGAAGCTGCCAGCATGATCTTATAACTCCCTACTTCGTTTAGGGAAGCTCAGATCATCTGGCAGTTTCACCTGTTGTTGGTAGCATGAGACCATCAAAACCCT

mdm-miR167j

mdm-miR167j*: AGATCATCTGGCAGTTTCACC



CA
GCGGTCTCTAATTCGCTTGGTGCAGGTCGGGAACCGCTTTGCCCTACTTTACCGTGTCTGGGCCTATGAGCTAGGTGGCTCGATGTGTAATCGGCCACAGGGCAAAACAGGTCCCGCCTTGCATCAACTGAATCGGAGACCGC

mdm-miR168a*:

>mdm-MIR168a M10023036

TCTCTAATTCGCTTGGTGCAG
TAATTCGCTTGGTGCAGGTCG
AATTCGCTTGGTGCAGGTCGG
AATTCGCTTGGTGCAGGTCGGG

TTCGCTTGGTGCAGGTCGGGA
TCGCTTGGTGCAGGTCGG
TCGCTTGGTGCAGGTCGGGA
TCGCTTGGTGCAGGTCGGGAA
TCGCTTGGTGCAGGTCGGGAACC
TCGCTTGGTGCAGGTCGGGAAC
TCGCTTGGTGCAGGTCGGGAACCG
TCGCTTGGTGCAGGTCGGG
TCGCTTGGTGCAGGTCG
TCGCTTGGTGCAGGT
TCGCTTGGTGCAGGTC

CGCTTGGTGCAGGTCGGGAA
CGCTTGGTGCAGGTCGGG
CGCTTGGTGCAGGTCGGGAAC
CGCTTGGTGCAGGTCGGGAACC
GCTTGGTGCAGGTCGGGAA
GCTTGGTGCAGGTCGGGA
GCTTGGTGCAGGTCGGG
GCTTGGTGCAGGTCGGGAAC
GCTTGGTGCAGGTCGGGAACC
CTTGGTGCAGGTCGGGAACCG
CTTGGTGCAGGTCGGGAAC
CTTGGTGCAGGTCGGGAA

CTTGGTGCAGGTCGGGAACCGC

TTGGTGCAGGTCGGGAAC
TTGGTGCAGGTCGGGAA

TTGGTGCAGGTCGGGAACCGC

TGGTGCAGGTCGGGAA

TGGTGCAGGTCGGGAACCGC

TGGTGCAGGTCGGGA

TGGTGCAGGTCGGGAACCGCT
TGGTGCAGGTCGGGAACCGCTT
TGGTGCAGGTCGGGAACCGCTTT

TGGTGCAGGTCGGGAACC

TGGTGCAGGTCGGGAAC

TGGTGCAGGTCGGGAACCG
GGTGCAGGTCGGGAAC
GGTGCAGGTCGGGAA

GGTGCAGGTCGGGAACCGCTT
GGTGCAGGTCGGGAACCGCT

mdm-miR168a

CCCGCCTTGCATCAACTGAAT

CAGGTCCCGCCTTGCATCAAC
CAGGTCCCGCCTTGCATCA
CAGGTCCCGCCTTGCATCAACTG
CAGGTCCCGCCTTGCATCAACT
AGGTCCCGCCTTGCATCAAC
AGGTCCCGCCTTGCATCAACTG
AGGTCCCGCCTTGCATCAACT
GGTCCCGCCTTGCATCAACTGAAT
GGTCCCGCCTTGCATCAACTGA
GGTCCCGCCTTGCATCAACTGAA
GGTCCCGCCTTGCATCAACT

TCCCGCCTTGCATCAACTGAA
TCCCGCCTTGCATCAACTGA
TCCCGCCTTGCATCAACTGAAT
CCCGCCTTGCATCAACTGAAT
CCCGCCTTGCATCAACTGAA
CCCGCCTTGCATCAACTGA
CCCGCCTTGCATCAACTGAATC
CCCGCCTTGCATCAACTG
CCGCCTTGCATCAACTGAATC
CCGCCTTGCATCAAC
CCGCCTTGCATCAACTGAA
CCGCCTTGCATCAACTGAAT

CGCCTTGCATCAACTGAATCGG

CGCCTTGCATCAACTGAAT

CGCCTTGCATCAACTGAA

CGCCTTGCATCAACT
GCCTTGCATCAACTGAAT
GCCTTGCATCAACTGAA

CCTTGCATCAACTGAATCGGAGAC
CCTTGCATCAACTGAATCGGA
CCTTGCATCAACTGAAT
CCTTGCATCAACTGAATCGGAG
CTTGCATCAACTGAATCGGAG

CATCAACTGAATCGGAGACC
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>mdm-MIR168b M10023037

GSM880653_apple_root GSM880655_apple_fruit  GSM880652_apple_leaf GSM880654_apple_flower Total
0.05 0 0 0.05

GAGGCGTAGGGCACGATGATT 0 -
TCTCTAATTCGCTTGGTGCAG 0.05 0 0 0 0.05
TAATTCGCTTGGTGCAGGTCG 0 0.11 0 0 0.11
AATTCGCTTGGTGCAGGTCGG 0.1 0.11 0.5 0 0.71
AATTCGCTTGGTGCAGGTCGGG 0.29 0 1.17 0 1.46
TTCGCTTGGTGCAGGTCGGGA 0 0 0.08 0 0.0
TCGCTTGGTGCAGGTCGGGAA 940.02 65.38 1661.18 25.54 2692.12
TCGCTTGGTGCAGGTCGGGAACC 0.05 0 0 0 0.05
TCGCTTGGTGCAGGTCGG 0.05 0.11 0.04 0 0.2
TCGCTTGGTGCAGGTCGGGAACCG 0 0 0.04 0 0.04
TCGCTTGGTGCAGGTCGGGAAC 23.82 0.43 19.34 0 43.59
TCGCTTGGTGCAGGTCGGG 0.1 0.11 0.04 0 0.25
TCGCTTGGTGCAGGTCGGGA 12.54 0.65 6.95 2.76 22.9
TCGCTTGGTGCAGGTCG 0 0.22 0 0 0.22
TCGCTTGGTGCAGGT 0 0.11 0 0.37 0.48
TCGCTTGGTGCAGGTC 0 0.86 0 0.18 1.04
CGCTTGGTGCAGGTCGGGAA 2.53 0.43 3.18 0.37 6.51
CGCTTGGTGCAGGTCGGG 0.05 0 0 0 0.05
CGCTTGGTGCAGGTCGGGAAC 4.47 0.11 6.28 0 10.86
CGCTTGGTGCAGGTCGGGAACC 0.05 0 0 0 0.05
GCTTGGTGCAGGTCGGGAA 0.63 0.22 1.97 0 2.82
GCTTGGTGCAGGTCGGGAACC 0.1 0 0 0 0.1
GCTTGGTGCAGGTCGGG 0 0.11 0 0 0.11
GCTTGGTGCAGGTCGGGAAC 0 0 0.04 0 0.04
GCTTGGTGCAGGTCGGGA 0.05 0 0 0 0.05
CTTGGTGCAGGTCGGGAA 0.05 0 0.25 0.37 0.67
CTTGGTGCAGGTCGGGAACCG 0 0.11 0.25 0.18 0.54
CTTGGTGCAGGTCGGGAAC 0.05 0.22 0 0 0.27
CTTGGTGCAGGTCGGGAACCGC 0.05 0 0.17 0 0.22
TTGGTGCAGGTCGGGAACCGC 0.05 0 0.25 0 0.3
TTGGTGCAGGTCGGGAA 0.78 0 1.88 0 2.66
TTGGTGCAGGTCGGGAAC 0.05 0 0 0 0.05
TGGTGCAGGTCGGGAACCGCT 14.97 12.82 17.79 4.23 49.81
TGGTGCAGGTCGGGAACCGC 0.24 0 0.17 0.18 0.59
TGGTGCAGGTCGGGAACCGCTT 1.51 0.11 1.34 0 2.96
TGGTGCAGGTCGGGAA 0.39 0.11 0.25 0.18 0.93
TGGTGCAGGTCGGGAAC 0 0 0.04 0.18 0.22
TGGTGCAGGTCGGGA 0 0.43 0 0 0.43
TGGTGCAGGTCGGGAACC 0.05 0.65 0 0 0.7
TGGTGCAGGTCGGGAACCG 0.19 0 0.08 0 0.27
GGTGCAGGTCGGGAAC 0 0.11 0 0 0.11
GGTGCAGGTCGGGAACCGCTT 0.15 0.22 0.38 0 0.75
GGTGCAGGTCGGGAA 0.05 0.43 0.17 0.18 0.83
GGTGCAGGTCGGGAACCGCT 0 0.22 0 0 0.22
TGAGCCTATAAACCA 0 0 0 0.55 0.55
AGCCTATAAACCAGCTGGCTCGAGG 0 0 0 0.37 0.37
GGCTCGAGGCTGCGGGGCGAAA 0 0.11 0 0 0.11
TCCCGCCTTGCATCAACTGAA 0.53 0 0.5 0.55 1.58
TCCCGCCTTGCATCAACTGA 0.1 0 0.17 0 0.27
TCCCGCCTTGCATCAACTGAAT 0 0 0.13 0 0.13
CCCGCCTTGCATCAACTGAAT 15.02 16.91 25.74 10.84 68.51
CCCGCCTTGCATCAACTGAA 0.49 0.65 0.2 0.55 1.94
CCCGCCTTGCATCAACTGA 0.05 0 0 0.05
CCCGCCTTGCATCAACTG 0 0 0 0.55 0.55
CCCGCCTTGCATCAACTGAATC 0 0 0.08 0.18 0.26
CCGCCTTGCATCAACTGAAT 0.05 2.37 0.04 0.18 2.64
CCGCCTTGCATCAACTGAA 0 0 0.04 0 0.04
CCGCCTTGCATCAACTGAATC 0.05 0 0 0 0.05
CCGCCTTGCATCAAC 0 0 0.13 0 0.13
CGCCTTGCATCAACTGAA 0 0 0.04 0 0.04
CGCCTTGCATCAACT 0 0.22 0 0 0.22
CGCCTTGCATCAACTGAAT 0.05 0.22 0.04 0 0.31
CGCCTTGCATCAACTGAATCGG 0.19 0 0.29 0 0.48
GCCTTGCATCAACTGAA 0 0 0 0.18 0.18
GCCTTGCATCAACTGAAT 0 0 0.08 0 0.08
CCTTGCATCAACTGAATCGGA 0 0 0.04 0 0.04
CCTTGCATCAACTGAATCGGAGAC 0 0 0.04 0.18 0.22
CCTTGCATCAACTGAAT 0.1 0 0 0.92 1.02
CCTTGCATCAACTGAATCGGAG 0 0 0.04 0 0.04
CTTGCATCAACTGAATCGGAG 0 0 0.04 0 0.04
CATCAACTGAATCGGAGACC 0 0 0.04 0 0.04
CATCAACTGAATCGGAGACCG 0 0 0 0.18 0.18
ACTGAATCGGAGACCGCGGTGA 0.05 0 0 0 0.05

GTAGGAGGCGTAGGGCACGATGATTCATTTCCTGGCGGTCTCTAATTCGCTTGGTGCAGGTCGGGAACCGCTTCGYCCCGTTTGAGCCTATAAACCAGCTGGCTCGAGGCTGCGGGGCGAAACGGRTCCCGCCTTGCATCAACTGAATCGGAGACCGCGGTGAAGGCGGTTTCATGGATCTTGCGTTCCTGC
mdm-miR168b

mdm-miR168b*: CCCGCCTTGCATCAACTGAAT



>mdm-MIR169a M10023038

TCAAGCAGAAGAGAT
AGAAGAGATCGGAATGCAGCCAAG
AGAGATCGGAATGCAGCCAAG
AGAGATCGGAATGCA
GGAATGCAGCCAAGGATGAC
TGCAGCCAAGGATGACTTGC
TGCAGCCAAGGATGACTTGCC
GCAGCCAAGGATGACTTGCCG
CAGCCAAGGATGACTTGCC
CAGCCAAGGATGACTTGC
CAGCCAAGGATGACTTGCCG
CAGCCAAGGATGACTTG
CAGCCAAGGATGACT
CAGCCAAGGATGACTTGCCGG
AGCCAAGGATGACTTGC
AGCCAAGGATGACTTGCC
AGCCAAGGATGACTTGCCGGC
AGCCAAGGATGACTTGCCGG
AGCCAAGGATGACTTG
GCCAAGGATGACTTGCCGG
CCAAGGATGACTTGCCGGCTT
CCAAGGATGACTTGCCGG
CAAGGATGACTTGCCGGC
CAAGGATGACTTGCCGG
CAAGGATGACTTGCCGGCTTT
AGGATGACTTGCCGG

mdm-miR169a

mdm-miR169a*: GGCAAGTTGCTCTTGGCTACA

CGGCAAGTTGCTCTTGGCTAC
CGGCAAGTTGCTCTTGGCTA
CGGCAAGTTGCTCTTGGCT
CGGCAAGTTGCTCTTGGC

GGCAAGTTGCTCTTGGCTACA
GGCAAGTTGCTCTTGGCTACAT

GGCAAGTTGCTCTTGGCTAC

GGCAAGTTGCTCTTGGCTACATT
GCAAGTTGCTCTTGGCTACA
CAAGTTGCTCTTGGCTACATT
CAAGTTGCTCTTGGCTACATTT
CAAGTTGCTCTTGGCTACA

CAAGTTGCTCTTGGCTAC
AAGTTGCTCTTGGCT

AGTTGCTCTTGGCTACATT

GTTGCTCTTGGCTAC

TGGCTACATTTAGCTCTCTTC
AAGTCTCAGAGTGTTTGCATCAAGCAGAAGAGATCGGAATGCAGCCAAGGATGACTTGCCGGCTTTTACAGTATCTTGCTCTAATCAGCAGAGTCTTGCCGGCAAGTTGCTCTTGGCTACATTTAGCTCTCTTCCTCTAATGTCAGCCTCTGAGATTT
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>mdm-MIR169b M10023039
GSM880652_apple_leaf
0.08

TGGAAGAAGGAGCCTTGTTTGG
TAGCCAAGGATGATTTGCC 0
TAGCCAAGGATGATTTGCCTGC 0.04
TAGCCAAGGATGATTTGCCTG 0
AGGCAGTCACGCCTTGGCGACG 0
0

AGGCAGTCACGCCTTGGCGAC
GGAAGAGATGTCAAACATGGAAGAAGGAGCCTTGTTTGGTAGCCAAGGATGATTTGCCTGCAGCCTCGATCCTAAAGAGTAAAGAGGTTTATTACACGATAAAAATCAGAAAAACCCTAGTTGAGTTCTCAGGCAGTCACGCCTTGGCGACGTGACAAGCTCTTCTCTCTCATGCTAGGCTGCTCTCTTCC

mdm-miR169b

mdm-miR169b*: AGGCAGTCACGCCTTGGCGACG

GSM880654_apple_flower GSM880655_apple_fruit
0 0

0.37 0.32
3.12 0.32
0.92 0
0.18 0
0.18 0



>mdm-MIR169c M10023040

TGAAGAAAAGAGCGTTGTTTGG
AAAAGAGCGTTGTTTGGTAG
TAGCCAAGGATGACTTGCCCG
TAGCCAAGGATGACTTG
TAGCCAAGGATGACT
TAGCCAAGGATGACTT
TAGCCAAGGATGACTTGC
TAGCCAAGGATGACTTGCCCGC
TAGCCAAGGATGACTTGCC
AGCCAAGGATGACTTGCC
AGCCAAGGATGACTTGC
AGCCAAGGATGACTTG
CAAGGATGACTTGCCCG

mdm-miR169c

mdm-miR169c*: GGCAGTCTCCTTGGCTAAT

TTATTTAATTGTCTGTCTAAA

AGGCAGTCTCCTTGGCTAAT

AGGCAGTCTCCTTGGCTAA

AGGCAGTCTCCTTGGCTAATC
GGCAGTCTCCTTGGCTAATC
GGCAGTCTCCTTGGCTAA
GGCAGTCTCCTTGGCT
GGCAGTCTCCTTGGC
GGCAGTCTCCTTGGCTAAT

TCACAGGCTCTTTTCTTTCATG
GCAGGAAGCTGGAGGCCTTACATGAAGAAAAGAGCGTTGTTTGGTAGCCAAGGATGACTTGCCCGCCTCCGATTTCATGAAAGAATATATGGCATTATTTAATTGTCTGTCTAAAATTTATATTCATGTTTGGAATCCAGGCAGTCTCCTTGGCTAATCTCACAGGCTCTTTTCTTTCATGCTAGGCCCTCCTCTTCTTC
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>mdm-MIR169d M10023041

TGAAGAAAAGAGCGTTGTTTGG
AAAAGAGCGTTGTTTGGTAG
TAGCCAAGGATGACTTGCCCG
TAGCCAAGGATGACTTG
TAGCCAAGGATGACT
TAGCCAAGGATGACTT
TAGCCAAGGATGACTTGC
TAGCCAAGGATGACTTGCCCGC
TAGCCAAGGATGACTTGCC
AGCCAAGGATGACTTGCC
AGCCAAGGATGACTTGC
AGCCAAGGATGACTTG
CAAGGATGACTTGCCCG

mdm-miR169d

mdm-miR169d*: GGCAGTCTCCTTGGCTAAT

TTATTTAATTGTCTGTCTAAA

AGGCAGTCTCCTTGGCTAAT

AGGCAGTCTCCTTGGCTAA

AGGCAGTCTCCTTGGCTAATC
GGCAGTCTCCTTGGCTAATC
GGCAGTCTCCTTGGCTAA
GGCAGTCTCCTTGGCT
GGCAGTCTCCTTGGC
GGCAGTCTCCTTGGCTAAT

TCACAGGCTCTTTTCTTTCATG
GCAGGAAGCTGGAGGCCTTACATGAAGAAAAGAGCGTTGTTTGGTAGCCAAGGATGACTTGCCCGCCTCCGATTTCATGAAAGAATATATGGCATTATTTAATTGTCTGTCTAAAATTTATATTCATGTTTGGAATCCAGGCAGTCTCCTTGGCTAATCTCACAGGCTCTTTTCTTTCATGCTAGGCCCTCCTCTTCTTC
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>mdm-MIR169e M10023171

TAACATGAAGAGAAGAGCG
TAACATGAAGAGAAGAGCGTTG
ACATGAAGAGAAGAGCGTTGTT
TGAAGAGAAGAGCGTTGTTTGGT
TGAAGAGAAGAGCGTTGTTTG
TGAAGAGAAGAGCGTTGTTTGG
TGAAGAGAAGAGCGTTGTT
TGAAGAGAAGAGCGTTGTTT
AGAGAAGAGCGTTGTTTGGTAGC
AGAGAAGAGCGTTGTTTGGTAG
TAGCCAAGGATGACTTGCC
TAGCCAAGGATGACTTG
TAGCCAAGGATGACT
TAGCCAAGGATGACTTGCCTG
TAGCCAAGGATGACTTGCCT
TAGCCAAGGATGACTT
TAGCCAAGGATGACTTGC
TAGCCAAGGATGACTTGCCTGCT
TAGCCAAGGATGACTTGCCTGC
AGCCAAGGATGACTTGCC
AGCCAAGGATGACTTGCCTG
AGCCAAGGATGACTTG
AGCCAAGGATGACTTGC

mdm-miR169e

mdm-miR169e*: TGACAGCCTCTTCTTCTCATG

CACCAGGCAGGTCTCCTTTGGC
CACCAGGCAGGTCTCCTTTGG
CCAGGCAGGTCTCCTTTGGCTAA
CCAGGCAGGTCTCCTTTGGCT
CCAGGCAGGTCTCCTTTGGCTAAC
CCAGGCAGGTCTCCTTTG
CAGGCAGGTCTCCTTTGGCTAACT
CAGGCAGGTCTCCTTTGGCTAAC
AGGCAGGTCTCCTTTGGCTAACT
GCAGGTCTCCTTTGGCTAACT
GCAGGTCTCCTTTGGCTAAC
CAGGTCTCCTTTGGCTAACTT
CAGGTCTCCTTTGGCTAACT
AGGTCTCCTTTGGCTAACTT
CTCCTTTGGCTAACTT
TGACAGCCTCTTCTTCTCATG
TGACAGCCTCTTCTTCTCAT
GACAGCCTCTTCTTCTCATG
GACAGCCTCTTCTTCTCA

ACAGCCTCTTCTTCTCATGCT
GAGTGTATAACATGAAGAGAAGAGCGTTGTTTGGTAGCCAAGGATGACTTGCCTGCTMCCTCTCCTAATTCTAATCCAATCCAATCCAAGAGGAGTCCTACGTTGTTGGGTTTCCCAGCAGCAGGCACCAGGCAGGTCTCCTTTGGCTAACTTGACAGCCTCTTCTTCTCATGCTATACCCTT
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>mdm-MIR169f M10023172

GSM880652_apple_leaf GSM880654_apple_flower GSM880655_apple_fruit  GSM880653_apple_root Total
0.04 0 0 0 0

TAACATGAAGAGAAGAGCG .04
TAACATGAAGAGAAGAGCGTTG 0.21 0 0 0 0.21
ACATGAAGAGAAGAGCGTTGTT 0.04 0 0 0 0.04
TGAAGAGAAGAGCGTTGTTTGGT 0.13 0 0 0 0.13
TGAAGAGAAGAGCGTTGTTTG 0.13 0 0 0 0.13
TGAAGAGAAGAGCGTTGTTTGG 5.15 1.65 0 0 6.8
TGAAGAGAAGAGCGTTGTT 0.04 0 0 0 0.04
TGAAGAGAAGAGCGTTGTTT 0.13 0 0 0 0.13
AGAGAAGAGCGTTGTTTGGTAGC 0.17 0 0 0 0.17
AGAGAAGAGCGTTGTTTGGTAG 0.17 0 0 0 0.17
TAGCCAAGGATGACTTGCC 0.04 0.74 0 0 0.78

TAGCCAAGGATGACTTG 0 0.18 0 0 0.18

TAGCCAAGGATGACT 0 0.18 0 0 0.18

TAGCCAAGGATGACTTGCCTG 0 1.47 0 0 1.47

TAGCCAAGGATGACTTGCCT 0 1.1 0.11 0 1.21

TAGCCAAGGATGACTT 0 0 0.11 0 0.11

TAGCCAAGGATGACTTGC 0 0 0.11 0 0.11
TAGCCAAGGATGACTTGCCTGCT 0 0 0.11 0 0.11
TAGCCAAGGATGACTTGCCTGC 0 0 0.11 0 0.11

AGCCAAGGATGACTTGCC 0 0.55 0 0 0.55

AGCCAAGGATGACTTGCCTG 0 0.18 0 0 0.18

AGCCAAGGATGACTTG 0 0.18 0 0 0.18

AGCCAAGGATGACTTGC 0 0.37 0 0 0.37

CACCAGGCAGGTCTCCTTTGGC 0.04 0 0 0 0.04

CACCAGGCAGGTCTCCTTTGG 0.04 0 0 0 0.04

CCAGGCAGGTCTCCTTTGGCTAA 0.13 0 0 0 0.13

CCAGGCAGGTCTCCTTTGGCT 0.33 0 0 0.1 0.43

CCAGGCAGGTCTCCTTTGGCTAAC 0.13 0 0 0 0.13

CCAGGCAGGTCTCCTTTG 0.04 0 0 0 0.04

CAGGCAGGTCTCCTTTGGCTAACT 0.04 0 0 0 0.04

CAGGCAGGTCTCCTTTGGCTAAC 0.08 0 0 0 0.08

AGGCAGGTCTCCTTTGGCTAACT 0.08 0.37 0 0 0.45

GCAGGTCTCCTTTGGCTAACT 0.08 2.02 1.29 0.05 3.44

GCAGGTCTCCTTTGGCTAAC 0 0 0.11 0 0.11

CAGGTCTCCTTTGGCTAACTT 0.04 1.47 0.22 0 1.73

CAGGTCTCCTTTGGCTAACT 0.54 0.37 0.43 0.05 1.39

AGGTCTCCTTTGGCTAACTT 0 0 0.11 0 0.11

CTCCTTTGGCTAACTT 0 0.18 0 0 0.18

TGACAGCCTCTTCTTCTCATG 0.04 0.37 0.43 0 0.84

TGACAGCCTCTTCTTCTCAT 0 0.18 0 0 0.18

GACAGCCTCTTCTTCTCATG 0 0.37 0 0 0.37

GACAGCCTCTTCTTCTCA 0 0.18 0 0 0.18

ACAGCCTCTTCTTCTCATGCT 0 0.18 0 0 0.18

GAGTGTATAACATGAAGAGAAGAGCGTTGTTTGGTAGCCAAGGATGACTTGCCTGCTKCCTCTCCTAATTCTAATCCAATCCAATCCAAGAGGAGTCCTACGTTGTTGGGTTTCCCAGCAGCAGGCACCAGGCAGGTCTCCTTTGGCTAACTTGACAGCCTCTTCTTCTCATGCTATACCCTT
mdm-miR169F

mdm-miR169F*: TGACAGCCTCTTCTTCTCATG



>mdm-MIR171a M10023042

AGGTATTGACGCGCCTCAATT
AGGTATTGACGCGCC
GTATTGACGCGCCTCA
GTATTGACGCGCCTCAATTT
TTGACGCGCCTCAATTTGAAC
TTGGAGACTTAACCATGCGATTCTGA
TGGAGACTTAACCATGCGATTCTGA
GGAGACTTAACCATGCGATTCTGA
AGACTTAACCATGCGATTCTGATT
ACTTAACCATGCGATTCTGATTGA
ACCATGCGATTCTGATTGAGCC
ATTCTGATTGAGCCGCGTCAATAT
ATTGAGCCGCGTCAATATCTCC
TTGAGCCGCGTCAATAT
TTGAGCCGCGTCAATATCTC
TTGAGCCGCGTCAATATCT
TTGAGCCGCGTCAATATCTCC
TTGAGCCGCGTCAATATC
TTGAGCCGCGTCAATA
TTGAGCCGCGTCAAT
TGAGCCGCGTCAATATCTCC
GAGCCGCGTCAATATCTCC
AGCCGCGTCAATATCTCC
GCCGCGTCAATATCTCC
CCGCGTCAATATCTCC
GAAGGTATTGACGCGCCTCAATTTGAACGRGTGGCTYATATTGGAGACTTAACCATGCGATTCTGATTGAGCCGCGTCAATATCTCC

mdm-miR171a

mdm-miR171a*: AGGTATTGACGCGCCTCAATT
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>mdm-MIR171b M10023043

GSM880654_apple_flower GSM880653_apple_root GSM880655_apple_fruit  GSM880652_apple_leaf Total
18 0 0 0.

AGGTATTGACGCGCC 0. 18
AGGTATTGACGCGCCTCAATT 1.65 0.24 0 0 1.89
GTATTGACGCGCCTCA 0.18 0 0 0 0.18
GTATTGACGCGCCTCAATTT 0 0 0.22 0 0.22
TTGACGCGCCTCAATTTGAAC 0 0.05 0 0 0.05
CTCAATTTGAACGCGTGGCTA 0 4.13 0.65 6.66 11.44
CTCAATTTGAACGCGTGGCT 0 0.1 0 0.04 0.14
CTCAATTTGAACGCGTGGC 0 0.05 0 0 0.05
TCAATTTGAACGCGTGGC 0 0 0 0.04 0.04
TCAATTTGAACGCGTGGCTAA 0 0 0 0.04 0.04
TCAATTTGAACGCGTGGCTA 0 0.05 0 0 0.05
CAATTTGAACGCGTGGCTA 0 0 0 0.04 0.04
ATTTGAACGCGTGGCTAATATTGG 0.18 0 0 0.08 0.26
ATTTGAACGCGTGGCTAATAT 0 0 0 0.04 0.04
TTTGAACGCGTGGCTAATATTGGA 0 0 0 0.08 0.08
ACGCGTGGCTAATATTGGAGACTT 0 0 0 0.13 0.13
TTGGAGACTTAACCATGCGATTCTGA 0 0.05 0 0 0.05
TGGAGACTTAACCATGCGATTCTGA 0 0.05 0 0 0.05
GGAGACTTAACCATGCGATTCTGA 0 0.1 0 0.29 0.39
AGACTTAACCATGCGATTCTGATT 0 0 0.11 0 0.11
ACTTAACCATGCGATTCTGATTGA 0 0 0 0.04 0.04
ACCATGCGATTCTGATTGAGCC 0 0.19 0 0 0.19
ATTCTGATTGAGCCGCGTCAATAT 0 0.05 0 0.08 0.13
ATTGAGCCGCGTCAATATCTCC o 0.05 0 0 0.05
TTGAGCCGCGTCAATATCTCC 35.29 99.06 4.95 57.89 197.19
TTGAGCCGCGTCAATATCTC 0.92 0.58 0.11 0.92 2.53
TTGAGCCGCGTCAAT 0 0.05 0 0 0.05
TTGAGCCGCGTCAATA 0.18 0 0 0.18
TTGAGCCGCGTCAATATCT 0.18 0.24 0 0.08 0.5
TTGAGCCGCGTCAATATCTCCT 0.18 0.73 0 0.33 1.24
TTGAGCCGCGTCAATAT 1.47 0.1 0 0 1.57
TTGAGCCGCGTCAATATC 0 0.19 0 0.17 0.36
TTGAGCCGCGTCAATATCTCCTCT 0 0 0 0.04 0.04
TTGAGCCGCGTCAATATCTCCTC 0 0.05 0 0 0.05
TGAGCCGCGTCAATATCTCC 2.02 0.97 0.43 0.59 4.01
TGAGCCGCGTCAATATCTCCT 0.37 0.63 0 0.13 1.13
GAGCCGCGTCAATATCTCC 0 0.15 0 0 0.15
AGCCGCGTCAATATCTCC 0 0.05 0 0 0.05
GCCGCGTCAATATCTCC 0 0.1 0 0.08 0.18
CGCGTCAATATCTCC 0.18 0 0 0.04 0.22

C
AAGAAGGTATTGACGCGCCTCAATTTGAACGCGTGGCTAATATTGGAGACTTAACCATGCGATTCTGATTGAGCCGCGTCAATATCTCCTCTT
mdm-miR171b

mdm-miR171b*: AGGTATTGACGCGCCTCAATT



>mdm-MIR171c M10023044

TGTTGGCCCGGTTCACTCAGA

TACTGTGATGTTGGCCCGGTTCACTCAGAGAAGAAGACTACTTACTGCATTTGCATGTACGTAGATACGTACGTTGTTCTATGGTCACCTGAATCTGATTGAGCCGCGCCAATATCTCAGTG

mdm-miR171c*: TGTTGGCCCGGTTCACTCAGA

CTGATTGAGCCGCGCCAATATC
TGATTGAGCCGCGCCAA

TGATTGAGCCGCGCCAATATCT

TGATTGAGCCGCGCCA
TGATTGAGCCGCGCCAAT
TGATTGAGCCGCGCCAATATC
TGATTGAGCCGCGCC
TGATTGAGCCGCGCCAATA
TGATTGAGCCGCGCCAATAT
GATTGAGCCGCGCCAATATC
GATTGAGCCGCGCCAATAT
ATTGAGCCGCGCCAATATC
TTGAGCCGCGCCAATATC
TTGAGCCGCGCCAATAT
TTGAGCCGCGCCAATA
TGAGCCGCGCCAATATC

mdm-miR171c
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>mdm-MIR171e M10023046

TGTTGGCCCGGTTTCACTCAGA
TGTTGGCCCGGTTTCACTC
CTGATTGAGCCGCGCCAATATC
TGATTGAGCCGCGCCAATATCT
TGATTGAGCCGCGCCAAT
TGATTGAGCCGCGCCAA
TGATTGAGCCGCGCC
TGATTGAGCCGCGCCA
TGATTGAGCCGCGCCAATAT
TGATTGAGCCGCGCCAATATC
TGATTGAGCCGCGCCAATA
GATTGAGCCGCGCCAATATC
GATTGAGCCGCGCCAATAT
ATTGAGCCGCGCCAATATC
TTGAGCCGCGCCAATATC
TTGAGCCGCGCCAATAT
TTGAGCCGCGCCAATA
TGAGCCGCGCCAATATC
TGAAATAGTTACTGTGATGTTGGCCCGGTTTCACTCAGAGAGGAAGACTGCTTACTGCTGCATCTGCATGTACGTAGGAACGTACGTTGTGGTTGGTCTCCTGAATCTGATTGAGCCGCGCCAATATCTCAGTGCTCTTTCA

mdm-miR171e

mdm-miR171e*: TGTTGGCCCGGTTTCACTCAGA
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>mdm-MIR171f M10023047

GSM880654_apple_flower GSM880655_apple_fruit  GSM880652_apple_leaf GSM880653_apple_root Total
0 0 0

GGATATTGGTCCGGT 5.33 5.33
GGATATTGGTCCGGTTCAATA 16.36 1.51 0 0 17.87
GGATATTGGTCCGGTTCAAT 0.37 0.32 0 0 0.69
GGATATTGGTCCGGTTCAA 0.18 0 0 0 0.18
ATATTGGTCCGGTTCAATA 0.74 0 0 0 0.74
ATATTGGTCCGGTTCAATAAG 0 0 0.08 0 0.08
ATTGGTCCGGTTCAAT 0 0.22 0 0 0.22
CTGCTTTTTGATTGAGCCGTGCCA 0.18 0 0 0 0.18
TGATTGAGCCGTGCCAATATC 2.02 0.75 0.04 0.39 3.2
TGATTGAGCCGTGCCAATAT 0.18 0 0 0 0.18
TGATTGAGCCGTGCCAATA 0 0.11 0.04 0 0.15
GATTGAGCCGTGCCAATATC 0.18 0 0 0 0.18
TTGAGCCGTGCCAATATCACG 12.13 0.75 1.42 0 14.3
TTGAGCCGTGCCAATATCAC 0.18 0.11 0.5 0.15 0.94
TTGAGCCGTGCCAATATC 0.18 0.32 0 0 0.5
TTGAGCCGTGCCAATATCACGT 1.1 0.32 0 0 1.42
TTGAGCCGTGCCAATA 0 0.22 0.04 0 0.26
TTGAGCCGTGCCAAT 0 0 0.04 0 0.04
TTGAGCCGTGCCAATATCA 0.37 0 0.04 0 0.41
TGAGCCGTGCCAATATC 0.18 0 0 0.05 0.23
TGAGCCGTGCCAATATCACGT 0.37 0 0 0 0.37
TGAGCCGTGCCAATATCA 0.18 0 0 0 0.18
GAGCCGTGCCAATAT 0 0.11 0 0 0.11
GAGCCGTGCCAATATC 0.18 0 0 0 0.18
AGCCGTGCCAATATC 0.55 0 0 0 0.55
CCGTGCCAATATCACG 2.21 0 0 0 2.21
CGTGCCAATATCACG 0.37 0 0 0 0.37

CAGTTTGAACGGGATATTGGTCCGGTTCAATAAGAAAACAGTGCTCTAAAAGTGCTTGAGCTCTGCTTTTTGATTGAGCCGTGCCAATATCACGTGCCACTG
mdm-miR171f

mdm-miR171F*: GGATATTGGTCCGGTTCAATA



>mdm-MIR171g M10023048

TGTTGGTATGGTTCAATCAAA
AATTTGATTGAGCCGTGCCAA
ATTTGATTGAGCCGTGCCAAT
TGATTGAGCCGTGCCAATAT
TGATTGAGCCGTGCCAATATC
TGATTGAGCCGTGCCAATA
GATTGAGCCGTGCCAATATC
TTGAGCCGTGCCAATA
TTGAGCCGTGCCAATATC
TTGAGCCGTGCCAAT
TGAGCCGTGCCAATATC
GAGCCGTGCCAATAT
GAGCCGTGCCAATATC
AGCCGTGCCAATATC
GATGTTGGTATGGTTCAATCAAATAAAATCTCTCAAAATTTGGGTCCTTTAATTTGATTGAGCCGTGCCAATATC

mdm-miR171g

mdm-miR171g*: TGTTGGTATGGTTCAATCAAA
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>mdm-MIR171h M10023049

TGTTGGAATGGCTCAATCAAA
GTTGGAATGGCTCAATC
ATGGCTCAATCAAATAAAATCTCC
AATTTGATTGAGCCGTGCCAA
ATTTGATTGAGCCGTGCCAAT
TGATTGAGCCGTGCCAATATC
TGATTGAGCCGTGCCAATAT
TGATTGAGCCGTGCCAATA
GATTGAGCCGTGCCAATATC
TTGAGCCGTGCCAATATC
TTGAGCCGTGCCAATA
TTGAGCCGTGCCAAT
TGAGCCGTGCCAATATC
GAGCCGTGCCAATAT
GAGCCGTGCCAATATC
AGCCGTGCCAATATC
GATGTTGGAATGGCTCAATCAAATAAAATCTCCCAAAGGATTGGGTCTTTTAATTTGATTGAGCCGTGCCAATATC

mdm-miR171h

mdm-miR171h*: TGTTGGAATGGCTCAATCAAA
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>mdm-MIR171i M10023050

TGGTGTGATATTGGTTTTGGCT
TGGTGTGATATTGGTTTTGGCTC
TGGTGTGATATTGGTTTTGGCTCA
GGTGTGATATTGGTTTTGGCTC
TGTGATATTGGTTTTGGCTCAT
TGTGATATTGGTTTTG
TGTGATATTGGTTTTGGCTCA
TGTGATATTGGTTTTGGCTCATA
TGTGATATTGGTTTTGGCTC
GTGATATTGGTTTTGGCTCATA
GTGATATTGGTTTTGGCTC
TGATATTGGTTTTGGCTCATA
ATATTGGTTTTGGCTCAT
TTGGTTTTGGCTCATATCTCTGAT

C
TGCAAAAGCAAACATGGTGTGATATTGGTTTTGGCTCATATCTCTGATAATTAGCTTATCTTCGATCATAAATCGTCATGATGCACAACAAAGACTAGTACTACGTACTCTTTGAGATGAGCCGAACCAATATCACTCTTGTATGCTTCTTTGCA

mdm-miR171i*: GTGATATTGGTTTTGGCTCATA

TGAGCCGAACCAATATCACTC
TGAGCCGAACCAATATC
TGAGCCGAACCAATATCAC
TGAGCCGAACCAATA
TGAGCCGAACCAATATCACT
TGAGCCGAACCAATATCA
GAGCCGAACCAATATCACT
GAGCCGAACCAATATCACTC
GAGCCGAACCAATATCA
AGCCGAACCAATATC
AGCCGAACCAATATCACTC
AGCCGAACCAATATCA
AGCCGAACCAATATCACTCTTG
AGCCGAACCAATATCACTCTT
GCCGAACCAATATCACTCTTG
CCGAACCAATATCACTC
CGAACCAATATCACTCT

mdm-miR171i
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>mdm-MIR171j M10023051

CGATGTTGGTGAGGTTCAATC
CGATGTTGGTGAGGTTCA
CGATGTTGGTGAGGTTC
CGATGTTGGTGAGGTTCAA
GATGTTGGTGAGGTTCAA
GATGTTGGTGAGGTTCAATCC
ATGTTGGTGAGGTTCAATCCGA
ATGTTGGTGAGGTTCAATCCG
AGATTGAGCCGCGCCAATATCA
AGATTGAGCCGCGCCAATATC
AGATTGAGCCGCGCCAATAT
GATTGAGCCGCGCCAATATC
GATTGAGCCGCGCCAATAT
ATTGAGCCGCGCCAATATC
TTGAGCCGCGCCAATA
TTGAGCCGCGCCAATATCACT
TTGAGCCGCGCCAATATCAC
TTGAGCCGCGCCAATAT
TTGAGCCGCGCCAATATC
TTGAGCCGCGCCAATATCA
TGAGCCGCGCCAATATC
GCCGCGCCAATATCACT
CCGCGCCAATATCACT
AGCGATGTTGGTGAGGTTCAATCCGAAGACAGATTTGCACATYCCCGCCCGCGTAAATTGATCTCAGATTGAGCCGCGCCAATATCACT

mdm-miR171j

mdm-miR171j*: CGATGTTGGTGAGGTTCAATC
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>mdm-MIR171k M10023052

GSM880653_apple_root GSM880655_apple_fruit  GSM880652_apple_leaf GSM880654_apple_flower Total
0! 0 0 0 0.0!

AGAAAGCGATGTTGGTGAGGT 0.05 5
AAGCGATGTTGGTGAGGTTCAAT 0 0.11 0 0 0.11
AAGCGATGTTGGTGAGGTTCAATC 0.15 0 0 0 0.15
AAGCGATGTTGGTGAGGTTCA 0.05 0 0 0 0.05

CGATGTTGGTGAGGTTCAATC 1.41 0.22 0.25 0.18 2.06
CGATGTTGGTGAGGTTCAA 0.05 0 0 0 0.05
CGATGTTGGTGAGGTTC 0 0 0 0.18 0.18
CGATGTTGGTGAGGTTCA 0.05 0 0 0 0.05
GATGTTGGTGAGGTTCAATCC 0.1 0 0 0 0.1
GATGTTGGTGAGGTTCAA 0 0 0 0.18 0.18
ATGTTGGTGAGGTTCAATCCG 0 0 0 0.55 0.55
ATGTTGGTGAGGTTCAATCCGA 0.1 0 0 0 0.1
AGATTGAGCCGCGCCAATATC 0.05 0 0 0 0.05
AGATTGAGCCGCGCCAATATCA 0.05 0 0 0.37 0.42
AGATTGAGCCGCGCCAATAT 0 0 0 0.18 0.18
GATTGAGCCGCGCCAATATC 0 1.62 0.08 1.65 3.35
GATTGAGCCGCGCCAATAT 0 0.32 0 0.18 0.5
ATTGAGCCGCGCCAATATC 0 0.11 0 0 0.11
TTGAGCCGCGCCAATATCAC 0.05 0.11 0 0 0.16
TTGAGCCGCGCCAATATCACT 3.06 1.4 0.8 1.84 7.1
TTGAGCCGCGCCAATAT 0 0.32 0 0 0.32
TTGAGCCGCGCCAATA 0 0.32 0 0 0.32
TTGAGCCGCGCCAATATC 0 1.62 0 0.74 2.36
TTGAGCCGCGCCAATATCA 0.05 0 0 0 0.05
TTGAGCCGCGCCAATATCACTT 0.19 0 0 0.18 0.37
TGAGCCGCGCCAATATC 0 2.15 0 0.55 2.7
TGAGCCGCGCCAATATCACTT 0.05 0 0 0 0.05
GCCGCGCCAATATCACT 0.05 0 0 0 0.05
CCGCGCCAATATCACT 0 0 0 0.37 0.37

GAGAAAGCGATGTTGGTGAGGTTCAATCCGAAGACAGATTTACACATCCCTGCTGGCGTAAATTGATCTCAGATTGAGCCGCGCCAATATCACTTTCTT
mdm-miR171k

mdm-miR171k*: CGATGTTGGTGAGGTTCAATC



>mdm-MIR1711 M10023053

AGAAAGCGATGTTGGTGAGGT
AAGCGATGTTGGTGAGGTTCAAT
AAGCGATGTTGGTGAGGTTCAATC
AAGCGATGTTGGTGAGGTTCA

CGATGTTGGTGAGGTTCAATC
CGATGTTGGTGAGGTTCAA
CGATGTTGGTGAGGTTC
CGATGTTGGTGAGGTTCA
GATGTTGGTGAGGTTCAATCC
GATGTTGGTGAGGTTCAA
ATGTTGGTGAGGTTCAATCCG
ATGTTGGTGAGGTTCAATCCGA

C
GAGAAAGCGATGTTGGTGAGGTTCAATCCGAAGACAGATTTACACATCCCTGCTGGCGTAAATTGATCTCAGATTGAGCCGCGCCAATATCACTTTCTT

mdm-miR1711*: CGATGTTGGTGAGGTTCAATC

AGATTGAGCCGCGCCAATATC
AGATTGAGCCGCGCCAATATCA
AGATTGAGCCGCGCCAATAT
GATTGAGCCGCGCCAATATC
GATTGAGCCGCGCCAATAT
ATTGAGCCGCGCCAATATC
TTGAGCCGCGCCAATATCAC
TTGAGCCGCGCCAATATCACT
TTGAGCCGCGCCAATAT
TTGAGCCGCGCCAATA
TTGAGCCGCGCCAATATC
TTGAGCCGCGCCAATATCA
TTGAGCCGCGCCAATATCACTT
TGAGCCGCGCCAATATC
TGAGCCGCGCCAATATCACTT
GCCGCGCCAATATCACT
CGCGCCAATATCACT

mdm-miR1711
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>mdm-MIR171m M10023054

TGGGATGTTGGAATGGCTCAA
GGGATGTTGGAATGGCTCAA
GGGATGTTGGAATGGCTCAAT
GGATGTTGGAATGGCTCAATC
GGATGTTGGAATGGCTCAA
GGATGTTGGAATGGCTCAAT
GGATGTTGGAATGGCTCAATCAAA
TGTTGGAATGGCTCAATCAAA
GTTGGAATGGCTCAATC
ATGGCTCAATCAAATAAAATCTCC
AATTTGATTGAGCCGTGCCAA
ATTTGATTGAGCCGTGCCAAT
TGATTGAGCCGTGCCAATATC
TGATTGAGCCGTGCCAATA
TGATTGAGCCGTGCCAATAT
GATTGAGCCGTGCCAATATC
TTGAGCCGTGCCAAT
TTGAGCCGTGCCAATATCACA
TTGAGCCGTGCCAATATCA
TTGAGCCGTGCCAATATCAC
TTGAGCCGTGCCAATA
TTGAGCCGTGCCAATATC
TGAGCCGTGCCAATATCA
TGAGCCGTGCCAATATCACA
TGAGCCGTGCCAATATC
GAGCCGTGCCAATATC
GAGCCGTGCCAATAT
AGCCGTGCCAATATC
CCGTGCCAATATCACA

TGGGATGTTGGAATGGCTCAATCAAATAAAATCTCCCAAAGGATTGGGTCTTTTAATTTGATTGAGCCGTGCCAATATCACA

mdm-miR171m

mdm-miR171m*: GGATGTTGGAATGGCTCAATC

GSM880653_apple_root
0.05

00000000000 WOOO0O00000000OUIWO

05
4

05
15
1

05
63
05

1

39
39

31
15

05

GSM880652_apple_leaf
0

=}
=

[=¥=]
PN

cwoRro
2T Rws

0000000000000 0O0000O0000000000

GSM880654_apple_flower GSM880655_apple_fruit
0 0

.
©

[N}

75
11

15

11
32
43

11

OO0000000O00000O0OONOO0000000000
000000000 ONOOOO0000000000000

QU RPREEE PO B O
G0l o@®®® NG ©®®

To
0.

0000000000000 OWOOO0000OUIWO



>mdm-MIR171n M10023055

GSM880653_apple_root GSM880652_apple_leaf GSM880655_apple_fruit  GSM880654_apple_flower Total
05 0 0

TGGGATGTTGGTATGGTTCA 0. 0 0.05
TGGGATGTTGGTATGGTTCAA 5.59 0.84 0o 0 6.43
GGGATGTTGGTATGGTTCAA 0.1 0 0 0 0.1

GGGATGTTGGTATGGTTCAAT 0.53 0.25 0.22 0 1
GGATGTTGGTATGGTTCAATC 0.92 0 1.29 0 2.21
GGATGTTGGTATGGTTCAA 0.1 0 0 0 0.1

TGTTGGTATGGTTCAATCAAA 0.1 0.04 0.11 0 0.25
AATTTGATTGAGCCGTGCCAA 0.1 0 0o 0 0.1
ATTTGATTGAGCCGTGCCAAT 0.39 0 0o 0 0.39
TGATTGAGCCGTGCCAATA 0 0.04 0.11 0 0.15
TGATTGAGCCGTGCCAATATC 0.39 0.04 0.75 2.02 3.2
TGATTGAGCCGTGCCAATAT 0 0 0o 0.18 0.18
GATTGAGCCGTGCCAATATC 0 0 0 0.18 0.18
TTGAGCCGTGCCAATATCACA 3.31 0.13 2.15 0.55 6.14
TTGAGCCGTGCCAATATCAC 0.15 0.5 0.11 0.18 0.94
TTGAGCCGTGCCAATA 0 0.04 0.22 0 0.26
TTGAGCCGTGCCAATATC 0 0 0.32 0.18 0.5
TTGAGCCGTGCCAATATCA 0 0.04 0o 0.37 0.41
TTGAGCCGTGCCAAT 0 0.04 0o 0 0.04
TGAGCCGTGCCAATATC 0.05 0 0o 0.18 0.23
TGAGCCGTGCCAATATCACA 0 0 0.43 0.18 0.61
TGAGCCGTGCCAATATCA 0 0 0o 0.18 0.18
GAGCCGTGCCAATAT 0 0 0.11 0 0.11
GAGCCGTGCCAATATC 0 0 0o 0.18 0.18
AGCCGTGCCAATATC 0 0 0 0.55 0.55
CGTGCCAATATCACA 0o 0 0o 0.55 0.55

C
TGGGATGTTGGTATGGTTCAATCAAATAAAATCTCTCAAAATTTGGGTCCTTTAATTTGATTGAGCCGTGCCAATATCACA
mdm-miR171n

mdm-miR171n*: GGATGTTGGTATGGTTCAATC



>mdm-MIR172b M10023057

GSM880653_apple_root GSM880654_apple_flower GSM880655_apple_fruit  GSM880652_apple_leaf Total
05 0 0 0

TTTGCGGGTGGAGCATCTTCA 0. 0.05
GGAGCATCTTCAAGATTCAC 0.39 0 0.11 0 0.5
GGAGCATCTTCAAGATTCACA 0.53 21.5 4.95 0 26.98

GAGCATCTTCAAGATTCACA 0 0.18 0 0 0.18
CATCTTCAAGATTCAC 0.05 0 0 0 0.05
TTAGCCCCATTTGATGATATGAGAATCTTGA 0 0 0.11 0 0.11
TGAGAATCTTGATGATGCTGCA 0 0 0 0.17 0.17
GAGAATCTTGATGATGCTGCAG 0 0.18 0 0 0.18
GAGAATCTTGATGATGCTGCA 0.15 1.65 0.11 0.88 2.79
AGAATCTTGATGATG 0 0.18 0.22 0.13 0.53
AGAATCTTGATGATGCTG 0.05 6.06 0.75 0.04 6.9
AGAATCTTGATGATGCTGCA 0.24 9.92 2.26 10.26 22.68
AGAATCTTGATGATGCTGCAG 13.51 449.88 47.72 1.38 512.49
AGAATCTTGATGATGCTGCAGC 0 0.11 0 0.11
AGAATCTTGATGATGC 0 11.76 0.86 0.13 12.75
AGAATCTTGATGATGCTGC 0.05 6.98 2.15 0.21 9.39
AGAATCTTGATGATGCT 0 15.25 1.51 0.13 16.89
GAATCTTGATGATGCTG 0 0.37 0 0 0.37
GAATCTTGATGATGCTGCAG 0.15 1.1 0 0 1.25
GAATCTTGATGATGCTGCA 0 0 0.22 0 0.22
GAATCTTGATGATGCTGC 0 0.18 0 0 0.18
GAATCTTGATGATGCT 0 0 0.11 0 0.11
AATCTTGATGATGCT 0 0.74 0 0 0.74
AATCTTGATGATGCTG 0 0 0.11 0 0.11
AATCTTGATGATGCTGCAG 0 0.37 0 0 0.37
AATCTTGATGATGCTGC 0 0 0.11 0 0.11
ATCTTGATGATGCTGC 0 0.18 0 0 0.18
TCTTGATGATGCTGCAG 0.05 0.18 0 0 0.23
TCTTGATGATGCTGC 0 0.18 0 0 0.18
CTTGATGATGCTGCAG 0o 0.18 0 0 0.18

AGTCACTTTTTGCGGGTGGAGCATCTTCAAGATTCACAATCTTATTTGGGCTCCAATTTTAGCCCCATTTGATGATATGAGAATCTTGATGATGCTGCAGCGGCAATAAATGACT
mdm-miR172b

mdm-miR172b*-
mdm-miR172b*-

GAGCATCTTCAAGATTCACA
GGAGCATCTTCAAGATTCACA




>mdm-MIR172c M10023058

CTTTTTGCGGGTGGAGCATCAT
CGGGTGGAGCATCATCAAGATT
GGAGCATCATCAAGATTCAC
GGAGCATCATCAAGATTCACA
GGAGCATCATCAAGATTCA
GAGCATCATCAAGATTCACA
GCATCATCAAGATTCACA

GGTCACTTTTTGCGGGTGGAGCATCATCAAGATTCACAATCTTACTTGGGTTCTAGTTTTAACCCCATTTGATGATATGAGAATCTTGATGATGCTGCAGCAGCAATAAATGACT

172c*-1: GAGCATCATCAAGATTCACA
172c*-2: GGAGCATCATCAAGATTCACA

TGAGAATCTTGATGATGCTGCA
GAGAATCTTGATGATGCTGCA
GAGAATCTTGATGATGCTGCAG
AGAATCTTGATGATGCTGCAGC
AGAATCTTGATGATGCTGC
AGAATCTTGATGATG
AGAATCTTGATGATGCT
AGAATCTTGATGATGCTGCAG
AGAATCTTGATGATGCTGCA
AGAATCTTGATGATGCTG
AGAATCTTGATGATGC
GAATCTTGATGATGCT
GAATCTTGATGATGCTGCA
GAATCTTGATGATGCTG
GAATCTTGATGATGCTGCAG
GAATCTTGATGATGCTGC
AATCTTGATGATGCTGC
AATCTTGATGATGCTG
AATCTTGATGATGCT
AATCTTGATGATGCTGCAG
ATCTTGATGATGCTGC
TCTTGATGATGCTGCAG
TCTTGATGATGCTGC
CTTGATGATGCTGCAG

mdm-miR172c
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>mdm-MIR172d M10023059

GSM880653_apple_root GSM880652_apple_leaf GSM880655_apple_fruit  GSM880654_apple_flower Total
1 0.42 3.91 2.57 27

GCAGCATCATCAAGATTCACA - -
GCAGCATCATCAAGATTCAC 0.05 0.13 1.08 0.74 2
GCAGCATCATCAAGA 0 0 0.22 0 0.22
GCAGCATCATCAAGATTC 0 0 0.11 0 0.11
GCAGCATCATCAAGATT 0 0 0.22 0 0.22
CAGCATCATCAAGAT 0 0 0 0.18 0.18
CAGCATCATCAAGATTCACAA 0 0.63 1.51 0.18 2.32
CAGCATCATCAAGATTCA 0 0 0.11 0 0.11
CAGCATCATCAAGATTCACA 0 0 0.22 0 0.22
GCATCATCAAGATTCACA 0 0 0.43 0.18 0.61
TCGATTGAACTCGAGGAGTTGA 0 0.04 0 0 0.04
GGAGTTGAGAATCTTGATGATGCTGCAT 0 0.04 0 0 0.04
TGAGAATCTTGATGATGCTGCA 0 0.17 0 0 0.17
TGAGAATCTTGATGATGCTGCAT 0 0.08 0 0 0.08
GAGAATCTTGATGATGCTGCA 0.15 0.88 0.11 1.65 2.79
GAGAATCTTGATGATGCTGCAT 0 0.21 0 0 0.21
AGAATCTTGATGATGCT 0 0.13 1.51 15.25 16.89
AGAATCTTGATGATGCTGCATC 0 0.13 0.22 1.47 1.82
AGAATCTTGATGATGCTGCAT 65.03 2186 186.67 548.57 2986.27
AGAATCTTGATGATG 0 0.13 0.22 0.18 0.53
AGAATCTTGATGATGCTGC 0.05 0.21 2.15 6.98 9.39
AGAATCTTGATGATGCTG 0.05 0.04 0.75 6.06 6.9
AGAATCTTGATGATGC 0 0.13 0.86 11.76 12.75
AGAATCTTGATGATGCTGCA 0.24 10.26 2.26 9.92 22.68
AGAATCTTGATGATGCTGCATCA 0 0.08 0 0 0.08
GAATCTTGATGATGCTGCA 0 0 0.22 0 0.22
GAATCTTGATGATGCTGCAT 0.29 7.79 0.43 2.21 10.72
GAATCTTGATGATGCT 0 0 0.11 0 0.11
GAATCTTGATGATGCTGCATC 0 0 0.11 0 0.11
GAATCTTGATGATGCTGC 0 0 0 0.18 0.18
GAATCTTGATGATGCTG 0 0 0 0.37 0.37
AATCTTGATGATGCTGCAT 0 0.54 0.54 1.47 2.55
AATCTTGATGATGCTG 0 0 0.11 0 0.11
AATCTTGATGATGCTGC 0 0 0.11 0 0.11
AATCTTGATGATGCT 0 0 0 0.74 0.74
ATCTTGATGATGCTGCAT 0 0.88 0.11 0.37 1.36
ATCTTGATGATGCTGC 0 0 0 0.18 0.18
TCTTGATGATGCTGCAT 0 2.34 0.22 0.37 2.93
TCTTGATGATGCTGC 0 0 0 0.18 0.18
CTTGATGATGCTGCAT 0 0.8 0.22 0.37 1.39
TTGATGATGCTGCAT 0 0.59 0 0.18 0.77

AGTCATTGTTTGCGGGTGCAGCATCATCAAGATTCACAAGTGAGTAGTGTGACATGATTTAATCGATTTAGTCATGTCGATTGAACTCGAGGAGTTGAGAATCTTGATGATGCTGCATCAGCAATAGCTGACT
mdm-miR172d

mdm-miR172d*: GCAGCATCATCAAGATTCACA



>mdm-MIR172e M10023060

GSM880652_apple_leaf GSM880654_apple_flower GSM880653_apple_root GSM880655_apple_fruit  Total
0 0

GCCGCATCACCAAGATTCTT 0.75 0 0.75
GCCGCATCACCAAGATTCT 0.38 0 0 0 0.38
GCCGCATCACCAAGATTCTTAA 0.21 0 0 0 0.21
GCCGCATCACCAAGATTC 0.08 0 0 0 0.08
GCCGCATCACCAAGATTCTTA 42.32 0 0 0 42.32
CCGCATCACCAAGATTCTTAAG 0.67 0.74 0 0 1.41
CCGCATCACCAAGATTCTTA 3.18 1.29 0 0 4.47
CCGCATCACCAAGATTCTTAA 4.48 0.18 0 0 4.66
CGCATCACCAAGATTCTTA 0.08 0 0 0 0.08
GCATCACCAAGATTCTTA 0.13 0 0 0 0.13
ATCACCAAGATTCTTA 0.04 0 0 0 0.04
TAATTGATTTAGTTATGCCGAT 0.08 0 0 0 0.08
GGAGTTGAGAATCTTGATGATGCTGCAT 0.04 0 0 0 0.04
TGAGAATCTTGATGATGCTGCA 0.17 0 0 0 0.17
TGAGAATCTTGATGATGCTGCAT 0.08 0 0 0 0.08
GAGAATCTTGATGATGCTGCA 0.88 1.65 0.15 0.11 2.79
GAGAATCTTGATGATGCTGCAT 0.21 0 0 0 0.21
AGAATCTTGATGATGCTG 0.04 6.06 0.05 0.75 6.9
AGAATCTTGATGATG 0.13 0.18 0 0.22 0.53
AGAATCTTGATGATGCT 0.13 15.25 0 1.51 16.89
AGAATCTTGATGATGCTGC 0.21 6.98 0.05 2.15 9.39
AGAATCTTGATGATGC 0.13 11.76 0 0.86 12.75
AGAATCTTGATGATGCTGCATC 0.13 1.47 0 0.22 1.82
AGAATCTTGATGATGCTGCA 10.26 9.92 0.24 2.26 22.68
AGAATCTTGATGATGCTGCAT 2186 548.57 65.03 186.67 2986.27
AGAATCTTGATGATGCTGCATCA 0.08 0 0 0 0.08
GAATCTTGATGATGCTGCAT 7.79 2.21 0.29 0.43 10.72
GAATCTTGATGATGCTGC 0 0.18 0 0 0.18
GAATCTTGATGATGCTGCA 0 0 0 0.22 0.22
GAATCTTGATGATGCT 0 0 0 0.11 0.11
GAATCTTGATGATGCTG 0 0.37 0 0 0.37
GAATCTTGATGATGCTGCATC 0 0 0 0.11 0.11
AATCTTGATGATGCTGCAT 0.54 1.47 0 0.54 2.55
AATCTTGATGATGCTG 0 0 0 0.11 0.11
AATCTTGATGATGCT 0 0.74 0 0 0.74
AATCTTGATGATGCTGC 0 0 0 0.11 0.11
ATCTTGATGATGCTGCAT 0.88 0.37 0 0.11 1.36
ATCTTGATGATGCTGC 0 0.18 0 0 0.18
TCTTGATGATGCTGCAT 2.34 0.37 0 0.22 2.93
TCTTGATGATGCTGC 0 0.18 0 0 0.18
CTTGATGATGCTGCAT 0.8 0.37 0 0.22 1.39
TTGATGATGCTGCAT 0.59 0.18 0 0 0.77

AGTCATTGTTTGCGGGTGCCGCATCACCAAGATTCTTAAGTGAGTAGTGTGACATGATTTAATTGATTTAGTTATGCCGATCGGCTCACGGAGTTGAGAATCTTGATGATGCTGCATCAGCGATGGATGACT
mdm-miR172e

mdm-miR172e*: GCCGCATCACCAAGATTCTTA



>mdm-MIR172F M10023061
GSM880653_apple_root GSM880652_apple_leaf GSMB880655_apple_fruit  GSM880654_apple_flower Total
1 .42 .57

GCAGCATCATCAAGATTCACA 0. 23.91 27
GCAGCATCATCAAGATTCAC 0.05 0.13 1.08 0.74 2
GCAGCATCATCAAGA 0 0 0.22 0 0.22
GCAGCATCATCAAGATTC 0 0 0.11 0 0.11
GCAGCATCATCAAGATT 0 0 0.22 0 0.22
CAGCATCATCAAGAT 0 0 0 0.18 0.18
CAGCATCATCAAGATTCACAA 0 0.63 1.51 0.18 2.32
CAGCATCATCAAGATTCA 0 0 0.11 0 0.11
CAGCATCATCAAGATTCACA 0 0 0.22 0 0.22
GCATCATCAAGATTCACA 0 0 0.43 0.18 0.61
TCGATTGAACTCGAGGAGTTGA 0 0.04 0 0 0.04
GGAGTTGAGAATCTTGATGATGCTGCAT 0 0.04 0 0 0.04
TGAGAATCTTGATGATGCTGCA 0 0.17 0 0 0.17
TGAGAATCTTGATGATGCTGCAT 0 0.08 0 0 0.08
GAGAATCTTGATGATGCTGCA 0.15 0.88 0.11 1.65 2.79
GAGAATCTTGATGATGCTGCAT 0 0.21 0 0 0.21
AGAATCTTGATGATGCT 0 0.13 1.51 15.25 16.89
AGAATCTTGATGATGCTGCATC 0 0.13 0.22 1.47 1.82
AGAATCTTGATGATGCTGCAT 65.03 2186 186.67 548.57 2986.27
AGAATCTTGATGATG 0 0.13 0.22 0.18 0.53
AGAATCTTGATGATGCTGC 0.05 0.21 2.15 6.98 9.39
AGAATCTTGATGATGCTG 0.05 0.04 0.75 6.06 6.9
AGAATCTTGATGATGC 0 0.13 0.86 11.76 12.75
AGAATCTTGATGATGCTGCA 0.24 10.26 2.26 9.92 22.68
AGAATCTTGATGATGCTGCATCA 0 0.08 0 0 0.08
GAATCTTGATGATGCTGCA 0 0 0.22 0 0.22
GAATCTTGATGATGCTGCAT 0.29 7.79 0.43 2.21 10.72
GAATCTTGATGATGCT 0 0 0.11 0 0.11
GAATCTTGATGATGCTGCATC 0 0 0.11 0 0.11
GAATCTTGATGATGCTGC 0 0 0 0.18 0.18
GAATCTTGATGATGCTG 0 0 0 0.37 0.37
AATCTTGATGATGCTGCAT 0 0.54 0.54 1.47 2.55
AATCTTGATGATGCTG 0 0 0.11 0 0.11
AATCTTGATGATGCTGC 0 0 0.11 0 0.11
AATCTTGATGATGCT 0 0 0 0.74 0.74
ATCTTGATGATGCTGCAT 0 0.88 0.11 0.37 1.36
ATCTTGATGATGCTGC 0 0 0 0.18 0.18
TCTTGATGATGCTGCAT 0 2.34 0.22 0.37 2.93
TCTTGATGATGCTGC 0 0 0 0.18 0.18
CTTGATGATGCTGCAT 0 0.8 0.22 0.37 1.39
TTGATGATGCTGCAT 0 0.59 0 0.18 0.77

AGTCATTGTTTGCGGGTGCAGCATCATCAAGATTCACAAGTGAGTAGTGTGACATGATTTAATCGATTTAGTCATGTCGATTGAACTCGAGGAGTTGAGAATCTTGATGATGCTGCATCAGCAATAGCTGACT
mdm-miR172F

mdm-miR172F*: GCAGCATCATCAAGATTCACA



>mdm-MIR172i M10023064

GSM880652_apple_leaf GSM880653_apple_root GSM880655_apple_fruit  GSM880654_apple_flower Total
0.04 0 0 0 0.04

CAGTATTCGCGGGTGCAGCATCATC

GCAGCATCATCAAGATTCAC 0.13 0.05 1.08 0.74 2
GCAGCATCATCAAGATTCACA 0.42 0.1 23.91 2.57 27
GCAGCATCATCAAGATTCACAT 0 0 0.32 0.18 0.5
GCAGCATCATCAAGATT 0 0 0.22 0 0.22
GCAGCATCATCAAGATTC 0 0 0.11 0 0.11
GCAGCATCATCAAGA 0 0 0.22 0 0.22
CAGCATCATCAAGATTCACAT 0.17 0 3.34 2.02 5.53
CAGCATCATCAAGATTCACA 0 0 0.22 0 0.22
CAGCATCATCAAGATTCA 0 0 0.11 0 0.11
CAGCATCATCAAGAT 0 0 0 0.18 0.18
AGCATCATCAAGATTCACAT 0 0 0 0.18 0.18
GCATCATCAAGATTCACA 0 0 0.43 0.18 0.61
CATCATCAAGATTCACAT 0 0 0 0.18 0.18
GGGAATCTTGATGATGCTGCA 0 0.05 0 0 0.05
GGGAATCTTGATGATGCTGCAT 0.17 0.1 0.11 0 0.38
GGGAATCTTGATGATGCTGC 0 0.05 0 0 0.05
GGAATCTTGATGATGCTGCAT 8.62 0.34 26.82 52.01 87.79
GGAATCTTGATGATGC 0 0 0 0.18 0.18
GGAATCTTGATGATGCTGCA 0.04 0 0.22 0.18 0.44
GGAATCTTGATGATGCT 0 0 0.22 0.37 0.59
GGAATCTTGATGATGCTGC 0 0 0.43 0.37 0.8
GGAATCTTGATGATGCTG 0 0 0 0.37 0.37
GAATCTTGATGATGCTGCATC 0 0 0.11 0 0.11
GAATCTTGATGATGCTGCAT 7.79 0.29 0.43 2.21 10.72
GAATCTTGATGATGCTG 0 0 0 0.37 0.37
GAATCTTGATGATGCT 0 0 0.11 0 0.11
GAATCTTGATGATGCTGCA 0 0 0.22 0 0.22
GAATCTTGATGATGCTGC 0 0 0 0.18 0.18
AATCTTGATGATGCT 0 0 0 0.74 0.74
AATCTTGATGATGCTGC 0 0 0.11 0 0.11
AATCTTGATGATGCTG 0 0 0.11 0 0.11
AATCTTGATGATGCTGCAT 0.54 0 0.54 1.47 2.55
ATCTTGATGATGCTGCAT 0.88 0 0.11 0.37 1.36
ATCTTGATGATGCTGC 0 0 0 0.18 0.18
TCTTGATGATGCTGCAT 2.34 0 0.22 0.37 2.93
TCTTGATGATGCTGC 0 0 0 0.18 0.18
CTTGATGATGCTGCAT 0.8 0 0.22 0.37 1.39
TTGATGATGCTGCAT 0.59 0 0 0.18 0.77

AGTCAGTATTCGCGGGTGCAGCATCATCAAGATTCACATACAGGCAAGGGGGCTACCTTTATCGATCGAGTAAATTGTTACCGCACCAATAAGAATATTTCCTTCAACTTCCTTTTGTACTTGAAAGGTAGTTCCTTCGAAGTGGGAATCTTGATGATGCTGCATCAGCTGGTACATGACT
mdm-miR172i

mdm-miR172i*: GCAGCATCATCAAGATTCACA



>mdm-MIR172j M10023065

CAGTATTCGCGGGTGCAGCATCATC
GCAGCATCATCAAGATTCAC
GCAGCATCATCAAGATTCACA
GCAGCATCATCAAGATTCACAT
GCAGCATCATCAAGATT
GCAGCATCATCAAGATTC
GCAGCATCATCAAGA

CAGCATCATCAAGATTCACAT
CAGCATCATCAAGATTCACA
CAGCATCATCAAGATTCA
CAGCATCATCAAGAT
AGCATCATCAAGATTCACAT
GCATCATCAAGATTCACA
CATCATCAAGATTCACAT

AGTCAGTATTCGCGGGTGCAGCATCATCAAGATTCACATACAGGCAAGGGGGCTACCTTTATCGATCGAGTAAATTGTTACCGCACCAATAAGAATATTTCCTTCAACTTCCTTTTGTACTTGAAAGGTAGTTCCTTCGAAGTGGGAATCTTGATGATGCTGCATCAGCTGGTACATGACT

172j*: GCAGCATCATCAAGATTCACA

GGGAATCTTGATGATGCTGCA
GGGAATCTTGATGATGCTGCAT
GGGAATCTTGATGATGCTGC
GGAATCTTGATGATGCTGCAT
GGAATCTTGATGATGC
GGAATCTTGATGATGCTGCA
GGAATCTTGATGATGCT
GGAATCTTGATGATGCTGC
GGAATCTTGATGATGCTG
GAATCTTGATGATGCTGCATC
GAATCTTGATGATGCTGCAT
GAATCTTGATGATGCTG
GAATCTTGATGATGCT
GAATCTTGATGATGCTGCA
GAATCTTGATGATGCTGC
AATCTTGATGATGCT
AATCTTGATGATGCTGC
AATCTTGATGATGCTG
AATCTTGATGATGCTGCAT
ATCTTGATGATGCTGCAT
ATCTTGATGATGCTGC
TCTTGATGATGCTGCAT
TCTTGATGATGCTGC
CTTGATGATGCTGCAT
TTGATGATGCTGCAT

mdm-miR172j
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>mdm-MIR172k M10023066

GSM880652_apple_leaf GSM880653_apple_root GSM880655_apple_fruit  GSM880654_apple_flower Total
0.04 0 0 0 0.04

CAGTATTCGCGGGTGCAGCATCATC

GCAGCATCATCAAGATTCAC 0.13 0.05 1.08 0.74 2
GCAGCATCATCAAGATTCACA 0.42 0.1 23.91 2.57 27
GCAGCATCATCAAGATTCACAT 0 0 0.32 0.18 0.5
GCAGCATCATCAAGATT 0 0 0.22 0 0.22
GCAGCATCATCAAGATTC 0 0 0.11 0 0.11
GCAGCATCATCAAGA 0 0 0.22 0 0.22
CAGCATCATCAAGATTCACAT 0.17 0 3.34 2.02 5.53
CAGCATCATCAAGATTCACA 0 0 0.22 0 0.22
CAGCATCATCAAGATTCA 0 0 0.11 0 0.11
CAGCATCATCAAGAT 0 0 0 0.18 0.18
AGCATCATCAAGATTCACAT 0 0 0 0.18 0.18
GCATCATCAAGATTCACA 0 0 0.43 0.18 0.61
CATCATCAAGATTCACAT 0 0 0 0.18 0.18
GGGAATCTTGATGATGCTGCA 0 0.05 0 0 0.05
GGGAATCTTGATGATGCTGCAT 0.17 0.1 0.11 0 0.38
GGGAATCTTGATGATGCTGC 0 0.05 0 0 0.05
GGAATCTTGATGATGCTGCAT 8.62 0.34 26.82 52.01 87.79
GGAATCTTGATGATGC 0 0 0 0.18 0.18
GGAATCTTGATGATGCTGCA 0.04 0 0.22 0.18 0.44
GGAATCTTGATGATGCT 0 0 0.22 0.37 0.59
GGAATCTTGATGATGCTGC 0 0 0.43 0.37 0.8
GGAATCTTGATGATGCTG 0 0 0 0.37 0.37
GAATCTTGATGATGCTGCATC 0 0 0.11 0 0.11
GAATCTTGATGATGCTGCAT 7.79 0.29 0.43 2.21 10.72
GAATCTTGATGATGCTG 0 0 0 0.37 0.37
GAATCTTGATGATGCT 0 0 0.11 0 0.11
GAATCTTGATGATGCTGCA 0 0 0.22 0 0.22
GAATCTTGATGATGCTGC 0 0 0 0.18 0.18
AATCTTGATGATGCT 0 0 0 0.74 0.74
AATCTTGATGATGCTGC 0 0 0.11 0 0.11
AATCTTGATGATGCTG 0 0 0.11 0 0.11
AATCTTGATGATGCTGCAT 0.54 0 0.54 1.47 2.55
ATCTTGATGATGCTGCAT 0.88 0 0.11 0.37 1.36
ATCTTGATGATGCTGC 0 0 0 0.18 0.18
TCTTGATGATGCTGCAT 2.34 0 0.22 0.37 2.93
TCTTGATGATGCTGC 0 0 0 0.18 0.18
CTTGATGATGCTGCAT 0.8 0 0.22 0.37 1.39
TTGATGATGCTGCAT 0.59 0 0 0.18 0.77

AGTCAGTATTCGCGGGTGCAGCATCATCAAGATTCACATACAGGCAAGGGGGCTACCTTTATCGATCGAGTAAATTGTTACCGCACCAATAAGAATATTTCCTTCAACTTCCTTTTGTACTTGAAAGGTAGTTCCTTCGAAGTGGGAATCTTGATGATGCTGCATCAGCTGGTACATGACT
mdm-miR172k

mdm-miR172k*: GCAGCATCATCAAGATTCACA



>mdm-MIR1721

M10023067

CAGTATTCGCGGGTGCAGCATCATC

AGTCAGTATTCGCGGGTGCAGCATCATCAAGATTCACATACCTTAGCAAGGGGGCTACCTTTAGCGATCGAGTAAATTGGTACCACACCAATATGAATATTCCTTCAACTTCCTTTTGTACTTGAAAGGTAGTTYCTTCGAAGTGGGAATCTTGATGATGCTGCAGCAGCTGGTACATGACT

mdm-miR1721*:

GCAGCATCATCAAGATTCAC

GCAGCATCATCAAGATTCACAT

GCAGCATCATCAAGATTCACA
GCAGCATCATCAAGATT
GCAGCATCATCAAGATTC
GCAGCATCATCAAGA
CAGCATCATCAAGATTCACA
CAGCATCATCAAGATTCA

CAGCATCATCAAGATTCACAT

CAGCATCATCAAGAT

AGCATCATCAAGATTCACAT

GCATCATCAAGATTCACA

CATCATCAAGATTCACAT

GCAGCATCATCAAGATTCACA

GGGAATCTTGATGATGCTGC
GGGAATCTTGATGATGCTGCA
GGAATCTTGATGATGCTGCA
GGAATCTTGATGATGCTGCAG
GGAATCTTGATGATGCTGC
GGAATCTTGATGATGCT
GGAATCTTGATGATGCTG
GGAATCTTGATGATGC
GAATCTTGATGATGCTG
GAATCTTGATGATGCTGCAG
GAATCTTGATGATGCT
GAATCTTGATGATGCTGCA
GAATCTTGATGATGCTGC
AATCTTGATGATGCTG
AATCTTGATGATGCTGC
AATCTTGATGATGCT
AATCTTGATGATGCTGCAG
ATCTTGATGATGCTGC
TCTTGATGATGCTGC
TCTTGATGATGCTGCAG
TTGATGATGCTGCAG

mdm-miR1721
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>mdm-MIR172n M10023069

CTTTTTGCGGGTGGAGCATCAT
CGGGTGGAGCATCATCAAGATT
GGAGCATCATCAAGATTCAC
GGAGCATCATCAAGATTCACA
GGAGCATCATCAAGATTCA
GAGCATCATCAAGATTCACA
GCATCATCAAGATTCACA

GGTCACTTTTTGCGGGTGGAGCATCATCAAGATTCACAATCTTACTTGGGTTCTAGTTTTAACCCCATTTGATGATATGAGAATCTTGATGATGCTGCAGCAGCAATAAATGACT

mdm-miR172n*: GGAGCATCATCAAGATTCACA

TGAGAATCTTGATGATGCTGCA
GAGAATCTTGATGATGCTGCA
GAGAATCTTGATGATGCTGCAG
AGAATCTTGATGATGCTGCAGC
AGAATCTTGATGATGCTGC
AGAATCTTGATGATG
AGAATCTTGATGATGCT
AGAATCTTGATGATGCTGCAG
AGAATCTTGATGATGCTGCA
AGAATCTTGATGATGCTG
AGAATCTTGATGATGC
GAATCTTGATGATGCT
GAATCTTGATGATGCTGCA
GAATCTTGATGATGCTG
GAATCTTGATGATGCTGCAG
GAATCTTGATGATGCTGC
AATCTTGATGATGCTGC
AATCTTGATGATGCTG
AATCTTGATGATGCT
AATCTTGATGATGCTGCAG
ATCTTGATGATGCTGC
TCTTGATGATGCTGCAG
TCTTGATGATGCTGC
CTTGATGATGCTGCAG

mdm-miR172n
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>mdm-MIR1720 M10023070

GSM880653_apple_root GSM880654_apple_flower GSM880655_apple_fruit  GSM880652_apple_leaf Total
0 0

TTTGCGGGTGGAGCATCTTCA 0.05 0 0.05
GAGCATCTTCAAGATTCAC 0.39 0 0.11 0 -5
GGAGCATCTTCAAGATTCACA 0.53 21.5 4.95 0 26.98
GAGCATCTTCAAGATTCACA 0 0.18 0 0 0.18
CATCTTCAAGATTCAC 0.05 0 0 0 0.05
TTAGCCCCATTTGATGATATGAGAATCTTGA 0 0 0.11 0 0.11
TGAGAATCTTGATGATGCTGCA 0 0 0 0.17 0.17
GAGAATCTTGATGATGCTGCAG 0 0.18 0 0 0.18
GAGAATCTTGATGATGCTGCA 0.15 1.65 0.11 0.88 2.79
AGAATCTTGATGATG 0 0.18 0.22 0.13 0.53
AGAATCTTGATGATGCTG 0.05 6.06 0.75 0.04 6.9
AGAATCTTGATGATGCTGCA 0.24 9.92 2.26 10.26 22.68
AGAATCTTGATGATGCTGCAG 13.51 449.88 47.72 1.38 512.49
AGAATCTTGATGATGCTGCAGC 0 0.11 0 0.11
AGAATCTTGATGATGC 0 11.76 0.86 0.13 12.75
AGAATCTTGATGATGCTGC 0.05 6.98 2.15 0.21 -39
AGAATCTTGATGATGCT 0 15.25 1.51 0.13 16.89
GAATCTTGATGATGCTG 0 0.37 0 0 0.37
GAATCTTGATGATGCTGCAG 0.15 1.1 0 0 1.25
GAATCTTGATGATGCTGCA 0 0 0.22 0 0.22
GAATCTTGATGATGCTGC 0 0.18 0 0 0.18
GAATCTTGATGATGCT 0 0 0.11 0 0.11
AATCTTGATGATGCT 0 0.74 0 0 0.74
AATCTTGATGATGCTG 0 0 0.11 0 0.11
AATCTTGATGATGCTGCAG 0 0.37 0 0 0.37
AATCTTGATGATGCTGC 0 0 0.11 0 0.11
ATCTTGATGATGCTGC 0 0.18 0 0 0.18
TCTTGATGATGCTGCAG 0.05 0.18 0 0 0.23
TCTTGATGATGCTGC 0 0.18 0 0 0.18
CTTGATGATGCTGCAG 0 0.18 0 0 0.18

AGTCACTTTTTGCGGGTGGAGCATCTTCAAGATTCACAATCTTATTTGGGCTCCAATTTTAGCCCCATTTGATGATATGAGAATCTTGATGATGCTGCAGCGGCAATAAATGACT
mdm-miR1720

mdm-miR1720*: GGAGCATCTTCAAGATTCACA



>mdm-MIR2111a M10023118

ATTGGGTAATCTGCATCCTGAG

GTAATCTGCATCCTGAGGTTT
TAATCTGCATCCTGAGGTTTA
TAATCTGCATCCTGAGGTT
TAATCTGCATCCTGAGGTTT
TAATCTGCATCCTGAGGT
TAATCTGCATCCTGAGGTTTAG
AATCTGCATCCTGAGGTTTA
CTGCATCCTGAGGTTTAGAT
TGCATCCTGAGGTTTAGATCA
ATCTAGTCCTTGGGATGCAGA
CTAGTCCTTGGGATGCAGATTACC
CTAGTCCTTGGGATGCAGATTAC
CTAGTCCTTGGGATGCAGATT
GTCCTTGGGATGCAGATTACC
TCCTTGGGATGCAGATTACCT
TCCTTGGGATGCAGATTACC
TTGGGATGCAGATTACCTTGT
TTGGGATGCAGATTACC

TGGGATGCAGATTACCTTGTCC
TGGGATGCAGATTACCTTGTC
ATGCAGATTACCTTGTCCTTGC
ATGCAGATTACCTTGTCCTTG
GGTTAGGATTGGGTAATCTGCATCCTGAGGTTTAGATCAGCACACACGTATTTGTTGTATCTAGTCCTTGGGATGCAGATTACCTTGTCCTTGCC

mdm-miR2111a

mdm-miR2111a*: GTCCTTGGGATGCAGATTACC
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>mdm-MIR2111b M10023119

ATTGGGTAATCTGCATCCTGAG
GTAATCTGCATCCTGAGGTTT
TAATCTGCATCCTGAGGTT
TAATCTGCATCCTGAGGTTTA
TAATCTGCATCCTGAGGTTT
TAATCTGCATCCTGAGGT
TAATCTGCATCCTGAGGTTTAG
AATCTGCATCCTGAGGTTTA
CTGCATCCTGAGGTTTAGAT
TGCATCCTGAGGTTTAGATCA
ATCTAGTCCTTGGGATGCAGA
CTAGTCCTTGGGATGCAGATTACC
CTAGTCCTTGGGATGCAGATT
CTAGTCCTTGGGATGCAGATTAC
GTCCTTGGGATGCAGATTACC
TCCTTGGGATGCAGATTACCT
TCCTTGGGATGCAGATTACC
TTGGGATGCAGATTACC
TTGGGATGCAGATTACCTTGT
TGGGATGCAGATTACCTTGTC
TGGGATGCAGATTACCTTGTCC
GATATTGGGTTAGGATTGGGTAATCTGCATCCTGAGGTTTAGATCAGCACACACGTAACTGTTGTATCTAGTCCTTGGGATGCAGATTACCTTGTCCTCACCGCCAATGC

mdm-miR2111b

mdm-miR2111b*: GTCCTTGGGATGCAGATTACC
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>mdm-MIR2118a M10023138

GSM880652_apple_leaf GSM880655_apple_fruit  GSM880653_apple_root GSM880654_apple_flower Total
08 0.22 0.1 0 0.4

GAGAAAGAGTTTGAGGAAGTTATT 0.
GAGAAAGAGTTTGAGGA 0 0.11 0 0.18 0.29
GAGAAAGAGTTTGAGGAAGTTAT 0.04 0.11 0 0 0.15
AGAAAGAGTTTGAGGAA 0 0 0 0.18 0.18
GAGTTTGAGGAAGTTATT 0 0 0 0.18 0.18
GGAAGTTATTGGACTTAGTAG 0 0 0.05 0 0.05
GGAAGTTATTGGACTTAGTAGC 0 0 0.05 0 0.05
TGGACTTAGTAGCTCGGTGAGA 0 0 0.05 0 0.05
GGACTTAGTAGCTCGGTGAGA 0.08 2.37 0.34 0.18 2.97
GGACTTAGTAGCTCGGTGAG 0.04 0.11 0.05 0 0.2
GGACTTAGTAGCTCGGTGA 0 0.97 0.05 0.18 1.2
GGACTTAGTAGCTCGGTGAGAA 0.08 0 0 0 0.08
GGACTTAGTAGCTCGGTG 0 0.11 0 0 0.11
GGACTTAGTAGCTCGGT 0 0 0 0.18 0.18
GACTTAGTAGCTCGGTGAGAAAACA 0.04 0 0 0 0.04
ACTTAGTAGCTCGGTGAGAAAACATTG 0 0 0 0.18 0.18
ACTTAGTAGCTCGGTGAGAAA 0.04 0 0 0 0.04
ACTTAGTAGCTCGGTGAGAAAA 0.04 0 0 0 0.04
CTTAGTAGCTCGGTGAGAAAA 0.08 0 0 0 0.08
AAAACATTGAGGATCTGGA 0 0 0.05 0 0.05
CTCCTACCGATGCCACTAAGTC 0 0.22 0 0 0.22
TCCTACCGATGCCACTAAGTC 0 0.11 0 0 0.11
CCTACCGATGCCACTAAGTCCC 0 0.11 0 1.65 1.76
CCTACCGATGCCACTAAGTCC 0.04 0.54 0 0 0.58
CTACCGATGCCACTAAGTCCCAT 0.21 0.22 0.29 0.37 1.09
CTACCGATGCCACTA 0 1.08 0 3.49 4.57
CTACCGATGCCACTAAGTCCCA 213.44 507.01 193.4 1161.65 2075.5
CTACCGATGCCACTAAGTCC 0.08 0.75 0.24 .02 3
CTACCGATGCCACTAAGTC 0.08 1.62 0.05 2.76 4.51
CTACCGATGCCACTAAG 0 0.97 0.05 7.35 8.37
CTACCGATGCCACTAA 0 0.65 0 5.51 6.16
CTACCGATGCCACTAAGTCCC 0.08 3.55 0.15 26.83 30.61
CTACCGATGCCACTAAGT 0.04 1.94 0.05 5.15 7.18
TACCGATGCCACTAAGTCCCA 2.3 7.22 3.74 9.19 22.45
TACCGATGCCACTAAG 0 0.65 0 1.47 2.12
TACCGATGCCACTAA 0 0 0 0.92 0.92
TACCGATGCCACTAAGTCCCAT 0 0.11 0 0 0.11
TACCGATGCCACTAAGTCCC 0 0.43 0 1.29 1.72
TACCGATGCCACTAAGT 0 0.11 0 0.18 0.29
ACCGATGCCACTAAGTC 0 0.11 0 0.55 0.66
ACCGATGCCACTAAGTCCCA 0.08 2.48 0.1 11.03 13.69
ACCGATGCCACTAAGT 0 0.22 0 0.18 0.4
ACCGATGCCACTAAG 0 0 0 4.78 4.78
ACCGATGCCACTAAGTCCC 0 0 0 0.37 0.37
CCGATGCCACTAAGTC 0 0 0 0.18 0.18
CCGATGCCACTAAGTCCCA 0.13 1.08 0 2.76 3.97
CGATGCCACTAAGTC 0 0 0 0.18 0.18
CGATGCCACTAAGTCCCA 0.29 1.4 0.19 3.86 5.74
CGATGCCACTAAGTCC 0 0 0 0.18 0.18
CGATGCCACTAAGTCCC 0 0 0 0.18 0.18
GATGCCACTAAGTCCCA 0.08 0.32 0.15 1.65 2.2
GATGCCACTAAGTCCC 0 0 0 0.18 0.18
ATGCCACTAAGTCCCA 0 0.11 0.05 0.74 0.9
TGCCACTAAGTCCCA 0 0.11 0 0.37 0.48
CACTAAGTCCCATGATTTCCTC 0 0 0 0.74 0.74
ACTAAGTCCCATGATTTCCT 0.04 0 0 0 0.04
ACTAAGTCCCATGATTTCCTC 0 0 0 0.18 0.18
TAAGTCCCATGATTT 0 0 0 0.18 0.18
TGATTTCCTCTGCCTCCTCCT 0 0.22 0 0.18 0.4
GAGAGA GAGTTTGAGGAAGTTATTGGACTTAGTAGCTCGGTGAGAAAACATTGAGGATCTGGAGTTCTTCTTCTCCTACCGATGCCACTAAGTCCCATGATTTCCTCTGCCTCCTCCTTTTCCCACCTTTTTTC

mdm-miR2118a

mdm-miR2118a*: GGACTTAGTAGCTCGGTGAGA



>mdm-MIR2118b M10023139

GAGGTTGAGGAAGTTATA
GGTTGAGGAAGTTATAGGACTT
GGTTGAGGAAGTTATAGGACT

TGAGGAAGTTATAGGACTTAGT
GAGGAAGTTATAGGACTTAGTTG

TAGGACTTAGTTGCT

AGGACTTAGTTGCTCGGTGAGA
AGGACTTAGTTGCTCGGTGAGAA
GGACTTAGTTGCTCGGTGAGA
GGACTTAGTTGCTCGGTGA
ACTTAGTTGCTCGGTGAGAAA

CTCCTACCGATGCCACTAAGTC
TCCTACCGATGCCACTAAGTC
CCTACCGATGCCACTAAGTCCC
CCTACCGATGCCACTAAGTCC

CTACCGATGCCACTAAGTCCCA
CTACCGATGCCACTAA
CTACCGATGCCACTAAGTC
CTACCGATGCCACTAAGTCC
CTACCGATGCCACTAAGT
CTACCGATGCCACTA
CTACCGATGCCACTAAGTCCCAT
CTACCGATGCCACTAAG
CTACCGATGCCACTAAGTCCC
TACCGATGCCACTAAGTCCCA
TACCGATGCCACTAAGTCCC
TACCGATGCCACTAAGTCCCAT
TACCGATGCCACTAAG
TACCGATGCCACTAAGT
TACCGATGCCACTAA
ACCGATGCCACTAAGT
ACCGATGCCACTAAGTCCCA
ACCGATGCCACTAAGTCCC
ACCGATGCCACTAAGTC
ACCGATGCCACTAAG
CCGATGCCACTAAGTCCCA
CCGATGCCACTAAGTC
CGATGCCACTAAGTCCCA
CGATGCCACTAAGTCC
CGATGCCACTAAGTCCC
CGATGCCACTAAGTC
GATGCCACTAAGTCCC
GATGCCACTAAGTCCCA
ATGCCACTAAGTCCCA
TGCCACTAAGTCCCA

CACTAAGTCCCATGATTTCCTC
ACTAAGTCCCATGATTTCCTC
ACTAAGTCCCATGATTTCCT

TAAGTCCCATGATTT

GTCCCATGATTTCCTCTCCCT
TCCCATGATTTCCTCTCCCTC

GAGGTTGAGGAAGTTATAGGACTTAGTTGCTCGGTGAGAAAACCTGATGATCTGGAGTCCTTCTTCTCCTACCGATGCCACTAAGTCCCATGATTTCCTCTCCCTC

mdm-miR2118b*:

GGACTTAGTTGCTCGGTGAGA

mdm-miR2118b
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>mdm-MIR2118c M10023140

GAGGTTGAGGAAGTTATA 0.
GGTTGAGGAAGTTATAGGACTT 0
GGTTGAGGAAGTTATAGGACT 0

TGAGGAAGTTATAGGACTTAGT 0
GAGGAAGTTATAGGACTTAGTTG 0

TAGGACTTAGTTGCT 0.37
AGGACTTAGTTGCTCGGTGAGA 0
AGGACTTAGTTGCTCGGTGAGAA 0

GGACTTAGTTGCTCGGTGAGA 0.18
GGACTTAGTTGCTCGGTGA 0

ACTTAGTTGCTCGGTGAGAAA 0.18
CTCCTACCGATGCCACTAAGTC 0
TCCTACCGATGCCACTAAGTC 0

CCTACCGATGCCACTAAGTCCC 1.65
CCTACCGATGCCACTAAGTCC 0

CTACCGATGCCACTAAGTCCCA 1161

CTACCGATGCCACTAA 5.51

CTACCGATGCCACTAAGTC 2.76

CTACCGATGCCACTAAGTCC 2.02

CTACCGATGCCACTAAGT 5.15

CTACCGATGCCACTA 3.49

CTACCGATGCCACTAAGTCCCAT 0.37

CTACCGATGCCACTAAG 7.35

CTACCGATGCCACTAAGTCCC 26.83

TACCGATGCCACTAAGTCCCA 9.19

TACCGATGCCACTAAGTCCC 1.29
TACCGATGCCACTAAGTCCCAT 0

TACCGATGCCACTAAG 1.47

TACCGATGCCACTAAGT 0.18

TACCGATGCCACTAA 0.92

ACCGATGCCACTAAGT 0.18

ACCGATGCCACTAAGTCCCA 11.03

ACCGATGCCACTAAGTCCC 0.37

ACCGATGCCACTAAGTC 0.55

ACCGATGCCACTAAG 4.78

CCGATGCCACTAAGTCCCA 2.76

CCGATGCCACTAAGTC 0.18

CGATGCCACTAAGTCCCA 3.86

CGATGCCACTAAGTCC 0.18

CGATGCCACTAAGTCCC 0.18

CGATGCCACTAAGTC 0.18

GATGCCACTAAGTCCC 0.18

GATGCCACTAAGTCCCA 1.65

ATGCCACTAAGTCCCA 0.74

TGCCACTAAGTCCCA 0.37

CACTAAGTCCCATGATTTCCTC 0.74

ACTAAGTCCCATGATTTCCTC 0.18
ACTAAGTCCCATGATTTCCT 0

TAAGTCCCATGATTT

0.18

GTCCCATGATTTCCTCTCCCT 0.18

TCCCATGATTTCCTCTCCCTC 0.37
GAGGTTGAGGAAGTTATAGGACTTAGTTGCTCGGTGAGAAAACCTGATGATCTGGAGTCCTTCTCCTACCGATGCCACTAAGTCCCATGATTTCCTCTCCCTC

mdm-miR2118c

mdm-miR2118c*: GGACTTAGTTGCTCGGTGAGA
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>mdm-MIR319a M10023071

AGAGCTTTCTTTAGTCCATTC
AGCTTTCTTTAGTCCA
ATGGGTGGCGACAGGATTTAAT
TAGCTGCCGAGTCATTCATCC
TAGCTGCCGAGTCATTCATCCA
AGCTGCCGAGTCATTCATCCA

Al
GCAGTGGTGAAGAGAGCTTTCTTTAGTCCATTCATGGGTGGCGACAGGATTTAATTAGCTGCCGAGTCATTCATCCAAATACTGGGTTATTAGCTCAGGACGACACCCAGTAAATGTGTGAATGAAGCGGGAGACAAATTGGATCTTGAGCTTCCTGTACTTGGACTGAAGGGAGCTCCCTTAATTAATTACTTC

mdm-miR319a*: AGAGCTTTCTTTAGTCCATTC

TGTGAATGAAGCGGGAGACAAAT

TGTGAATGAAGCGGGAGACA

TGTGAATGAAGCGGG
GTGAATGAAGCGGGA

TGGATCTTGAGCTTCCTG

CTTGGACTGAAGGGAGCTC
CTTGGACTGAAGGGAGC
CTTGGACTGAAGGGAGCT
CTTGGACTGAAGGGAG
CTTGGACTGAAGGGA
CTTGGACTGAAGGGAGCTCCCT
CTTGGACTGAAGGGAGCTCCC
CTTGGACTGAAGGGAGCTCC
TTGGACTGAAGGGAGCTCCCT
TTGGACTGAAGGGAGCTC
TTGGACTGAAGGGAGCTCCC
TTGGACTGAAGGGAGC
TTGGACTGAAGGGAGCTCC
TTGGACTGAAGGGAGCT
TTGGACTGAAGGGAG
TTGGACTGAAGGGAGCTCCCTT
TGGACTGAAGGGAGCTCCC
TGGACTGAAGGGAGCTCCCTT
TGGACTGAAGGGAGCTCCCT
TGGACTGAAGGGAGCT
TGGACTGAAGGGAGCTC
TGGACTGAAGGGAGCTCC
CTGAAGGGAGCTCC

mdm-miR319a
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>mdm-MIR319b M10023072

GAGAGCTTTCTTCAGTCCACT
AGAGCTTTCTTCAGTCCACTC
AGAGCTTTCTTCAGTCCA
AGAGCTTTCTTCAGTCCACTCA
AGAGCTTTCTTCAGTCCACT
GAGCTTTCTTCAGTCCACTCA
GAGCTTTCTTCAGTCCA
GAGCTTTCTTCAGTCCACT
GAGCTTTCTTCAGTCCACTC
TAGCTGCCGAGTCATTCATCC
TAGCTGCCGAGTCATTCATCCA
AGCTGCCGAGTCATTCATCCA

GCAGTGGTGAAGAGAGCTTTCTTCAGTCCACTCATGGGTGGCGGTAGGATTTAATTAGCTGCCGAGTCATTCATCCAAATACTGGGT TATTAGTAGGATGACATCCAGTAAATGTGTGAATGAAGCGGGAGACAAATTGGATCTTAAGCTTCCTGTACTTGGACTGAAGGGAGCTCCCTTAATTAATTACTTC

mdm-miR319b*: AGAGCTTTCTTCAGTCCACTC

TGTGAATGAAGCGGGAGACAAAT
TGTGAATGAAGCGGGAGACA
TGTGAATGAAGCGGG
GTGAATGAAGCGGGA
TTGGATCTTAAGCTTCCTGTAC
CTTGGACTGAAGGGA
CTTGGACTGAAGGGAG
CTTGGACTGAAGGGAGCT
CTTGGACTGAAGGGAGCTC
CTTGGACTGAAGGGAGCTCCC
CTTGGACTGAAGGGAGCTCC
CTTGGACTGAAGGGAGCTCCCT
CTTGGACTGAAGGGAGC
TTGGACTGAAGGGAGCTCCC
TTGGACTGAAGGGAGCT
TTGGACTGAAGGGAGCTCC
TTGGACTGAAGGGAGCTCCCT
TTGGACTGAAGGGAGC
TTGGACTGAAGGGAGCTC
TTGGACTGAAGGGAG
TTGGACTGAAGGGAGCTCCCTT
TGGACTGAAGGGAGCT
TGGACTGAAGGGAGCTCCC
TGGACTGAAGGGAGCTCCCT
TGGACTGAAGGGAGCTC
TGGACTGAAGGGAGCTCC
TGGACTGAAGGGAGCTCCCTT
ACTGAAGGGAGCTCC

mdm-miR319b
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>mdm-MIR319¢c M10023162

GAGCTCTTCTTCAGTCCAG
GAGCTCTTCTTCAGTCC
GAGCTCTTCTTCAGTCCAGTC
GAGCTCTTCTTCAGTCCAGT
GAGCTCTTCTTCAGTCCAGTCC
GAGCTCTTCTTCAGTCCA
AGCTCTTCTTCAGTCCAGTCC
GCTCTTCTTCAGTCCAGTCC
CTTCTTCAGTCCAGTCC
TTCTTCAGTCCAGTCC
TCAGCTGCTGACTCGTTGGTTCA
CAGCTGCTGACTCGTTGG
CAGCTGCTGACTCGTTG
CAGCTGCTGACTCGTTGGTTC
CAGCTGCTGACTCGTTGGTT
AGCTGCTGACTCGTTGGTTCA
AGCTGCTGACTCGTTGGTTC
AGCTGCTGACTCGTTGG
AGCTGCTGACTCGTTGGT
AGCTGCTGACTCGTTGGTTCAA
AGCTGCTGACTCGTTGGTT
GCTGCTGACTCGTTGGTTCA
GCTGCTGACTCGTTGGTTC
GCTGCTGACTCGTTGGT
GCTGACTCGTTGGTTCA

ATCCAACGAAGCAGGAGC
ATCCAACGAAGCAGGAGCT
ATCCAACGAAGCAGGAGCTGA
ATCCAACGAAGCAGGA
ATCCAACGAAGCAGGAG
ATCCAACGAAGCAGG
TCCAACGAAGCAGGAGCTGA
TCCAACGAAGCAGGAGC
TCCAACGAAGCAGGAGCTGAG
TCCAACGAAGCAGGAG
CCAACGAAGCAGGAGC
CCAACGAAGCAGGAG
CCAACGAAGCAGGAGCTGA
CAACGAAGCAGGAGCT
AACGAAGCAGGAGCTGA
ACGAAGCAGGAGCTGA
TCTTGGACTGAAGGGAGC
TCTTGGACTGAAGGGAGCTC
TCTTGGACTGAAGGGAG
TCTTGGACTGAAGGGAGCTCCT
TCTTGGACTGAAGGGAGCT
CTTGGACTGAAGGGAGCTCC
CTTGGACTGAAGGGAGCTC
CTTGGACTGAAGGGA
CTTGGACTGAAGGGAGC
CTTGGACTGAAGGGAGCTCCT
CTTGGACTGAAGGGAGCT
CTTGGACTGAAGGGAG
TTGGACTGAAGGGAGCTCCT
TTGGACTGAAGGGAGC
TTGGACTGAAGGGAGCTC
TTGGACTGAAGGGAGCTCC
TTGGACTGAAGGGAGCT
TTGGACTGAAGGGAG
TGGACTGAAGGGAGCTC
TGGACTGAAGGGAGCT
TGGACTGAAGGGAGCTCCT
TGGACTGAAGGGAGCTCC
GGACTGAAGGGAGCTCCT
ACTGAAGGGAGCTCCT
ACTGAAGGGAGCTCC

TGAAGGGAGCTCCT

C
AGGAGCTCTTCTTCAGTCCAGTCCGGGGCRGTTTAAGGGCTGACACTCAGCTGCTGACTCGTTGGTTCAAGAACTCATCGTACAAATGCTAAAAGAAGTGGTGTGTTTCTGATCCAACGAAGCAGGAGCTGAGAGGTTGGTTATTGCAGTCGCGTCTTGGACTGAAGGGAGCTCCT

mdm-miR319c*: AGCTGCTGACTCGTTGGTTCA

mdm-miR319c

GSM880655_apple_fruit
0.43

GSM880654_apple_flower GSM880652_apple_leaf
0.18 0

0.18 0
0.92 0
0 0
0.92 0
0 0
0 0
0 0
0 0
0 0
0 0.04
0.18 0
0 0
0 0.42
0 0
4.96 12.06
0.37 0.04
0.18 0
0 0
0 0
0 0.04
0 0
0.18 0
0 0
0 0.04
1.1 0
0.18 0
13.6 0.21
0.18 0
0.55 0
0.55 0
0.37 0
0.37 0
0 0.04
0.18 0
0 0
0 0
0.18 0
0 0
0 0
0.18 0
0 0
0 0
0 0
0 0
0 0
0 0.08
0.92 0
0.55 0
0 0
6.43 0
0.18 0
0.55 0
9.56 0.04
0.18 0
2.57 0.04
0 0
0.37 0
0 0
0 0
0.18 0
0.92 0
0 0
0 0
9.74 0
0 0
0 0

GSM880653_apple_root
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Total



>mdm-MIR3627¢c M10023122

ATTTATGTTCGCAGGAGAGATGGC
TATGTTCGCAGGAGAGATGGC
TGTTCGCAGGAGAGATGGCAC
TTCGCAGGAGAGATGGCAC
TTCGCAGGAGAGATGGCACTAA
TTCGCAGGAGAGATGGCACTA
TCGCAGGAGAGATGGCACTAA
TCGCAGGAGAGATGGCACTAAT
TCGCAGGAGAGATGGCACTA
TCGCAGGAGAGATGGCA
TCGCAGGAGAGATGGC
TCGCAGGAGAGATGGCAC
TCGCAGGAGAGATGGCACT
CGCAGGAGAGATGGCACTA
AGGAGAGATGGCACTAATTGTACT
GGAGAGATGGCACTA
AGATGGCACTAATTGTACTGCAAT
GTTGCCATCTCTCCTGTGACC
TTGCCATCTCTCCTGTGACCA
GGGGATTTATGTTCGCAGGAGAGATGGCACTAATTGTACTGCAATTGCGTCAACAATTGTTGCCATCTCTCCTGTGACCAAAAATCTCT

mdm-miR3627¢

3627c*-1: GTTGCCATCTCTCCTGTGACC
R3627c*-2: TTGCCATCTCTCCTGTGACCA
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>mdm-MIR390a M10023073

AGAATCTGTAAAGCTCAGGAGGGA
AATCTGTAAAGCTCAGGAGGGATA
ATCTGTAAAGCTCAGGAGGGATAGC
ATCTGTAAAGCTCAGGAGGGATAG
ATCTGTAAAGCTCAGGAGGGAT
AAAGCTCAGGAGGGATAGCGCCATA
AAAGCTCAGGAGGGATAGCGCC
AAAGCTCAGGAGGGATAGCGCCAT
AAGCTCAGGAGGGATAGCGCC
AAGCTCAGGAGGGATAG
AAGCTCAGGAGGGATAGCGCCA
AAGCTCAGGAGGGATAGCGC
AAGCTCAGGAGGGATAGCG
AAGCTCAGGAGGGATAGCGCCAT
AAGCTCAGGAGGGAT
AAGCTCAGGAGGGATAGC
AAGCTCAGGAGGGATA
AGCTCAGGAGGGATAGCGCC
AGCTCAGGAGGGATAG
AGCTCAGGAGGGATAGCGCCATAT
AGCTCAGGAGGGATAGCGC
AGCTCAGGAGGGATA
AGCTCAGGAGGGATAGC
GCTCAGGAGGGATAGCGCC
GCTCAGGAGGGATAG
GCTCAGGAGGGATAGCGC
GCTCAGGAGGGATAGCG
GCTCAGGAGGGATAGCGCCAT
CTCAGGAGGGATAGCGCCATA
CTCAGGAGGGATAGCGCCAT
CTCAGGAGGGATAGCGCCATAT
TCAGGAGGGATAGCGCC
AGGAGGGATAGCGCCATATGAACA
AGGAGGGATAGCGCC
AGGGATAGCGCCATATGAACAAAG
ATAGCGCCATATGAACAAAG
CCATATGAACAAAGGGTCTATTT
CATATGAACAAAGGGTCTATTTACT
GGGTCTATTTACTAGGTGGGCGTT
TTTCTTTGTTCATCATGCGCTATC
CGCTATCCATCCTGAGTTTCA
CGCTATCCATCCTGAGTTTC
CGCTATCCATCCTGAG
CGCTATCCATCCTGA
CGCTATCCATCCTGAGTTTCAT
CGCTATCCATCCTGAGTT
CGCTATCCATCCTGAGTTT
GCTATCCATCCTGAGTTTCA
GCTATCCATCCTGAGTT
CTATCCATCCTGAGTTTCA
CTATCCATCCTGAGTTTC
TATCCATCCTGAGTTTCA
ATCCATCCTGAGTTTCA
AGTAAGGGAGAATCTGTAAAGCTCAGGAGGGATAGCGCCATATGAACAAAGGGTCTATTTACTAGGTGGGCGTTTCTTTGTTCATCATGCGCTATCCATCCTGAGTTTCATGGCTTCTTCATACT

mdm-miR390a

mdm-miR390a*: CGCTATCCATCCTGAGTTTCA
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>mdm-MIR390b M10023074

GSM880652_apple_leaf GSM880654_apple_flower GSM880653_apple_root GSM880655_apple_fruit  Total
04 0 0 0

AAGAATCTGTTAAGCTCAGGAGGG 0. 0.04
TAAGCTCAGGAGGGATAG 0 0.18 0 0 0.18
TAAGCTCAGGAGGGATAGCGC 0 0.18 0 0 0.18

AAGCTCAGGAGGGATAGC 0 6.43 0 0 6.43

AAGCTCAGGAGGGATAGCG 0.04 2.76 0.15 0 2.95

AAGCTCAGGAGGGATA 0 2.39 0 0.11 2.5
AAGCTCAGGAGGGATAGCGCC 7.2 278.24 15.65 2.59 303.68
AAGCTCAGGAGGGATAGCGC 0.08 23.52 0.53 0 24.13
AAGCTCAGGAGGGATAG 0 198.48 0 3.34 201.82

AAGCTCAGGAGGGATAGCGCCAT 0.04 0.18 0 0 0.22

AAGCTCAGGAGGGAT 0 0.74 0 0 0.74

AAGCTCAGGAGGGATAGCGCCATT 0 1.29 0 0 1.29

AAGCTCAGGAGGGATAGCGCCA 0.25 1.29 0.83 0 2.37

AGCTCAGGAGGGATA 0 0.74 0 0 0.74

AGCTCAGGAGGGATAGCGC 0 0.92 0 0 0.92

AGCTCAGGAGGGATAGCGCC 0.04 1.47 0.05 0.11 1.67

AGCTCAGGAGGGATAGC 0 0.18 0 0 0.18

AGCTCAGGAGGGATAG 0 1.65 0 0 1.65

GCTCAGGAGGGATAGCGCCATT 0 0.18 0 0 0.18

GCTCAGGAGGGATAG 0 0.18 0 0 0.18

GCTCAGGAGGGATAGCGCC 0 0.37 0 0 0.37

GCTCAGGAGGGATAGCGCCAT 0.04 0 0 0 0.04

GCTCAGGAGGGATAGCGC 0.04 0 0 0 0.04

GCTCAGGAGGGATAGCG 0 0.18 0 0 0.18

CTCAGGAGGGATAGCGCCATT 0.04 0 0 0 0.04

CTCAGGAGGGATAGCGCCAT 0.08 0 0 0 0.08

TCAGGAGGGATAGCGCC 0 0 0.05 0 0.05

CAGGAGGGATAGCGCCATTCT 0.08 0 0 0 0.08

AGGAGGGATAGCGCC 0 0.18 0 0 0.18

ATTCTCGGTTTGGTTTAACCACATATAG 0 1.1 0 0 1.1

ATTCTCGGTTTGGTTTAACCAC 0 0.18 0 0 0.18
CGCTATCCATCCTGAGTTTCA 2.85 159.7 0.44 1.51 164.5

CGCTATCCATCCTGA 0 0.18 0 0 0.18

CGCTATCCATCCTGAGTTTCAT 0 0.18 0 0 0.18

CGCTATCCATCCTGAGTTT 0 1.1 0 0 1.1

CGCTATCCATCCTGAGTTTC 0.08 3.12 0.05 0 3.25

CGCTATCCATCCTGAG 0 2.39 0 0 2.39

CGCTATCCATCCTGAGTT 0 0.55 0 0 0.55

GCTATCCATCCTGAGTTTCA 0 2.39 0 0.11 2.5

GCTATCCATCCTGAGTT 0 0.18 0 0 0.18

CTATCCATCCTGAGTTTCA 0 1.65 0 0 1.65

CTATCCATCCTGAGTTTC 0 0 0 0.11 0.11

TATCCATCCTGAGTTTCA 0 0.37 0 0 0.37

ATCCATCCTGAGTTTCA 0 0.18 0 0 0.18

GTGTGGAAGAATCTGTTAAGCTCAGGAGGGATAGCGCCATTCTCGGTTTGGTTTAACCACATATAGCGCTATCCATCCTGAGTTTCATGGCTTCTTCTTACAC
mdm-miR390b

mdm-miR390b*: CGCTATCCATCCTGAGTTTCA



>mdm-MIR390c M10023075

AGGATCTGTAAAGCTCAGGAGGGA
ATCTGTAAAGCTCAGGAGGGATAGC
ATCTGTAAAGCTCAGGAGGGATAG
ATCTGTAAAGCTCAGGAGGGAT
AAAGCTCAGGAGGGATAGCGCCAG
AAAGCTCAGGAGGGATAGCGCC
AAGCTCAGGAGGGATAG
AAGCTCAGGAGGGATAGCGC
AAGCTCAGGAGGGATAGCG
AAGCTCAGGAGGGATAGCGCC
AAGCTCAGGAGGGAT
AAGCTCAGGAGGGATAGCGCCA
AAGCTCAGGAGGGATAGC
AAGCTCAGGAGGGATA
AGCTCAGGAGGGATAG
AGCTCAGGAGGGATAGC
AGCTCAGGAGGGATAGCGCC
AGCTCAGGAGGGATA
AGCTCAGGAGGGATAGCGC
GCTCAGGAGGGATAG
GCTCAGGAGGGATAGCGCC
GCTCAGGAGGGATAGCGC
GCTCAGGAGGGATAGCG
TCAGGAGGGATAGCGCCAGAT
TCAGGAGGGATAGCGCCAGA
TCAGGAGGGATAGCGCC
CAGGAGGGATAGCGCCAGATG
AGGAGGGATAGCGCC
AGGGATAGCGCCAGATGAATTAAC
AACCAAGATTCTAACAATTAAGCG
ACAATTAAGCGTTTAT
TGCTATCCATCCTGAGTTTCA
TGCTATCCATCCTGAGTTTC
GCTATCCATCCTGAGTTTCA
GCTATCCATCCTGAGTT
CTATCCATCCTGAGTTTCA
CTATCCATCCTGAGTTTC
TATCCATCCTGAGTTTCA
ATCCATCCTGAGTTTCA
AGTAAGGGAGGATCTGTAAAGCTCAGGAGGGATAGCGCCAGATGAATTAACCAAGATTCTAACAATTAAGCGTTTATTTGGTCATCATCTGATGCTATCCATCCTGAGTTTCATGGCTTCTTCTTACT

mdm-miR390c

mdm-miR390c*: TGCTATCCATCCTGAGTTTCA
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>mdm-MIR390d M10023076

AGGATCTGTAAAGCTCAGGAGGGA
ATCTGTAAAGCTCAGGAGGGATAG
ATCTGTAAAGCTCAGGAGGGAT
ATCTGTAAAGCTCAGGAGGGATAGC
AAAGCTCAGGAGGGATAGCGCC
AAAGCTCAGGAGGGATAGCGCCAG
AAGCTCAGGAGGGATAGCGC
AAGCTCAGGAGGGATAG
AAGCTCAGGAGGGATAGCGCC
AAGCTCAGGAGGGATAGCG
AAGCTCAGGAGGGATAGC
AAGCTCAGGAGGGAT
AAGCTCAGGAGGGATAGCGCCA
AAGCTCAGGAGGGATA
AGCTCAGGAGGGATAGCGCC
AGCTCAGGAGGGATAG
AGCTCAGGAGGGATAGCGC
AGCTCAGGAGGGATAGC
AGCTCAGGAGGGATA
GCTCAGGAGGGATAGCGCC
GCTCAGGAGGGATAG
GCTCAGGAGGGATAGCG
GCTCAGGAGGGATAGCGC
TCAGGAGGGATAGCGCCAGAT
TCAGGAGGGATAGCGCC
TCAGGAGGGATAGCGCCAGA
CAGGAGGGATAGCGCCAGATG
AGGAGGGATAGCGCC
AGGGATAGCGCCAGATGAATTAAC
AACCAAGATTCTAACAATTAAGCG
ACAATTAAGCGTTTAT
GCTATCCATCCTGAGTTTCA
GCTATCCATCCTGAGTT
CTATCCATCCTGAGTTTCA
CTATCCATCCTGAGTTTC
TATCCATCCTGAGTTTCA
ATCCATCCTGAGTTTCA
AGTAAGGGAGGATCTGTAAAGCTCAGGAGGGATAGCGCCAGATGAATTAACCAAGATTCTAACAATTAAGCGTTTATTTGGTCATCATCTGARGCTATCCATCCTGAGTTTCATGGCTTCTTCTTACT

mdm-miR390d

mdm-miR390d*: GCTATCCATCCTGAGTTTCA
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>mdm-MIR390e M10023077

AAGAATCTGTTAAGCTCAGGAGGG

AGTGTGGAAGAATCTGTTAAGCTCAGGAGGGATAGCGCCATTCTCGGTTTGGTTTAACCACGTATCGCGCTATCCATCTTGGGCTTCATGGCTTCTTCTTACT

mdm-miR390e*:

AAGCTCAGGAGGGATAG
TAAGCTCAGGAGGGATAGCGC
AAGCTCAGGAGGGATAGCGC
AAGCTCAGGAGGGATAGC
AAGCTCAGGAGGGATAGCG
AAGCTCAGGAGGGATAG
AAGCTCAGGAGGGATAGCGCC
AAGCTCAGGAGGGATA
AAGCTCAGGAGGGATAGCGCCAT
AAGCTCAGGAGGGAT
AAGCTCAGGAGGGATAGCGCCATT
AAGCTCAGGAGGGATAGCGCCA
AGCTCAGGAGGGATAGCGCC
AGCTCAGGAGGGATAG
AGCTCAGGAGGGATAGC
AGCTCAGGAGGGATA
AGCTCAGGAGGGATAGCGC
GCTCAGGAGGGATAGCGCC
GCTCAGGAGGGATAG
GCTCAGGAGGGATAGCGCCATT
GCTCAGGAGGGATAGCG
GCTCAGGAGGGATAGCGCCAT
GCTCAGGAGGGATAGCGC
CTCAGGAGGGATAGCGCCAT
CTCAGGAGGGATAGCGCCATT
TCAGGAGGGATAGCGCC
CAGGAGGGATAGCGCCATTCT
AGGAGGGATAGCGCC
ATTCTCGGTTTGGTTTAACCAC

mdm-miR390e

CGCTATCCATCTTGGGCTTCA

CGCTATCCATCTTGGGCTTC
CGCTATCCATCTTGGGCTTCA
CGCTATCCATCTTGGGC
CGCTATCCATCTTGGGCTT
CGCTATCCATCTTGGGCT
GCTATCCATCTTGGGCTTCA
GCTATCCATCTTGGGCTT
CTATCCATCTTGGGCTTCA
TATCCATCTTGGGCTTCA
ATCCATCTTGGGCTTCA
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>mdm-MIR390F M10023078
GSM880652_apple_leaf GSM880654_apple_flower GSM880653_apple_root GSM880655_apple_fruit  Total
04 0 0 0

AAGAATCTGTTAAGCTCAGGAGGG 0. 0.04
TAAGCTCAGGAGGGATAG 0 0.18 0 0 0.18
TAAGCTCAGGAGGGATAGCGC 0 0.18 0 0 0.18

AAGCTCAGGAGGGATAGCGC 0.08 23.52 0.53 0 24.13
AAGCTCAGGAGGGATAGC 0 6.43 0 0 6.43
AAGCTCAGGAGGGATAGCG 0.04 2.76 0.15 0 2.95
AAGCTCAGGAGGGATAG 0 198.48 0 3.34 201.82
AAGCTCAGGAGGGATAGCGCC 7.2 278.24 15.65 2.59 303.68
AAGCTCAGGAGGGATA 0 2.39 0 0.11 2.5
AAGCTCAGGAGGGATAGCGCCAT 0.04 0.18 0 0 0.22
AAGCTCAGGAGGGAT 0 0.74 0 0 0.74
AAGCTCAGGAGGGATAGCGCCATT 0 1.29 0 0 1.29
AAGCTCAGGAGGGATAGCGCCA 0.25 1.29 0.83 0 2.37
AGCTCAGGAGGGATAGCGCC 0.04 1.47 0.05 0.11 1.67
AGCTCAGGAGGGATAG 0 1.65 0 0 1.65
AGCTCAGGAGGGATAGC 0 0.18 0 0 0.18
AGCTCAGGAGGGATA 0 0.74 0 0 0.74
AGCTCAGGAGGGATAGCGC 0 0.92 0 0 0.92
GCTCAGGAGGGATAGCGCC 0 0.37 0 0 0.37
GCTCAGGAGGGATAG 0 0.18 0 0 0.18
GCTCAGGAGGGATAGCGCCATT 0 0.18 0 0 0.18
GCTCAGGAGGGATAGCG 0 0.18 0 0 0.18
GCTCAGGAGGGATAGCGCCAT 0.04 0 0 0 0.04
GCTCAGGAGGGATAGCGC 0.04 0 0 0 0.04
CTCAGGAGGGATAGCGCCAT 0.08 0 0 0 0.08
CTCAGGAGGGATAGCGCCATT 0.04 0 0 0 0.04
TCAGGAGGGATAGCGCC 0 0 0.05 0 0.05
CAGGAGGGATAGCGCCATTCT 0.08 0 0 0 0.08
AGGAGGGATAGCGCC 0 0.18 0 0 0.18
ATTCTCGGTTTGGTTTAACCAC 0 0.18 0 0 0.18
CGCTATCCATCTTGGGCTTC 0.04 1.65 0.05 0 1.74
CGCTATCCATCTTGGGCTTCA 0.96 88.58 2.04 0.75 92.33
CGCTATCCATCTTGGGC 0 0.55 0 0 0.55
CGCTATCCATCTTGGGCTT 0 0.37 0 0 0.37
CGCTATCCATCTTGGGCT 0 0.92 0 0 0.92
GCTATCCATCTTGGGCTTCA 0.04 1.1 0.05 0.32 1.51
GCTATCCATCTTGGGCTT 0 0 0 0.11 0.11
CTATCCATCTTGGGCTTCA 0 0.37 0 0 0.37
TATCCATCTTGGGCTTCA 0 0.37 0 0 0.37
CCATCTTGGGCTTCA 0 0.18 0 0 0.18

AT
AGTGTGGAAGAATCTGTTAAGCTCAGGAGGGATAGCGCCATTCTCGGTTTGGTTTAACCACGTATCGCGCTATCCATCTTGGGCTTCATGGCTTCTTCTTACT
mdm-miR390F

mdm-miR390F*: CGCTATCCATCTTGGGCTTCA



>mdm-MIR393a M10023079

GSM880652_apple_leaf GSM880654_apple_flower GSM880653_apple_root GSM880655_apple_fruit  Total
0 0

CTTCCAAAGGGATCGCATTGAT 0.04 0 0.04
TCCAAAGGGATCGCATTGATCT 2.22 8.27 0.87 0.32 11.68
TCCAAAGGGATCGCA 0 0.55 0 0.11 0.66
TCCAAAGGGATCGCATTGATC 0.67 0 0.1 0 0.77
TCCAAAGGGATCGCATTGAT 0.25 0.37 0.1 0 0.72
TCCAAAGGGATCGCATTGA 0 0.37 0 0.86 1.23
TCCAAAGGGATCGCATT 0 0.18 0 0.32 0.5
TCCAAAGGGATCGCATTG 0 0.37 0 0 0.37
TCCAAAGGGATCGCATTGATCTA 0.17 0 0.15 0 0.32
TCCAAAGGGATCGCATTGATCTAA 0.08 0 0 0 0.08

CAAAGGGATCGCATTGATCT 0.04 0 0 0 0.04

AAGGGATCGCATTGATCT 0.04 0 0 0 0.04

AGGGATCGCATTGATCT 0 0.18 0 0 0.18
ATCATGCGATCCCTTCGGACG 8.87 0 2.19 0 11.06

ATCATGCGATCCCTTCGGAC 0.04 0 0 0 0.04

CATGCGATCCCTTCGGACG 0.04 0 0 0 0.04

GTGGAGGCTTCCAAAGGGATCGCATTGATCTAATTGATCATATATGTCAAACATCGTCCGTACAGACATGGCAGGTTATATATGTAGTTGGATCATGCGATCCCTTCGGACGTTTCCAT
mdm-miR393a

mdm-miR393a*: ATCATGCGATCCCTTCGGACG



>mdm-MIR393b M10023080

CTTCCAAAGGGATCGCATTGAT
TCCAAAGGGATCGCATTGATC
TCCAAAGGGATCGCATTGATCT
TCCAAAGGGATCGCA
TCCAAAGGGATCGCATTGATCTA
TCCAAAGGGATCGCATTGAT
TCCAAAGGGATCGCATTGA
TCCAAAGGGATCGCATT
TCCAAAGGGATCGCATTG
TCCAAAGGGATCGCATTGATCTAA

CAAAGGGATCGCATTGATCT

GGTGGAGGCTTCCAAAGGGATCGCATTGATCTAATTGATCAGATATGTCAAACATCATCCGCATAGACATATGGTGGGTTATGTTTTCGTCTGTGTAGTCGGATCATGCGATCCCTTCGGACGTTTCCATC

mdm-miR393b*:

AAGGGATCGCATTGATCT
AGGGATCGCATTGATCT

mdm-miR393b

ATCATGCGATCCCTTCGGACG

TTCGTCTGTGTAGTCGGATCAT
TCGGATCATGCGATCCCTTCGGACG
ATCATGCGATCCCTTCGGACG
ATCATGCGATCCCTTCGGAC
CATGCGATCCCTTCGGACG
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>mdm-MIR393c M10023081

CTTCCAAAGGGATCGCATTGAT
TCCAAAGGGATCGCATTGATC
TCCAAAGGGATCGCATTGATCT
TCCAAAGGGATCGCA
TCCAAAGGGATCGCATTGATCTA
TCCAAAGGGATCGCATTGAT
TCCAAAGGGATCGCATTGA
TCCAAAGGGATCGCATT
TCCAAAGGGATCGCATTG
TCCAAAGGGATCGCATTGATCTAA
CAAAGGGATCGCATTGATCT
AAGGGATCGCATTGATCT
AGGGATCGCATTGATCT
TTCGTCTGTGTAGTCGGATCAT
TCGGATCATGCGATCCCTTCGGACG
ATCATGCGATCCCTTCGGACG
ATCATGCGATCCCTTCGGAC
CATGCGATCCCTTCGGACG
GGTGGAGGCTTCCAAAGGGATCGCATTGATCTAATTGATCAGATATGTCAAACATCATCCGCATAGACATATGGTGGGTTATGTTTTCGTCTGTGTAGTCGGATCATGCGATCCCTTCGGACGTTTCCATC

mdm-miR393c

mdm-miR393c*: ATCATGCGATCCCTTCGGACG
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>mdm-MIR393d M10023165

CTTCCAAAGGGATCGCATTGAT
TCCAAAGGGATCGCATTGATC
TCCAAAGGGATCGCATTGATCT
TCCAAAGGGATCGCA
TCCAAAGGGATCGCATTGATCTA
TCCAAAGGGATCGCATTGAT
TCCAAAGGGATCGCATTGA
TCCAAAGGGATCGCATT
TCCAAAGGGATCGCATTG
TCCAAAGGGATCGCATTGATCTAA
CAAAGGGATCGCATTGATCT
AAGGGATCGCATTGATCT
AGGGATCGCATTGATCT
TTCGTCTGTGTAGTCGGATCAT
TCGGATCATGCGATCCCTTCGGACG
ATCATGCGATCCCTTCGGACG
ATCATGCGATCCCTTCGGAC
CATGCGATCCCTTCGGACG
GGTGGAGGCTTCCAAAGGGATCGCATTGATCTAATTGATCAGATATGTCAAACATCATCCGCATAGACATATGGTGGGTTATGTTTTCGTCTGTGTAGTCGGATCATGCGATCCCTTCGGACGTTTCCATC

mdm-miR393d

Corrected:
mdm-miR393d: TCCAAAGGGATCGCATTGATCT
mdm-miR393d*: ATCATGCGATCCCTTCGGACG
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>mdm-MIR393e M10023166

CTTCCAAAGGGATCGCATTGAT
TCCAAAGGGATCGCATTGATC
TCCAAAGGGATCGCATTGATCT
TCCAAAGGGATCGCA
TCCAAAGGGATCGCATTGATCTA
TCCAAAGGGATCGCATTGAT
TCCAAAGGGATCGCATTGA
TCCAAAGGGATCGCATT
TCCAAAGGGATCGCATTG
TCCAAAGGGATCGCATTGATCTAA

CAAAGGGATCGCATTGATCT

GGTGGAGGCTTCCAAAGGGATCGCATTGATCTAATTGATCAGATATGTCAAACATCATCCGCATAGACATATGGTGGGTTATGTTTTCGTCTGTGTAGTCGGATCATGCGATCCCTTCGGACGTTTCCATC

Corrected:

393e*:

AAGGGATCGCATTGATCT
AGGGATCGCATTGATCT

393e: TCCAAAGGGATCGCATTGATCT

ATCATGCGATCCCTTCGGACG

TTCGTCTGTGTAGTCGGATCAT
TCGGATCATGCGATCCCTTCGGACG
ATCATGCGATCCCTTCGGACG
ATCATGCGATCCCTTCGGAC
CATGCGATCCCTTCGGACG

mdm-miR393e
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>mdm-MIR393f M10023167

CTTCCAAAGGGATCGCATTGAT
TCCAAAGGGATCGCATTGATCT
TCCAAAGGGATCGCA
TCCAAAGGGATCGCATTGATC
TCCAAAGGGATCGCATTGAT
TCCAAAGGGATCGCATTGA
TCCAAAGGGATCGCATT
TCCAAAGGGATCGCATTG
TCCAAAGGGATCGCATTGATCTA
TCCAAAGGGATCGCATTGATCTAA

CAAAGGGATCGCATTGATCT
AAGGGATCGCATTGATCT
AGGGATCGCATTGATCT

C
GTGGAGGCTTCCAAAGGGATCGCATTGATCTAATTGATCATATATGTCAAACATCGTCCGTACAGACATGGCAGGTTATATATGTAGTTGGATCATGCGATCCCTTCGGACGTTTCCAT

Corrected:
mdm-miR393F: TCCAAAGGGATCGCATTGATCT
mdm-miR393f*: ATCATGCGATCCCTTCGGACG

ATCATGCGATCCCTTCGGACG
ATCATGCGATCCCTTCGGAC
ATGCGATCCCTTCGGACG

mdm-miR393F
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>mdm-MIR394a M10023082

TTGCAAAGAGTTTCTTACAGA
CAAAGAGTTTCTTACAGAGTT
AAAGAGTTTCTTACAGAGTTC
AAAGAGTTTCTTACAG
AAAGAGTTTCTTACAGAGTT
AAAGAGTTTCTTACAGAGT
AAGAGTTTCTTACAGAG
AAGAGTTTCTTACAGAGTTCT
AAGAGTTTCTTACAG
AGTTTCTTACAGAGTTC
AGTTTCTTACAGAGTTCT
GTTTCTTACAGAGTT
TACAGAGTTCTTTGGCATT
AGAGTTCTTTGGCATTCTGTCCACC
AGAGTTCTTTGGCATTCTGTCCAC
AGAGTTCTTTGGCATTCTGTCCACCT
AGAGTTCTTTGGCATTCTGTC
AGAGTTCTTTGGCATTCTGTCCA
AGAGTTCTTTGGCATTCTGT
AGAGTTCTTTGGCATTCT
GAGTTCTTTGGCATTCTGTCCACC
GAGTTCTTTGGCATTCTGTCCA
GTTCTTTGGCATTCTGTCCACCTC
GTTCTTTGGCATTCTGTCCACC
GTTCTTTGGCATTCTGTCCACCT
TTCTTTGGCATTCTGTCCACCTCC
TTCTTTGGCATTCTGTCCACC
TCTTTGGCATTCTGTCCACCT
CTTTGGCATTCTGTCCACCTC
CTTTGGCATTCTGTCCACCT
CTTTGGCATTCTGTCCACCTCC
TTTGGCATTCTGTCCACCTCC
TTTGGCATTCTGTCCAC
TTTGGCATTCTGTCCACCTC
TTTGGCATTCTGTCCACC
TTTGGCATTCTGTCCACCT
TTTGGCATTCTGTCC
TTGGCATTCTGTCCACCTCC
TTGGCATTCTGTCCACCT
TTGGCATTCTGTCCACCTCCC
TTGGCATTCTGTCCACCTC
TTGGCATTCTGTCCACC
TTGGCATTCTGTCCAC
TGGCATTCTGTCCACCTCC
TGGCATTCTGTCCACCTC
CATTCTGTCCACCTCC
ATTCTGTCCACCTCC

TCTGTGTGTCTGTGGCTCAATGGATGG
TGTCTGTGGCTCAATGGATGG
CAATGGATGGAGGTGGGCATA
AGGTGGGCATACTGCCAACAG
AGGTGGGCATACTGCCAAC
AGGTGGGCATACTGCCAA
AGGTGGGCATACTGCC
AGGTGGGCATACTGCCAACAGA
GTGGGCATACTGCCAACAGAGCTC
TGGGCATACTGCCAACAGAGCTC
GGCATACTGCCAACAGAGCTCTG
CATACTGCCAACAGAGCTCTGT
CAGAGCTCTGTTGGCTTCTCT
AGAGCTCTGTTGGCTTCTCTTT
AGCTCTGTTGGCTTCTCTTTG
AGCTCTGTTGGCTTCTCTTT
AGCTCTGTTGGCTTC
AGCTCTGTTGGCTTCTCT
AGCTCTGTTGGCTTCTCTTTGT
GCTCTGTTGGCTTCTCTTTGT
CTCTGTTGGCTTCTCTTTGT
CTGTTGGCTTCTCTTTGTAAAA
CTGTTGGCTTCTCTTTGTAAA
TGTTGGCTTCTCTTTGTAAAA
TGGCTTCTCTTTGTAAAAC

TCACGTGGGTTTTGCAAAGAGTTTCTTACAGAGTTCTTTGGCATTCTGTCCACCTCCCCCCTCTCTCTGTGTGTCTGTGGCTCAATGGATGGAGGTGGGCATACTGCCAACAGAGCTCTGTTGGCTTCTCTTTGTAAAACCCCCGTGA

mdm-miR394a

a*-1: AGGTGGGCATACTGCCAAC
mdm-miR394a*-2: AGGTGGGCATACTGCCAACAG
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0.37 0
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>mdm-MIR394b M10023083

GSM880655_apple_fruit  GSM880652_apple_leaf GSM880654_apple_flower GSM880653_apple_root Total
0.65 0.08 0.37 0 1.

AAAGCGTTTCTTACAGAGTTC - - 1
AAAGCGTTTCTTACAGAGTT 0 0 0.18 0 0.18
AAGCGTTTCTTACAGAGTTCT 3.66 0.63 9.92 0 14.21
AAGCGTTTCTTACAG 0.32 0 0.18 0 0.5
AAGCGTTTCTTACAGAGT 0 0.04 0.18 0 0.22
AAGCGTTTCTTACAGAGTTC 0.22 0 0 0 0.22
AGCGTTTCTTACAGAGTTCT 0.11 0 0 0 0.11
CGTTTCTTACAGAGTTC 0.43 0 0 0 0.43
GTTTCTTACAGAGTT 0.11 0 0 0 0.11
TACAGAGTTCTTTGGCATT 0 0.04 0 0 0.04
AGAGTTCTTTGGCATTCTGTCCAC 0 0.04 0 0.1 0.14
AGAGTTCTTTGGCATTCTGTCCACCT 0 0 0 0.1 0.1
AGAGTTCTTTGGCATTCTGTCCA 0.11 0.08 0.37 0.15 0.71
AGAGTTCTTTGGCATTCTGT 0 0 0 0.05 0.05
AGAGTTCTTTGGCATTCTGTCCACC 0 0.04 0 0.19 0.23
AGAGTTCTTTGGCATTCT 0 0.04 0 0 0.04
AGAGTTCTTTGGCATTCTGTC 0 0 0 0.19 0.19
GAGTTCTTTGGCATTCTGTCCACC 0.11 0 0 0 0.11
GAGTTCTTTGGCATTCTGTCCA 0.43 0 0 0 0.43
GTTCTTTGGCATTCTGTCCACC 0 0.04 0 0 0.04
GTTCTTTGGCATTCTGTCCACCTC 0 0 0.18 0 0.18
GTTCTTTGGCATTCTGTCCACCT 0.22 0 0 0 0.22
TTCTTTGGCATTCTGTCCACC 0 0 0.37 0 0.37
TTCTTTGGCATTCTGTCCACCTCC 0 0 0.18 0 0.18
TCTTTGGCATTCTGTCCACCT 0 0 0.55 0.05 0.6
CTTTGGCATTCTGTCCACCTCC 0 0.04 0.37 0 0.41
CTTTGGCATTCTGTCCACCT 0.11 0 0.18 0 0.29
CTTTGGCATTCTGTCCACCTC 0.22 0 0 0 0.22
TTTGGCATTCTGTCCACCTCC 2.69 0.46 30.32 0.49 33.96
TTTGGCATTCTGTCCACCTC 0.43 0.04 0.92 0 1.39
TTTGGCATTCTGTCCACC 0.11 0 0.92 0 1.03
TTTGGCATTCTGTCCACCT 0.54 0 1.1 0 1.64
TTTGGCATTCTGTCCAC 0 0 0.55 0 0.55
TTTGGCATTCTGTCC 0 0 0.18 0 0.18
TTGGCATTCTGTCCACCTCC 6.57 4.4 47.78 2.92 61.67
TTGGCATTCTGTCCACCTCCT 0 0 0 0.05 0.05
TTGGCATTCTGTCCACCT 0.43 0 5.33 0 5.76
TTGGCATTCTGTCCACC 0 0 0.18 0 0.18
TTGGCATTCTGTCCACCTC 0 0 0.37 0 0.37
TTGGCATTCTGTCCAC 0 0 0.55 0 0.55
TGGCATTCTGTCCACCTCC 0.43 0 0.55 0 0.98
TGGCATTCTGTCCACCTC 0 0 0.18 0 0.18
CATTCTGTCCACCTCC 1.83 0 13.23 0 15.06
ATTCTGTCCACCTCC 0 0 0.18 0 0.18
AGGTGGGCATACTGCCAACAGA 0 0 0.74 0 0.74
AGGTGGGCATACTGCCAACAG 0 0 0.55 0 0.55
AGGTGGGCATACTGCCAAC 0.11 0 0.18 0 0.29
AGGTGGGCATACTGCCAA 0.11 0 0.18 0 0.29
AGGTGGGCATACTGCC 0 0 0.18 0 0.18
AGTTCTGTTGGATTCTCTTTG 1.08 0.04 0 0 1.12
GTTCTGTTGGATTCTCTTTGT 0.11 0.21 0.37 0.1 0.79
TCTGTTGGATTCTCTTTGT 0 0 0.18 0 0.18

GGGTCTCGTAGCTAGCTCTGTAAACGTGGATGATCACGTGGGTTTCGCAAAGCGTTTCTTACAGAGTTCTTTGGCATTCTGTCCACCTCCTCTTTCTTCGATCTCTTTCTCCCTCTCTTGCTGTGTATGTATGTGGTTTAATGGATGGAGGTGGGCATACTGCCAACAGAGTTCTGTTGGATTCTCTTTGTAAAACCCTCGTGAGTGTATATATGTATCGTTACGCAGTACTCGATCC
mdm-miR394b

mdm-miR394b*-1: AGGTGGGCATACTGCCAAC
mdm-miR394b*-2: AGGTGGGCATACTGCCAACAG



>mdm-MIR395a M10023084

GSM880653_apple_root GSM880652_apple_leaf GSMB880655_apple_fruit  GSM880654_apple_flower Total
2 9 1

GTTCCCCCGAATACTTCATTA 0.05 0.63 0.2 1.2 2.19
GTTCCCCCGAATACTTCAT 0.05 0.08 0 0 0.13
GTTCCCCCGAATACTTCATT 2.58 4.19 0.65 0.55 7.97
GTTCCCCCGAATACTTCA 0.05 0 0 0 0.05
TTCCCCCGAATACTTCATTAG 0.05 9.33 0 0.55 9.93
TTCCCCCGAATACTTCATTA 0.05 0.13 0 0 0.18
TTCCCCCGAATACTTCATTAGG 0 0.04 0 0 0.04
TTCCCCCGAATACTTCATT 0 0.08 0 0 0.08
TCCCCCGAATACTTCATTAG 0 0.08 0 0 0.08
CCCCCGAATACTTCATTAG 0 0.08 0 0 0.08
CCCCGAATACTTCATTAG 0 0.04 0 0 0.04
CCCCGAATACTTCATT 0 0.04 0 0 0.04
CCCGAATACTTCATTAG 0 0.04 0 0 0.04
TCTACTGAAGTGTTTGGGGGA 0 0.04 0 0 0.04
CTACTGAAGTGTTTGGGGGAA 0 0.08 0 0.55 0.63
TACTGAAGTGTTTGGGGGAACT 0 0.42 0 0.74 1.16
TACTGAAGTGTTTGGGGGAAC 0 0.33 0.11 1.29 1.73
TACTGAAGTGTTTGGGGGAACTC 0 0.04 0 0 0.04
ACTGAAGTGTTTGGGGGAACT 0 2.22 0.54 8.82 11.58
ACTGAAGTGTTTGGGGG 0 0.04 0 0 0.04
ACTGAAGTGTTTGGGGGAAC 0 0.25 0 0.18 0.43
ACTGAAGTGTTTGGGGGAA 0 0 0 0.18 0.18
CTGAAGTGTTTGGGGGA 0 0 0.22 1.47 1.69
CTGAAGTGTTTGGGGGAAC 0.1 0.46 0 0.74 1.3
CTGAAGTGTTTGGGGGAACTC 3.4 23.44 53.21 241.11 321.16
CTGAAGTGTTTGGGGGAACTCC 0 0.04 0 0.18 0.22
CTGAAGTGTTTGGGGGAA 0 0.08 6.68 49.99 56.75
CTGAAGTGTTTGGGGG 0 0.04 0 0.18 0.22
CTGAAGTGTTTGGGGGAACT 0 0.04 1.94 6.98 8.96
TGAAGTGTTTGGGGGAA 0 0 0.43 0.55 0.98
TGAAGTGTTTGGGGGAACTC 0.68 0.54 4.42 0.92 6.56
TGAAGTGTTTGGGGGAACT 0 0 0.22 0.55 0.77
TGAAGTGTTTGGGGGAAC 0 0.04 0 0 0.04
TGAAGTGTTTGGGGGA 0 0.11 0.18 0.29
GAAGTGTTTGGGGGAACTC 0 0.13 0 1.84 1.97
GAAGTGTTTGGGGGAACT 0 0 0.32 0.55 0.87
GAAGTGTTTGGGGGAA 0 0 0 0.18 0.18
GAAGTGTTTGGGGGA 0 0 0 0.37 0.37
AAGTGTTTGGGGGAACTC 0 0 0 0.18 0.18
AAGTGTTTGGGGGAA 0 0 0 0.55 0.55

CCTAGAGTTCCCCCGAATACTTCATTAGGATCGATACATAAATTCTTTGAAGGATTGCACCGTCTCTACTGAAGTGTTTGGGGGAACTCCGGG
mdm-miR395a

a GTTCCCCCGAATACTTCATT
mdm-miR395a*-2: GTTCCCCCGAATACTTCATTA



>mdm-MIR395¢

GAATCAGGTGTCCCCTAGAGTTCCCCCGAACACTTCATTAAGATCGATGCATAAGTTCTTTGTATATTAAATGATGATTGCACCATCTCTACTGAAGTGTTTGGGGGAACTCCGGGTGTCATTTGATC

mdm-miR395¢c*:

M10023086

CCTAGAGTTCCCCCGAACACT

GTTCCCCCGAACACTTCATT
GTTCCCCCGAACACTTCA
GTTCCCCCGAACACTTCATTA
TTCCCCCGAACACTTCATTAA
ACACTTCATTAAGATCGATGC

GTTCCCCCGAACACTTCATTA

TCTACTGAAGTGTTTGGGGGA
CTACTGAAGTGTTTGGGGGAA

TACTGAAGTGTTTGGGGGAACT
TACTGAAGTGTTTGGGGGAAC
TACTGAAGTGTTTGGGGGAACTC
ACTGAAGTGTTTGGGGGAACT
ACTGAAGTGTTTGGGGGAAC
ACTGAAGTGTTTGGGGGAA
ACTGAAGTGTTTGGGGG
CTGAAGTGTTTGGGGGA
CTGAAGTGTTTGGGGGAACTC
CTGAAGTGTTTGGGGGAA
CTGAAGTGTTTGGGGGAACT
CTGAAGTGTTTGGGGGAACTCC
CTGAAGTGTTTGGGGG
CTGAAGTGTTTGGGGGAAC
TGAAGTGTTTGGGGGA
TGAAGTGTTTGGGGGAA
TGAAGTGTTTGGGGGAAC
TGAAGTGTTTGGGGGAACT
TGAAGTGTTTGGGGGAACTC
GAAGTGTTTGGGGGAACT
GAAGTGTTTGGGGGAACTC
GAAGTGTTTGGGGGAA
GAAGTGTTTGGGGGA
AAGTGTTTGGGGGAACTC
AAGTGTTTGGGGGAA

mdm-miR395¢c
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>mdm-MIR395d M10023087

AGAGTTCCCTTGACCACTTCA
GTTCCCTTGACCACTTCATTG
GTTCCCTTGACCACTTCATT
GTTCCCTTGACCACTTCAT
GTTCCCTTGACCACTTC
GTTCCCTTGACCACTT
GTTCCCTTGACCACT
GTTCCCTTGACCACTTCA

TTCCCTTGACCACTTCATTGG
TTCCCTTGACCACTTCATTG
TCCCTTGACCACTTCATTG

ATCAGGTGTCCCCTAGAGTTCCCTTGACCACTTCATTGGGAGGTGAGAGATCAATCGTGGATATGGTTTTCGAACAATTGTCCTCCACTCCTCCTATGTATTCCTACTGAAGTGTTTGGGGGAACTCCTGGTGTCATATGAT

mdm-miR395d*: GTTCCCTTGACCACTTCATTG

TCGTGGATATGGTTTTCGAACAA
CTACTGAAGTGTTTGGGGGAA
TACTGAAGTGTTTGGGGGAACT
TACTGAAGTGTTTGGGGGAAC
TACTGAAGTGTTTGGGGGAACTC
ACTGAAGTGTTTGGGGG
ACTGAAGTGTTTGGGGGAA
ACTGAAGTGTTTGGGGGAACT
ACTGAAGTGTTTGGGGGAAC
CTGAAGTGTTTGGGGGAACTC
CTGAAGTGTTTGGGGGA
CTGAAGTGTTTGGGGGAA
CTGAAGTGTTTGGGGG
CTGAAGTGTTTGGGGGAAC
CTGAAGTGTTTGGGGGAACTCC
CTGAAGTGTTTGGGGGAACT
TGAAGTGTTTGGGGGAA
TGAAGTGTTTGGGGGAACTC
TGAAGTGTTTGGGGGA
TGAAGTGTTTGGGGGAACT
TGAAGTGTTTGGGGGAAC
GAAGTGTTTGGGGGAACT
GAAGTGTTTGGGGGA
GAAGTGTTTGGGGGAACTC
GAAGTGTTTGGGGGAA
AAGTGTTTGGGGGAACTC
AAGTGTTTGGGGGAA
AAGTGTTTGGGGGAACTCCTG
AAGTGTTTGGGGGAACTCCT

mdm-miR395d
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>mdm-MIR395e

GAATCAGGTGTCCCCTAGAGTTCCCCCGAACACTTCATTAAGATCGATGCATAAGTTCTTTGTATATTAAATGATGATTGCACCATCTCTACTGAAGTGTTTGGGGGAACTCCGGGTGTCATTTGATC

mdm-miR395e*:

M10023088

CCTAGAGTTCCCCCGAACACT

GTTCCCCCGAACACTTCATT
GTTCCCCCGAACACTTCA
GTTCCCCCGAACACTTCATTA
TTCCCCCGAACACTTCATTAA
ACACTTCATTAAGATCGATGC

GTTCCCCCGAACACTTCATTA

TCTACTGAAGTGTTTGGGGGA
CTACTGAAGTGTTTGGGGGAA

TACTGAAGTGTTTGGGGGAACT
TACTGAAGTGTTTGGGGGAAC
TACTGAAGTGTTTGGGGGAACTC
ACTGAAGTGTTTGGGGGAACT
ACTGAAGTGTTTGGGGGAAC
ACTGAAGTGTTTGGGGGAA
ACTGAAGTGTTTGGGGG
CTGAAGTGTTTGGGGGA
CTGAAGTGTTTGGGGGAACTC
CTGAAGTGTTTGGGGGAA
CTGAAGTGTTTGGGGGAACT
CTGAAGTGTTTGGGGGAACTCC
CTGAAGTGTTTGGGGG
CTGAAGTGTTTGGGGGAAC
TGAAGTGTTTGGGGGA
TGAAGTGTTTGGGGGAA
TGAAGTGTTTGGGGGAAC
TGAAGTGTTTGGGGGAACT
TGAAGTGTTTGGGGGAACTC
GAAGTGTTTGGGGGAACT
GAAGTGTTTGGGGGAACTC
GAAGTGTTTGGGGGAA
GAAGTGTTTGGGGGA
AAGTGTTTGGGGGAACTC
AAGTGTTTGGGGGAA

mdm-miR395e
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>mdm-MIR395F M10023089

CCTAGAGTTCCCCCGAACACT
GTTCCCCCGAACACTTCATT
GTTCCCCCGAACACTTCA
GTTCCCCCGAACACTTCATTA

TTCCCCCGAACACTTCATTAA
ACACTTCATTAAGATCGATGC

GAATCAGGTGTCCCCTAGAGTTCCCCCGAACACTTCATTAAGATCGATGCATAAGTTCTTTGTATATTAAATGATGATTGCACCATCTCTACTGAAGTGTTTGGGGGAACTCCGGGTGTCATTTGATC

mdm-miR395F*: GTTCCCCCGAACACTTCATTA

TCTACTGAAGTGTTTGGGGGA
CTACTGAAGTGTTTGGGGGAA

TACTGAAGTGTTTGGGGGAACT
TACTGAAGTGTTTGGGGGAAC
TACTGAAGTGTTTGGGGGAACTC
ACTGAAGTGTTTGGGGGAACT
ACTGAAGTGTTTGGGGGAAC
ACTGAAGTGTTTGGGGGAA
ACTGAAGTGTTTGGGGG
CTGAAGTGTTTGGGGGA
CTGAAGTGTTTGGGGGAACTC
CTGAAGTGTTTGGGGGAA
CTGAAGTGTTTGGGGGAACT
CTGAAGTGTTTGGGGGAACTCC
CTGAAGTGTTTGGGGG
CTGAAGTGTTTGGGGGAAC
TGAAGTGTTTGGGGGA
TGAAGTGTTTGGGGGAA
TGAAGTGTTTGGGGGAAC
TGAAGTGTTTGGGGGAACT
TGAAGTGTTTGGGGGAACTC
GAAGTGTTTGGGGGAACT
GAAGTGTTTGGGGGAACTC
GAAGTGTTTGGGGGAA
GAAGTGTTTGGGGGA
AAGTGTTTGGGGGAACTC
AAGTGTTTGGGGGAA

mdm-miR395F
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>mdm-MIR395g M10023090

AGAATAAGGTCTGCAATGCTA

A
GAAAAGAATAAGGTCTGCAATGCTATCAGGTGTTACCAAGAGTTCCCTTGACCACTTCATTGGGAAATAGTCTCTTTTGTAACTATAAATCCTACTGAAGTGTTTGGGGGAACTCCTGGTTGCATTTGATTTTACAAAGAACAAAAATTATC

mdm-miR395g*: GTTCCCTTGACCACTTCATTG

AGAGTTCCCTTGACCACTTCA
GTTCCCTTGACCACTTCATT
GTTCCCTTGACCACTTCATTG
GTTCCCTTGACCACTTCAT

GTTCCCTTGACCACTTC
GTTCCCTTGACCACTTCA
TTCCCTTGACCACTTCATTGG
TTCCCTTGACCACTTCATTG
TCCCTTGACCACTTCATTG

CTACTGAAGTGTTTGGGGGAA

TACTGAAGTGTTTGGGGGAACT
TACTGAAGTGTTTGGGGGAAC
TACTGAAGTGTTTGGGGGAACTC
ACTGAAGTGTTTGGGGG
ACTGAAGTGTTTGGGGGAAC
ACTGAAGTGTTTGGGGGAACT
ACTGAAGTGTTTGGGGGAA
CTGAAGTGTTTGGGGG
CTGAAGTGTTTGGGGGAACT
CTGAAGTGTTTGGGGGAACTC
CTGAAGTGTTTGGGGGAACTCC
CTGAAGTGTTTGGGGGAAC
CTGAAGTGTTTGGGGGAA
CTGAAGTGTTTGGGGGA
TGAAGTGTTTGGGGGAA
TGAAGTGTTTGGGGGAACT
TGAAGTGTTTGGGGGAACTC
TGAAGTGTTTGGGGGA
TGAAGTGTTTGGGGGAAC
GAAGTGTTTGGGGGAACTC
GAAGTGTTTGGGGGAACT
GAAGTGTTTGGGGGAA
GAAGTGTTTGGGGGA
AAGTGTTTGGGGGAACTC
AAGTGTTTGGGGGAACTCCT
AAGTGTTTGGGGGAACTCCTG
AGTGTTTGGGGGAA

mdm-miR395g
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>mdm-MIR395i

A
TCAGGTGTCACCAAGAGTTCCCTTGACCACTTCATTGGGAAATAGTCTCTTTTGCAACTAAATATCCTACTGAAGTGTTTGGGGGAACTCCCGGCGGCATTTGA

mdm-miR395i*:

M10023092

AGAGTTCCCTTGACCACTTCA

GTTCCCTTGACCACTTCATT

GTTCCCTTGACCACTT
GTTCCCTTGACCACTTCAT
GTTCCCTTGACCACT
GTTCCCTTGACCACTTCA
GTTCCCTTGACCACTTC

GTTCCCTTGACCACTTCATTG
TTCCCTTGACCACTTCATTGG
TTCCCTTGACCACTTCATTG

TCCCTTGACCACTTCATTG

GTTCCCTTGACCACTTCATTG

CTACTGAAGTGTTTGGGGGAA

TACTGAAGTGTTTGGGGGAAC
TACTGAAGTGTTTGGGGGAACT
TACTGAAGTGTTTGGGGGAACTC
ACTGAAGTGTTTGGGGGAACT
ACTGAAGTGTTTGGGGG
ACTGAAGTGTTTGGGGGAAC
ACTGAAGTGTTTGGGGGAA
CTGAAGTGTTTGGGGGA
CTGAAGTGTTTGGGGGAACT
CTGAAGTGTTTGGGGGAACTCC
CTGAAGTGTTTGGGGGAACTC
CTGAAGTGTTTGGGGG
CTGAAGTGTTTGGGGGAA
CTGAAGTGTTTGGGGGAAC
TGAAGTGTTTGGGGGAACTC
TGAAGTGTTTGGGGGAA
TGAAGTGTTTGGGGGAAC
TGAAGTGTTTGGGGGA
TGAAGTGTTTGGGGGAACT
GAAGTGTTTGGGGGAACTC
GAAGTGTTTGGGGGAACT
GAAGTGTTTGGGGGAA
GAAGTGTTTGGGGGA
AAGTGTTTGGGGGAA
AGTGTTTGGGGGAACTC

mdm-miR3951
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>mdm-MIR396a M10023093

TCTTTGTATTCTTCCACAGCT
CTTTGTATTCTTCCACAGCTT
TTTGTATTCTTCCACAGCTTT
TTGTATTCTTCCACAGCTTTC
TATTCTTCCACAGCT
TATTCTTCCACAGCTTTCTTG
ATTCTTCCACAGCTTTCTT
ATTCTTCCACAGCTTTCTTGAA
ATTCTTCCACAGCTTTC
ATTCTTCCACAGCTTTCTTGA
CTTCCACAGCTTTCTTGAACAG
TTCCACAGCTTTCTT
TTCCACAGCTTTCTTGAACAGC
TTCCACAGCTTTCTTGAACAG
TTCCACAGCTTTCTTGAAC
TTCCACAGCTTTCTTGAACAGCA
TTCCACAGCTTTCTTGA
TTCCACAGCTTTCTTGAACA
TTCCACAGCTTTCTTGAA
TTCCACAGCTTTCTTG
TCCACAGCTTTCTTGAACAGC
TCCACAGCTTTCTTG
TCCACAGCTTTCTTGAAC
TCCACAGCTTTCTTGAACAG
TCCACAGCTTTCTTGA
TCCACAGCTTTCTTGAA
TCCACAGCTTTCTTGAACAGCA
CCACAGCTTTCTTGAACAGCA
CCACAGCTTTCTTGAA

CCACAGCTTTCTTGAACAGCAT

CCACAGCTTTCTTGAACAGC
CCACAGCTTTCTTGAAC
CCACAGCTTTCTTGAACA
CCACAGCTTTCTTGAACAG
CCACAGCTTTCTTGA
CACAGCTTTCTTGAACAGCA
CACAGCTTTCTTGAACA
CACAGCTTTCTTGAACAG
CACAGCTTTCTTGAA
CACAGCTTTCTTGAAC
ACAGCTTTCTTGAAC
ACAGCTTTCTTGAACAG
ACAGCTTTCTTGAACA
CAGCTTTCTTGAACAG
AGCTTTCTTGAACAG
GCTTTCTTGAACAGC
GCTTTCTTGAACAGCA

TTCTTGAACAGCATCCATGTA
TCTTGAACAGCATCCATGTAT
TCTTGAACAGCATCCATGTA

mdm-miR396a

mdm-miR396a*-1: TTCAATAAAGCTGTGGGAAG
mdm-miR396a*-2: GTTCAATAAAGCTGTGGGAAG

ACCGATCTTTGGAGTGAGTCGA
AACTTGGTTTGCGGTTCAA
CTTGGTTTGCGGTTCAATAAAG
CGGTTCAATAAAGCTGTGGGA
CGGTTCAATAAAGCTGT
CGGTTCAATAAAGCTGTG
CGGTTCAATAAAGCTGTGGGAA
CGGTTCAATAAAGCTGTGG
CGGTTCAATAAAGCT
GGTTCAATAAAGCTGTGGGAAG
GGTTCAATAAAGCTGTGGGAA
GTTCAATAAAGCTGT
GTTCAATAAAGCTGTGGGAAGA
GTTCAATAAAGCTGTGGGAAG
GTTCAATAAAGCTGTGGGAA
GTTCAATAAAGCTGTGGGA
GTTCAATAAAGCTGTGG
TTCAATAAAGCTGTGGGAAG
TTCAATAAAGCTGTGGGAAGA
TCAATAAAGCTGTGGGAAGA
TCAATAAAGCTGTGGGAAGATACA
TCAATAAAGCTGTGGGAAGATA
TCAATAAAGCTGTGGGAAG
TCAATAAAGCTGTGGGAAGAT
TCAATAAAGCTGTGGGAAGATAC
CAATAAAGCTGTGGGAAGATAC
CAATAAAGCTGTGGGAAGATACA
CAATAAAGCTGTGGGAAGA
CAATAAAGCTGTGGGAAGATA
AATAAAGCTGTGGGAAGATACA
AATAAAGCTGTGGGAAGATAC
AATAAAGCTGTGGGAAGA
AATAAAGCTGTGGGAAGATACAGA
AATAAAGCTGTGGGAAG
ATAAAGCTGTGGGAAGATACA
ATAAAGCTGTGGGAAGATAC
AAAGCTGTGGGAAGATACAGATA
AAAGCTGTGGGAAGATACAGATAG
AAAGCTGTGGGAAGATACA
AAGCTGTGGGAAGATACAGAT
GCTGTGGGAAGATACAGATAG
CTGTGGGAAGATACAGATAGGCTC
CTGTGGGAAGATACAGATAGG
TGTGGGAAGATACAGATAGGCT
TGGGAAGATACAGATAGGCTC

GATCCTCTTTGTATTCTTCCACAGCTTTCTTGAACAGCATCCATGTATGACGAGATCGACCGATCTTTGGAGTGAGTCGACTCAGTCTCTCTATTCCTCTTAACTTGGTTTGCGGTTCAATAAAGCTGTGGGAAGATACAGATAGGCTC
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>mdm-MIR396b M10023094

TCTTTGTATTCTTCCACAGCT
CTTTGTATTCTTCCACAGCTT
TTTGTATTCTTCCACAGCTTT
TTGTATTCTTCCACAGCTTTC
TATTCTTCCACAGCTTTCTTG
TATTCTTCCACAGCT
ATTCTTCCACAGCTTTCTTGAA
ATTCTTCCACAGCTTTCTTGA
ATTCTTCCACAGCTTTCTT
ATTCTTCCACAGCTTTC

CTTCCACAGCTTTCTTGAACT
TTCCACAGCTTTCTTGAACTG
TTCCACAGCTTTCTTGAAC
TTCCACAGCTTTCTTGAACT
TTCCACAGCTTTCTTGAA
TTCCACAGCTTTCTTGAACTGCA
TTCCACAGCTTTCTTGA
TTCCACAGCTTTCTTG
TTCCACAGCTTTCTTGAACTGC
TTCCACAGCTTTCTT

TCCACAGCTTTCTTGAA
TCCACAGCTTTCTTGAACT
TCCACAGCTTTCTTGAACTGC
TCCACAGCTTTCTTGA
TCCACAGCTTTCTTGAACTG
TCCACAGCTTTCTTG
TCCACAGCTTTCTTGAAC
CCACAGCTTTCTTGAA
CCACAGCTTTCTTGAACTG
CCACAGCTTTCTTGAACTGCA
CCACAGCTTTCTTGAAC
CCACAGCTTTCTTGAACT
CCACAGCTTTCTTGAACTGC
CCACAGCTTTCTTGA
CACAGCTTTCTTGAACT
CACAGCTTTCTTGAACTG
CACAGCTTTCTTGAA
CACAGCTTTCTTGAAC
CACAGCTTTCTTGAACTGCA
ACAGCTTTCTTGAACTG
ACAGCTTTCTTGAACT
ACAGCTTTCTTGAAC
ACAGCTTTCTTGAACTGCA
CAGCTTTCTTGAACTGC
CAGCTTTCTTGAACTG
CAGCTTTCTTGAACT
CAGCTTTCTTGAACTGCA
AGCTTTCTTGAACTG
AGCTTTCTTGAACTGCA
AGCTTTCTTGAACTGC
GCTTTCTTGAACTGCA

ACCGATCTTTGGAGTGAGTCGA
AACTTGGTTTGCGGTTCAA
CTTGGTTTGCGGTTCAATAAAG
CGGTTCAATAAAGCTGTGGGA
CGGTTCAATAAAGCTGTGG
CGGTTCAATAAAGCTGT
CGGTTCAATAAAGCTGTG
CGGTTCAATAAAGCT
CGGTTCAATAAAGCTGTGGGAA
GGTTCAATAAAGCTGTGGGAAG
GGTTCAATAAAGCTGTGGGAA
GTTCAATAAAGCTGTGGGA
GTTCAATAAAGCTGTGGGAA
GTTCAATAAAGCTGTGGGAAG
GTTCAATAAAGCTGTGG
GTTCAATAAAGCTGT
GTTCAATAAAGCTGTGGGAAGA
TTCAATAAAGCTGTGGGAAG
TTCAATAAAGCTGTGGGAAGA
TCAATAAAGCTGTGGGAAGA
TCAATAAAGCTGTGGGAAG
TCAATAAAGCTGTGGGAAGAT
TCAATAAAGCTGTGGGAAGATACA
TCAATAAAGCTGTGGGAAGATA
TCAATAAAGCTGTGGGAAGATAC
CAATAAAGCTGTGGGAAGATAC
CAATAAAGCTGTGGGAAGA
CAATAAAGCTGTGGGAAGATA
CAATAAAGCTGTGGGAAGATACA
AATAAAGCTGTGGGAAG
AATAAAGCTGTGGGAAGATACAGA
AATAAAGCTGTGGGAAGATACA
AATAAAGCTGTGGGAAGA
AATAAAGCTGTGGGAAGATAC
ATAAAGCTGTGGGAAGATAC
ATAAAGCTGTGGGAAGATACA
AAAGCTGTGGGAAGATACAGATAG
AAAGCTGTGGGAAGATACAGATA
AAAGCTGTGGGAAGATACA
AAGCTGTGGGAAGATACAGAT
GCTGTGGGAAGATACAGATAG
CTGTGGGAAGATACAGATAGG
CTGTGGGAAGATACAGATAGGCTC
TGTGGGAAGATACAGATAGGCT
TGGGAAGATACAGATAGGCTC
ATACAGATAGGCTCAATAAAATT

GAAGATGATGATCCTCTTTGTATTCTTCCACAGCTTTCTTGAACTGCATCCATCTATGGCGAGATCGACCGATCTTTGGAGTGAGTCGACTCAGTATCTCTATTCCCCTTAACTTGGTTTGCGGTTCAATAAAGCTGTGGGAAGATACAGATAGGCTCAATAAAATTC

mdm-mi

mdm-miR396b

b 2 TTCAATAAAGCTGTGGGAAG
396b*-2: GTTCAATAAAGCTGTGGGAAG
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>mdm-MIR396c M10023095

GSM880654_apple_flower GSM880652_apple_leaf GSM880655_apple_fruit  GSM880653_apple_root Total
18 0 0 0 0.

CCATGCTTTTCCACA 0. 18
CCATGCTTTTCCACAGCTTTC 6.62 0.17 24.56 0.1 31.45
CCATGCTTTTCCACAGCTTT 0.18 0 0.54 0 0.72
CCATGCTTTTCCACAGCTT 0.18 0 0 0 0.18
CCATGCTTTTCCACAGCT 0.18 0 0.22 0 0.4
CCATGCTTTTCCACAGC 0 0.04 0 0 0.04
CATGCTTTTCCACAGCTTTCT 0 0 0.54 0 0.54
CATGCTTTTCCACAGCTTT 0 0 0.11 0 0.11
ATGCTTTTCCACAGCTTTC 0.18 0 0 0 0.18
GCTTTTCCACAGCTTTCTTGA 0 0 0.32 0 0.32
TTTTCCACAGCTTTCTTGAACT 0 0.08 0 0 0.08
TTTTCCACAGCTTTCTTGAAC 0 0.04 0 0 0.04
TTTTCCACAGCTTTCTTGAA 0 0.04 0 0 0.04
TTTCCACAGCTTTCTTGAACTT 0.92 0.08 0.54 0 1.54
TTTCCACAGCTTTCTTGAACT 0 0.04 0 0 0.04
TTTCCACAGCTTTCTTGA 0 0.04 0 0 0.04
TTCCACAGCTTTCTTGAACTTCA 0.18 0.08 0 0 0.26
TTCCACAGCTTTCTTG 23.16 0.08 41.36 0 64.6
TTCCACAGCTTTCTTGAAC 17.27 6.66 7.11 2.77 33.81
TTCCACAGCTTTCTTGAA 84.54 2.01 16.16 0.29 103
TTCCACAGCTTTCTTGAACT 69.28 2.18 24.02 0.49 95.97
TTCCACAGCTTTCTTGA 26.65 1.26 23.37 0.19 51.47
TTCCACAGCTTTCTTGAACTT 2045.8 87.44 910.5 8.46 3052.2
TTCCACAGCTTTCTTGAACTTC 3.49 0.17 0.43 0 4.09
TTCCACAGCTTTCTT 2.57 0.08 6.89 0 9.54
TCCACAGCTTTCTTGAA 3.68 0.04 0.43 0.05 4.2
TCCACAGCTTTCTTGAAC 0.55 0 0.43 0 0.98
TCCACAGCTTTCTTGA 0 0 0.11 0 0.11
TCCACAGCTTTCTTGAACT 3.86 0 0.43 0 4.29
TCCACAGCTTTCTTGAACTTC 0.55 0.04 0o 0 0.59
TCCACAGCTTTCTTGAACTT 38.78 1.09 19.39 0.24 59.5
TCCACAGCTTTCTTG 1.47 0 1.08 0 2.55
CCACAGCTTTCTTGAACT 1.47 0 0 0 1.47
CCACAGCTTTCTTGAAC 0.55 0 0.11 0 0.66
CCACAGCTTTCTTGAA 3.12 0 0.32 0 3.44
CCACAGCTTTCTTGAACTT 6.25 0.13 5.17 0 11.55
CCACAGCTTTCTTGA 0 0 0.11 0 0.11
CACAGCTTTCTTGAA 1.47 0 0.11 0 1.58
CACAGCTTTCTTGAAC 0.18 0 0 0.05 0.23
CACAGCTTTCTTGAACT 0.74 0 0 0 0.74
CACAGCTTTCTTGAACTT 4.78 0.33 3.02 0 8.13
ACAGCTTTCTTGAACT o 0.04 0.54 0 0.58
ACAGCTTTCTTGAACTT 10.29 0.04 6.57 0 16.9
ACAGCTTTCTTGAAC 0.37 0 0 0 0.37
CAGCTTTCTTGAACTT 10.29 0 5.06 0 15.35
CAGCTTTCTTGAACT 0.92 0 0.32 0 1.24
CAGCTTTCTTGAACTTC 0 0 0.11 0 0.11
CAGCTTTCTTGAACTTCAATT (o} 0 0.43 0 0.43
AGCTTTCTTGAACTT 6.25 0 3.55 0 9.8
GGACTAGCACCATGGAAGCTCAAGAAAGCTG 0 0 0 0.05 0.05
TGGAAGCTCAAGAAAGC 0 0 0.11 0 0.11
GCTCAAGAAAGCTGTGGGA 0.18 0 0.43 0 0.61
GCTCAAGAAAGCTGTGGGAG 0.74 0.08 1.08 0.05 1.95
GCTCAAGAAAGCTGTGGGAGA 9.19 20.01 5.17 13.56 47.93
GCTCAAGAAAGCTGTGGG 0.18 0.11 0 0.29
GCTCAAGAAAGCTGTGGGAGAC 0 0.04 0 0.05 0.09
GCTCAAGAAAGCTGT 0.37 0 0 0.37
CTCAAGAAAGCTGTGGGAGACC 0 3.06 0 0.15 3.21
CTCAAGAAAGCTGTG 0 0 0.11 0 0.11
CTCAAGAAAGCTGTGGGAG 0.55 0.17 0.65 0 1.37
CTCAAGAAAGCTGTGGGAGAC 0 4.81 0.11 0.92 5.84
CTCAAGAAAGCTGTGGGA 1.29 0 3.99 0 5.28
CTCAAGAAAGCTGTGGG 0.18 0 0.22 0o 0.4
CTCAAGAAAGCTGTGGGAGA 16.72 50.57 22.73 10.4 100.42
TCAAGAAAGCTGTGGGAGAC 0 0.13 0 0 0.13
TCAAGAAAGCTGTGGGAGACCA 0 0.08 0 0 0.08
TCAAGAAAGCTGTGGGAGACC 0 2.72 0 0.15 2.87
TCAAGAAAGCTGTGGGAGA 0 0.38 0 0.19 0.57
TCAAGAAAGCTGTGGGA 0 0 0.11 0 0.11
CAAGAAAGCTGTGGGAGAC 0 0 0 0.05 0.05
CAAGAAAGCTGTGGGAGACC 0 0.04 0 0 0.04
AAGAAAGCTGTGGGAGACC 0 0.04 0 0 0.04
AAGAAAGCTGTGGGAGA 0 0.08 0 0 0.08
AAGAAAGCTGTGGGAGACCAT 0 0.17 0 0.1 0.27
AGAAAGCTGTGGGAGA 0.37 0.13 0.22 0.05 0.77
GAAAGCTGTGGGAGA 0.18 0 0.11 0 0.29
AAGCTGTGGGAGACCAT 0 0.04 0 0 0.04

TTGCCATGCTTTTCCACAGCTTTCTTGAACTTCAATTCTCTGCTGTCTAAATMTCTTTCAGGACTAGCACCATGGAAGCTCAAGAAAGCTGTGGGAGACCATGGCAA
mdm-miR396¢

mdm-miR396¢*-1: CTCAAGAAAGCTGTGGGAGA
mdm-miR396¢*-2: GCTCAAGAAAGCTGTGGGAGA




>mdm-MIR396d M10023096

GSM880654_apple_flower GSM880652_apple_leaf GSM880655_apple_fruit  GSM880653_apple_root Total
0 0

CCATGCTTTTCCACA 0.18 0 0.18
CCATGCTTTTCCACAGCTTTC 6.62 0.17 24.56 0.1 31.45
CCATGCTTTTCCACAGCTTT 0.18 0 0.54 0 0.72
CCATGCTTTTCCACAGCTT 0.18 0 0 0 0.18
CCATGCTTTTCCACAGCT 0.18 0 0.22 0 0.4
CCATGCTTTTCCACAGC 0 0.04 0 0 0.04
CATGCTTTTCCACAGCTTTCT 0 0 0.54 0 0.54
CATGCTTTTCCACAGCTTT 0 0 0.11 0 0.11
ATGCTTTTCCACAGCTTTC 0.18 0 0 0 0.18
GCTTTTCCACAGCTTTCTTGA 0 0 0.32 0 0.32
TTTTCCACAGCTTTCTTGAACT 0 0.08 0 0 0.08
TTTTCCACAGCTTTCTTGAAC 0 0.04 0 0 0.04
TTTTCCACAGCTTTCTTGAA 0 0.04 0 0 0.04
TTTCCACAGCTTTCTTGAACTT 0.92 0.08 0.54 0 1.54
TTTCCACAGCTTTCTTGAACT 0 0.04 0 0 0.04
TTTCCACAGCTTTCTTGA 0 0.04 0 0 0.04
TTCCACAGCTTTCTTGAACTTCA 0.18 0.08 0 0 0.26
TTCCACAGCTTTCTTG 23.16 0.08 41.36 0 64.6
TTCCACAGCTTTCTTGAAC 17.27 6.66 7.11 2.77 33.81
TTCCACAGCTTTCTTGAACT 69.28 2.18 24.02 0.49 95.97
TTCCACAGCTTTCTTGA 26.65 1.26 23.37 0.19 51.47
TTCCACAGCTTTCTTGAACTT 2045.8 87.44 910.5 8.46 3052.2
TTCCACAGCTTTCTTGAA 84.54 2.01 16.16 0.29 103
TTCCACAGCTTTCTTGAACTTC 3.49 0.17 0.43 0 4.09
TTCCACAGCTTTCTT 2.57 0.08 6.89 0 9.54
TCCACAGCTTTCTTGAA 3.68 0.04 0.43 0.05 4.2
TCCACAGCTTTCTTGAAC 0.55 0 0.43 0 0.98
TCCACAGCTTTCTTGA 0 0 0.11 0 0.11
TCCACAGCTTTCTTGAACT 3.86 0 0.43 0 4.29
TCCACAGCTTTCTTGAACTTC 0.55 0.04 0 0 0.59
TCCACAGCTTTCTTGAACTT 38.78 1.09 19.39 0.24 59.5
TCCACAGCTTTCTTG 1.47 0 1.08 0 2.55
CCACAGCTTTCTTGAACTT 6.25 0.13 5.17 0 11.55
CCACAGCTTTCTTGA 0 0 0.11 0 0.11
CCACAGCTTTCTTGAA 3.12 0 0.32 0 3.44
CCACAGCTTTCTTGAAC 0.55 0 0.11 0 0.66
CCACAGCTTTCTTGAACT 1.47 0 0 0 1.47
CACAGCTTTCTTGAACT 0.74 0 0 0 0.74
CACAGCTTTCTTGAAC 0.18 0 0 0.05 0.23
CACAGCTTTCTTGAACTT 4.78 0.33 3.02 0 8.13
CACAGCTTTCTTGAA 1.47 0 0.11 0 1.58
ACAGCTTTCTTGAACT 0 0.04 0.54 0 0.58
ACAGCTTTCTTGAAC 0.37 0 0 0 0.37
ACAGCTTTCTTGAACTT 10.29 0.04 6.57 0 16.9
CAGCTTTCTTGAACTTCAATT 0o 0 0.43 0 0.43
CAGCTTTCTTGAACTT 10.29 0 5.06 0 15.35
CAGCTTTCTTGAACT 0.92 0 0.32 0 1.24
CAGCTTTCTTGAACTTC 0 0 0.11 0 0.11
AGCTTTCTTGAACTT 6.25 0 3.55 0 9.8
TTCCGGATTAGCACCATGGAA 0.37 0 0 0 0.37
TGGAAGCTCAAGAAAGC 0 0 0.11 0 0.11
GCTCAAGAAAGCTGTGGGAGA 9.19 20.01 5.17 13.56 47.93
GCTCAAGAAAGCTGTGGGAG 0.74 0.08 1.08 0.05 1.95
GCTCAAGAAAGCTGTGGGA 0.18 0 0.43 0 0.61
GCTCAAGAAAGCTGTGGG 0.18 0 0.11 0 0.29
GCTCAAGAAAGCTGT 0.37 0 0 0.37
GCTCAAGAAAGCTGTGGGAGAC 0 0.04 0 0.05 0.09
CTCAAGAAAGCTGTGGGAGA 16.72 50.57 22.73 10.4 100.42
CTCAAGAAAGCTGTGGGAG 0.55 0.17 0.65 0 1.37
CTCAAGAAAGCTGTG 0 0 0.11 0 0.11
CTCAAGAAAGCTGTGGGAGAC 0 4.81 0.11 0.92 5.84
CTCAAGAAAGCTGTGGGAGACC 0 3.06 0 0.15 3.21
CTCAAGAAAGCTGTGGG 0.18 0 0.22 0 0.4
CTCAAGAAAGCTGTGGGA 1.29 0 3.99 0 5.28
TCAAGAAAGCTGTGGGAGA 0 0.38 0 0.19 0.57
TCAAGAAAGCTGTGGGA 0 0 0.11 0 0.11
TCAAGAAAGCTGTGGGAGACCA 0 0.08 0 0 0.08
TCAAGAAAGCTGTGGGAGACC 0 2.72 0 0.15 2.87
TCAAGAAAGCTGTGGGAGAC 0 0.13 0 0 0.13
CAAGAAAGCTGTGGGAGACC 0 0.04 0 0 0.04
CAAGAAAGCTGTGGGAGAC 0 0 0 0.05 0.05
AAGAAAGCTGTGGGAGA 0 0.08 0 0 0.08
AAGAAAGCTGTGGGAGACCAT 0 0.17 0 0.1 0.27
AAGAAAGCTGTGGGAGACC 0 0.04 0 0 0.04
AGAAAGCTGTGGGAGA 0.37 0.13 0.22 0.05 0.77
GAAAGCTGTGGGAGA 0.18 (o] 0.11 0 0.29
AAGCTGTGGGAGACCAT 0 0.04 0 0 0.04

GCCATGCTTTTCCACAGCTTTCTTGAACTTCAATTCTMTGCTGTCTAAATCTCTTTCCGGATTAGCACCATGGAAGCTCAAGAAAGCTGTGGGAGACCATGGC
mdm-miR396d






>mdm-MIR396e M10023097

GSM880654_apple_flower GSM880652_apple_leaf GSM880655_apple_fruit  GSM880653_apple_root Total
18 0 0 0 0.

CCATGCTTTTCCACA 0. 18
CCATGCTTTTCCACAGCTTTC 6.62 0.17 24.56 0.1 31.45
CCATGCTTTTCCACAGCTTT 0.18 0 0.54 0 0.72
CCATGCTTTTCCACAGCTT 0.18 0 0 0 0.18
CCATGCTTTTCCACAGCT 0.18 0 0.22 0 0.4
CCATGCTTTTCCACAGC 0 0.04 0 0 0.04
CATGCTTTTCCACAGCTTTCT 0 0 0.54 0 0.54
CATGCTTTTCCACAGCTTT 0 0 0.11 0 0.11
ATGCTTTTCCACAGCTTTC 0.18 0 0 0 0.18
GCTTTTCCACAGCTTTCTTGA 0 0 0.32 0 0.32
TTTTCCACAGCTTTCTTGAACT 0 0.08 0 0 0.08
TTTTCCACAGCTTTCTTGAAC 0 0.04 0 0 0.04
TTTTCCACAGCTTTCTTGAA 0 0.04 0 0 0.04
TTTCCACAGCTTTCTTGAACTT 0.92 0.08 0.54 0 1.54
TTTCCACAGCTTTCTTGAACT 0 0.04 0 0 0.04
TTTCCACAGCTTTCTTGA 0 0.04 0 0 0.04
TTCCACAGCTTTCTTGAACTTCA 0.18 0.08 0 0 0.26
TTCCACAGCTTTCTTG 23.16 0.08 41.36 0 64.6
TTCCACAGCTTTCTTGAAC 17.27 6.66 7.11 2.77 33.81
TTCCACAGCTTTCTTGAA 84.54 2.01 16.16 0.29 103
TTCCACAGCTTTCTTGAACT 69.28 2.18 24.02 0.49 95.97
TTCCACAGCTTTCTTGA 26.65 1.26 23.37 0.19 51.47
TTCCACAGCTTTCTTGAACTT 2045.8 87.44 910.5 8.46 3052.2
TTCCACAGCTTTCTTGAACTTC 3.49 0.17 0.43 0 4.09
TTCCACAGCTTTCTT 2.57 0.08 6.89 0 9.54
TCCACAGCTTTCTTGAA 3.68 0.04 0.43 0.05 4.2
TCCACAGCTTTCTTGAAC 0.55 0 0.43 0 0.98
TCCACAGCTTTCTTGA 0 0 0.11 0 0.11
TCCACAGCTTTCTTGAACT 3.86 0 0.43 0 4.29
TCCACAGCTTTCTTGAACTTC 0.55 0.04 0o 0 0.59
TCCACAGCTTTCTTGAACTT 38.78 1.09 19.39 0.24 59.5
TCCACAGCTTTCTTG 1.47 0 1.08 0 2.55
CCACAGCTTTCTTGAACT 1.47 0 0 0 1.47
CCACAGCTTTCTTGAAC 0.55 0 0.11 0 0.66
CCACAGCTTTCTTGAA 3.12 0 0.32 0 3.44
CCACAGCTTTCTTGAACTT 6.25 0.13 5.17 0 11.55
CCACAGCTTTCTTGA 0 0 0.11 0 0.11
CACAGCTTTCTTGAA 1.47 0 0.11 0 1.58
CACAGCTTTCTTGAAC 0.18 0 0 0.05 0.23
CACAGCTTTCTTGAACT 0.74 0 0 0 0.74
CACAGCTTTCTTGAACTT 4.78 0.33 3.02 0 8.13
ACAGCTTTCTTGAACT o 0.04 0.54 0 0.58
ACAGCTTTCTTGAACTT 10.29 0.04 6.57 0 16.9
ACAGCTTTCTTGAAC 0.37 0 0 0 0.37
CAGCTTTCTTGAACTT 10.29 0 5.06 0 15.35
CAGCTTTCTTGAACT 0.92 0 0.32 0 1.24
CAGCTTTCTTGAACTTC 0 0 0.11 0 0.11
CAGCTTTCTTGAACTTCAATT (o} 0 0.43 0 0.43
AGCTTTCTTGAACTT 6.25 0 3.55 0 9.8
GGACTAGCACCATGGAAGCTCAAGAAAGCTG 0 0 0 0.05 0.05
TGGAAGCTCAAGAAAGC 0 0 0.11 0 0.11
GCTCAAGAAAGCTGTGGGA 0.18 0 0.43 0 0.61
GCTCAAGAAAGCTGTGGGAG 0.74 0.08 1.08 0.05 1.95
GCTCAAGAAAGCTGTGGGAGA 9.19 20.01 5.17 13.56 47.93
GCTCAAGAAAGCTGTGGG 0.18 0.11 0 0.29
GCTCAAGAAAGCTGTGGGAGAC 0 0.04 0 0.05 0.09
GCTCAAGAAAGCTGT 0.37 0 0 0.37
CTCAAGAAAGCTGTGGGAGACC 0 3.06 0 0.15 3.21
CTCAAGAAAGCTGTG 0 0 0.11 0 0.11
CTCAAGAAAGCTGTGGGAG 0.55 0.17 0.65 0 1.37
CTCAAGAAAGCTGTGGGAGAC 0 4.81 0.11 0.92 5.84
CTCAAGAAAGCTGTGGGA 1.29 0 3.99 0 5.28
CTCAAGAAAGCTGTGGG 0.18 0 0.22 0o 0.4
CTCAAGAAAGCTGTGGGAGA 16.72 50.57 22.73 10.4 100.42
TCAAGAAAGCTGTGGGAGAC 0 0.13 0 0 0.13
TCAAGAAAGCTGTGGGAGACCA 0 0.08 0 0 0.08
TCAAGAAAGCTGTGGGAGACC 0 2.72 0 0.15 2.87
TCAAGAAAGCTGTGGGAGA 0 0.38 0 0.19 0.57
TCAAGAAAGCTGTGGGA 0 0 0.11 0 0.11
CAAGAAAGCTGTGGGAGAC 0 0 0 0.05 0.05
CAAGAAAGCTGTGGGAGACC 0 0.04 0 0 0.04
AAGAAAGCTGTGGGAGACC 0 0.04 0 0 0.04
AAGAAAGCTGTGGGAGA 0 0.08 0 0 0.08
AAGAAAGCTGTGGGAGACCAT 0 0.17 0 0.1 0.27
AGAAAGCTGTGGGAGA 0.37 0.13 0.22 0.05 0.77
GAAAGCTGTGGGAGA 0.18 0 0.11 0 0.29
AAGCTGTGGGAGACCAT 0 0.04 0 0 0.04

TTGCCATGCTTTTCCACAGCTTTCTTGAACTTCAATTCTCTGCTGTCTAAATKTCTTTCAGGACTAGCACCATGGAAGCTCAAGAAAGCTGTGGGAGACCATGGCAA
mdm-miR396e

mdm-miR396e*-1: CTCAAGAAAGCTGTGGGAGA
mdm-miR396e*-2: GCTCAAGAAAGCTGTGGGAGA




>mdm-MIR396F M10023098

AATTTTCCACGGCTTTCTTGAACT
AATTTTCCACGGCTTTCTTG
TTTCCACGGCTTTCTTGAACTG
TTCCACGGCTTTCTT
TTCCACGGCTTTCTTG
TTCCACGGCTTTCTTGAACTG
TTCCACGGCTTTCTTGAACT
TTCCACGGCTTTCTTGAA
TTCCACGGCTTTCTTGAACTGT
TTCCACGGCTTTCTTGAAC
TTCCACGGCTTTCTTGA
TCCACGGCTTTCTTGAAC
TCCACGGCTTTCTTGA
TCCACGGCTTTCTTGAACT
TCCACGGCTTTCTTG
TCCACGGCTTTCTTGAACTG
TCCACGGCTTTCTTGAACTGT
TCCACGGCTTTCTTGAA
CCACGGCTTTCTTGAACTGT
CCACGGCTTTCTTGAACTG
CCACGGCTTTCTTGAACT
CACGGCTTTCTTGAACTG
CACGGCTTTCTTGAACT
ACGGCTTTCTTGAACTG
ACGGCTTTCTTGAACT
CGGCTTTCTTGAACTGT

CGGCTTTCTTGAACTGTGCAGT

CGGCTTTCTTGAACTG

CGGCTTTCTTGAACTGTGCAG

GGCTTTCTTGAACTG

A
GTGCACATACAGATGATCCTCCCTGTAATTTTCCACGGCTTTCTTGAACTGTGCAGTTTCCAGAAGAATTAAACTGGCAGAAATTTTTCATGCAGATACAAAAACAGTTCAAGAAAGCTGTGAAAAACCACCGGCAGGATCTGAGTTGTTCAT

mdm-miR396F

mdm-miR396F*: GTTCAAGAAAGCTGTGAAAAA

GTTCAAGAAAGCTGTGAAAAA
TTCAAGAAAGCTGTGAAAAA
TTCAAGAAAGCTGTGAAAAAC

AGAAAGCTGTGAAAAACCAC
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>mdm-MIR396g M10023099

GSM880654_apple_flower GSM880653_apple_root GSM880655_apple_fruit  GSM880652_apple_leaf Total
0.18 0 0 0

TTTCCACGGCTTTCTTGAACTG 0.18

TTCCACGGCTTTCTTGAA 2.02 0 0.54 0.29 2.85
TTCCACGGCTTTCTTGAACTGT 6.98 0 2.15 0.75 9.88
TTCCACGGCTTTCTT 0.55 0 0.22 0 0.77
TTCCACGGCTTTCTTG 0.92 0 3.88 0 4.8
TTCCACGGCTTTCTTGAACT 17.46 0.05 11.53 3.56 32.6
TTCCACGGCTTTCTTGAACTG 183.22 1.46 182.25 39.6 406.53
TTCCACGGCTTTCTTGAAC 0.55 0 0.86 1.17 2.58
TTCCACGGCTTTCTTGA 0 0 1.51 0.25 1.76
TCCACGGCTTTCTTGAAC 0.18 0 0.22 0.04 0.44
TCCACGGCTTTCTTGA 0 0 0.11 0 0.11
TCCACGGCTTTCTTGAACT 0.18 0 0.54 0.08 0.8
TCCACGGCTTTCTTG 0 0 0.11 0 0.11
TCCACGGCTTTCTTGAACTG 4.23 0 3.02 0.29 7.54
TCCACGGCTTTCTTGAACTGT 4.41 0 2.05 0.04 6.5
TCCACGGCTTTCTTGAA 0 0 0 0.04 0.04
CCACGGCTTTCTTGAACTG 0.18 0 0.43 0 0.61
CCACGGCTTTCTTGAACT 0 0 0.11 0 0.11
CCACGGCTTTCTTGAACTGT 0.18 0 0 0 0.18
CACGGCTTTCTTGAACT 0.18 0 0 0.04 0.22
CACGGCTTTCTTGAACTG 0.18 0 0 0 0.18
ACGGCTTTCTTGAACT 0 0 0 0.04 0.04
ACGGCTTTCTTGAACTG 4.04 0 0.54 0.08 4.66
CGGCTTTCTTGAACTG 9.01 0 2.05 0 11.06
CGGCTTTCTTGAACTGT 0.18 0 0.32 0 0.5
CGGCTTTCTTGAACTGTGCAGT 0 0 0 0.04 0.04
CGGCTTTCTTGAACTGTGCAG 0 0 0 0.04 0.04
GGCTTTCTTGAACTG 6.8 0 0.65 0 7.45
GTTCAAGAAAGCTGTGAAAAA 0 0 0 0.04 0.04
TTCAAGAAAGCTGTGAAAAAC 0 0 0 0.04 0.04
TTCAAGAAAGCTGTGAAAAA 0 0 0 0.17 0.17
AGAAAGCTGTGAAAAACCA 0 0 0.11 0 0.11
AGAAAGCTGTGAAAAACCAC 0 0 0 0.04 0.04
AGCTGTGAAAAACCACAGGCAG 0 0.05 0 0 0.05

AA
GATCCTCCTTGRGATTTTCCACGGCTTTCTTGAACTGTGCAGTGTGCAGAAGAGTTAAACTGGCAGAAATTTTTCATGCAGTTACATAAACAGTTCAAGAAAGCTGTGAAAAACCACAGGCAGGATT
mdm-miR396g

mdm-miR396g*: GTTCAAGAAAGCTGTGAAAAA



>mdm-MIR397a M10023100

GSM880653_apple_root GSM880655_apple_fruit  GSM880652_apple_leaf GSM880654_apple_flower Total
0 0 0

AACATCATTGAGTGCAGCGTT 0.05 0.05
ATCATTGAGTGCAGCGTTGATGAA 0 0.11 0 0 0.11
TCATTGAGTGCAGCGTT 0.05 0 0 0 0.05
TCATTGAGTGCAGCGTTGATG 35.77 0 0.38 0 36.15
TCATTGAGTGCAGCGTTGAT 0.15 0 0 0 0.15
TCATTGAGTGCAGCGTTGATGA 0.1 0 0 0 0.1
TCATTGAGTGCAGCGTTGA 0.44 0 0 0 0.44
CATTGAGTGCAGCGTTGATG 0.1 0 0 0 0.1
CATTGAGTGCAGCGTTGATGA 6.76 0 0.04 0 6.8
CATTGAGTGCAGCGTTGATGAAA 0.05 0 0 0 0.05
CATTGAGTGCAGCGTTGATGAA 0.19 0 0 0 0.19
ATTGAGTGCAGCGTTGATGAAA 0.39 0 0 0 0.39
ATTGAGTGCAGCGTTGATGAA 43.89 0.43 0.46 0.55 45.33
ATTGAGTGCAGCGTTGATGA 2.87 0 0.04 0 2.91
ATTGAGTGCAGCGTTGAT 0.05 0 0 0 0.05
ATTGAGTGCAGCGTTGA 0 0.11 0 0 0.11
ATTGAGTGCAGCGTTGATG 0.05 0 0 0 0.05
ATTGAGTGCAGCGTTGATGAAAGT 0.05 0 0 0 0.05
TTGAGTGCAGCGTTGATGAAA 52.64 0.65 1.55 0.37 55.21
TTGAGTGCAGCGTTGATGAAAGT 0.05 0 0 0 0.05
TTGAGTGCAGCGTTGATG 0.15 0 0 0 0.15
TTGAGTGCAGCGTTGATGAA 2.67 0 0.08 0 2.75
TTGAGTGCAGCGTTGATGAAAG 7.83 0.22 0.17 0.18 8.4
TTGAGTGCAGCGTTGATGA 0.92 0 0.04 0 0.96
TGAGTGCAGCGTTGATGAAAG 0.68 0 0 0 0.68
TGAGTGCAGCGTTGATGAAA 0.24 0 0 0 0.24
GAGTGCAGCGTTGATGAAAGT 0.29 0 0 0 0.29
GAGTGCAGCGTTGATGA 0.1 0 0 0 0.1
GAGTGCAGCGTTGATGAAA 0.1 0 0.04 0 0.14
GAGTGCAGCGTTGATGAAAG 0.05 0 0 0 0.05
GAGTGCAGCGTTGATGAA 0.05 0 0 0 0.05
AGTGCAGCGTTGATGAA 0.15 0 0 0 0.15
GCAGCGTTGATGAAA 0.05 0 0 0 0.05
CTTTCGTCAGCTGTGCACCCAA 0.05 0 0 0 0.05
TTTCGTCAGCTGTGCACCCAAT 1.31 0 0 0 1.31
TTTCGTCAGCTGTGCACCCAA 32.81 0 0.42 0 33.23
TTTCGTCAGCTGTGCACCCA 0.24 0 0 0 0.24
TTTCGTCAGCTGTGCACCCAATTAT 0.05 0 0 0 0.05
TTTCGTCAGCTGTGCACCCAATTA 0.05 0 0 0 0.05
TTCGTCAGCTGTGCACCCAAT 2.24 0 0 0 2.24
TTCGTCAGCTGTGCACCCAATT 0.58 0 0 0 0.58
TTCGTCAGCTGTGCACCCA 0.05 0 0 0 0.05
TTCGTCAGCTGTGCACCCAA 0.29 0 0 0 0.29
TCGTCAGCTGTGCACCCAATT 0.78 0 0 0 0.78
CGTCAGCTGTGCACCCAATTA 0 0.11 0 0 0.11
GTCAGCTGTGCACCCAA 0.05 0 0 0 0.05
TCAGCTGTGCACCCAA 0.05 0o 0 0 0.05

AGAAACATCATTGAGTGCAGCGTTGATGAAAGTCCGTATTCCTTWCGAATCTTCATTAGGCATCGGAAACTTTCGTCAGCTGTGCACCCAATTATGTTTCT
mdm-miR397a

mdm-miR397a*: TCGTCAGCTGTGCACCCAATT



>mdm-MIR397b M10023101

GSM880653_apple_root GSMB880655_apple_fruit  GSM880652_apple_leaf GSM880654_apple_flower Total
05 0 0 0 0.05

AACATCATTGAGTGCAGCGTT 0. 0
ATCATTGAGTGCAGCGTTGATGAA 0 0.11 0 0 0.11
TCATTGAGTGCAGCGTTGATGA 0.1 0 0 0 -1
TCATTGAGTGCAGCGTTGATG 35.77 0 0.38 0 36.15
TCATTGAGTGCAGCGTTGA 0.44 0 0 0 0.44
TCATTGAGTGCAGCGTT 0.05 0 0 0 0.05
TCATTGAGTGCAGCGTTGAT 0.15 0 0 0 0.15
CATTGAGTGCAGCGTTGATG 0.1 0 0 0 0.1
CATTGAGTGCAGCGTTGATGAA 0.19 0 0 0 0.19
CATTGAGTGCAGCGTTGATGA 6.76 0 0.04 0 6.8
CATTGAGTGCAGCGTTGATGAAA 0.05 0 0 0 0.05
ATTGAGTGCAGCGTTGA ] 0.11 0 0 0.11
ATTGAGTGCAGCGTTGATGAA 43.89 0.43 0.46 0.55 45.33
ATTGAGTGCAGCGTTGATGAAA 0.39 0 0 0 0.39
ATTGAGTGCAGCGTTGAT 0.05 0 0 0 0.05
ATTGAGTGCAGCGTTGATG 0.05 0 0 0 0.05
ATTGAGTGCAGCGTTGATGAAAGT 0.05 0 0 0 0.05
ATTGAGTGCAGCGTTGATGA 2.87 0 0.04 0 2.91
TTGAGTGCAGCGTTGATGAA 2.67 0 0.08 0 2.75
TTGAGTGCAGCGTTGATGAAAG 7.83 0.22 0.17 0.18 8.4
TTGAGTGCAGCGTTGATGAAAGT 0.05 0 0 0 0.05
TTGAGTGCAGCGTTGATGAAA 52.64 0.65 1.55 0.37 55.21
TTGAGTGCAGCGTTGATGA 0.92 0 0.04 0 0.96
TTGAGTGCAGCGTTGATG 0.15 0 0 0 0.15
TGAGTGCAGCGTTGATGAAAG 0.68 0 0 0 0.68
TGAGTGCAGCGTTGATGAAA 0.24 0 0 0 0.24
GAGTGCAGCGTTGATGAAA 0.1 0 0.04 0 0.14

GAGTGCAGCGTTGATGA 0.1 0 0 0 0.1
GAGTGCAGCGTTGATGAAAGT 0.29 0 0 0 0.29
GAGTGCAGCGTTGATGAA 0.05 0 0 0 0.05
GAGTGCAGCGTTGATGAAAG 0.05 0 0 0 0.05
AGTGCAGCGTTGATGAA 0.15 0 0 0 0.15
GCAGCGTTGATGAAA 0.05 0 0 0 0.05
AGCGTTGATGAAAGTTCGTATTG 0o 0 0 0.18 0.18
TTTCATCAACGCTGCACCCAA 2.48 0 0.04 0 2.52

TTCATCAACGCTGCACCCAAT 0.39 0 0 0 0.39

TTCATCAACGCTGCACCCAA 0.05 0 0 0 0.05

TCATCAACGCTGCACCCAATT 0.24 0 0 0 0.24

CATCAACGCTGCACCCAATTA 0.87 0 0 0 0.87

ATCAACGCTGCACCCAATTAT 0.73 0 0 0 0.73

ATCAACGCTGCACCCAATT 0.1 0 0 0 0.1

TCAACGCTGCACCCAATTAT 0.1 0 0 0 0.1

CCAGATTGAAGAAACATCATTGAGTGCAGCGTTGATGAAAGTTCGTATTGCTTCTGAATCTTCATTAGGACATCGAAACATTTCATCAACGCTGCACCCAATTATGTTTCTATCCATTTTGG
mdm-miR397b

mdm-miR397b*: TCATCAACGCTGCACCCAATT



>mdm-MIR398a M10023102

GSM880652_apple_leaf GSM880655_apple_fruit  GSM880653_apple_root GSM880654_apple_flower Total
4 0 0 0

CCAAAGGTGTGAAACTGAGAACA 0.0 0.04
CAAAGGTGTGAAACTGAGAACA 3.31 0.54 0.1 1.84 5.79
CAAAGGTGTGAAACTGAGAAC 0.13 0 0 0 0.13
CAAAGGTGTGAAACT 0 0.11 0 0.37 0.48
CAAAGGTGTGAAACTGA 0 0 0 0.18 0.18
CAAAGGTGTGAAACTGAGA 0 0.43 0 0 0.43
CAAAGGTGTGAAACTGAGAA 0 0.32 0 0 0.32

AAGGTGTGAAACTGAGA 0 0 0 0.37 0.37
AAGGTGTGAAACTGAGAACA 0 0.11 0 0.18 0.29
AGGTGTGAAACTGAGAACACAAA 0.04 0 0 0 0.04
GGTGTGAAACTGAGAACACAAA 7.74 3.02 0 2.02 12.78
GGTGTGAAACTGAGAACACAA 0.25 0.32 0 0.74 1.31
GGTGTGAAACTGAGAACAC 0.04 0 0 0 0.04
GGTGTGAAACTGAGAACACAAAT 0.08 0 0 0 0.08
TGTGAAACTGAGAACACAAAT 0.04 0 0 0 0.04
GTGAAACTGAGAACACAAATGGTG 0.42 0 0 0 0.42
TGAAACTGAGAACACAAATGGTGT 0.17 0 0 0 0.17
GAAACTGAGAACACAAA 0.04 0 0 0 0.04
AAACTGAGAACACAAATGGTGTT 0 0 0.05 0 0.05
CGACAAACATTGTAAGCACTGCTT 0.04 0 0 0 0.04
ACTGCTTACGCATTTTGTGTTCTC 0 0 0 0.37 0.37
GCTTACGCATTTTGTGTTCTCAGG 0 0 0 0.18 0.18
ACGCATTTTGTGTTCTCAGGTCAC 0.04 0 0.1 0 0.14
CATTTTGTGTTCTCAGGTCAC 0 0.11 0 0 0.11
ATTTTGTGTTCTCAGGTCACCCCT 0 0 0.05 0 0.05
TTGTGTTCTCAGGTCACCCCT 0.04 0 0 0.18 0.22
TGTGTTCTCAGGTCACCCCTT 0.54 13.03 0 16.36 29.93
TGTGTTCTCAGGTCACCCCT 0 0.43 0 0 0.43
TGTGTTCTCAGGTCACCC 0 0.11 0 0 0.11
TGTGTTCTCAGGTCAC 0 0 0 0.18 0.18
TGTGTTCTCAGGTCACCCCTTT 0.04 0 0 0 0.04
GTGTTCTCAGGTCACCCCTT 0 0.32 0 0.37 0.69
TGTTCTCAGGTCACCCCTT 0 0 0 0.18 0.18
GTTCTCAGGTCACCC 0 0 0 0.18 0.18
GTTCTCAGGTCACCCCTT 0 0 0 0.18 0.18
TTCTCAGGTCACCCCTTTGGG 0.5 0 0 0 0.5

GTTCATATAGCARATGGTCACCCCAAAGGTGTGAAACTGAGAACACAAATGGTGTTGYCYGCGACAAACATTGTAAGCACTGCTTACGCATTTTGTGTTCTCAGGTCACCCCTTTGGGGCACCTTGCTTACATGCAC
mdm-miR398a

mdm-miR398a*: GGTGTGAAACTGAGAACACAAA



>mdm-MIR398b M10023103
GSM880653_apple_root GSM880655_apple_fruit  GSM880652_apple_leaf GSM880654_apple_flower Total
05 0 0 0 0.05

GTAGAGGGGTTCCACAGGAG 0. 0
GGTTCCACAGGAGTGACCTG 0.05 0 0 0 0.05
AGGAGTGACCTGAGATCACAT 0.34 0 0 0 0.34
GGAGTGACCTGAGATCACAT 0.05 0 0 0 0.05
GGAGTGACCTGAGATCACATG 0.24 0.75 0 0 0.99
GACCTGAGATCACATGTAGCATT 0.05 0 0 0 0.05
ATGTATTGCGCTTGATGTGTTCTC 0 0.32 0 0 0.32
CGCTTGATGTGTTCTCAGGTCGCC 0 0.11 0 0 0.11
TTGATGTGTTCTCAGGTCGCCCC 0.15 0 0 0 0.15
TGATGTGTTCTCAGGTCGC 0.05 0 0 0 0.05
TGATGTGTTCTCAGGTCGCCCC 3.11 0 0.04 0 3.15
TGATGTGTTCTCAGGTCG 0.05 0 0 0 0.05
TGATGTGTTCTCAGG 0.05 0 0 0 0.05
TGATGTGTTCTCAGGTCGCCCCT 0.78 0 0.04 0 0.82
TGATGTGTTCTCAGGTCGCCCCTG 0.53 0 0.04 0 0.57
TGATGTGTTCTCAGGTCGCCC 9.62 0 0.21 0 9.83
TGTGTTCTCAGGTCGCCCCTG 31.16 0.32 1.67 0.18 33.33
TGTGTTCTCAGGTCGCCCC 0.83 0.11 0.04 0 0.98
TGTGTTCTCAGGTCGCC 0.05 0 0 0 0.05
TGTGTTCTCAGGTCGCCCCT 0.53 0 0 0 0.53
TGTGTTCTCAGGTCGCCC 0.15 0 0 0 0.15
GTGTTCTCAGGTCGCCCCTG 0.05 0 0 0 0.05
GTCGCCCCTGCGGTACCTTCTC 0.1 0 0.08 0 0.18
GTCGCCCCTGCGGTACCTTCT 0.05 0 0 0 0.05
TCGCCCCTGCGGTACCTTCTCT 0.05 0 0.04 0 0.09
TCGCCCCTGCGGTACCTTCTC 0.34 0 0.13 0 0.47
TCGCCCCTGCGGTACCTTCT 0.05 0 0.04 0 0.09
CGCCCCTGCGGTACCTTCTCTA 0.05 0 0 0 0.05
GCCCCTGCGGTACCTTCTCTAC 0 0 0.04 0 0.04
CCCCTGCGGTACCTTCTCTA 0.05 0 0 0 0.05
CTGCGGTACCTTCTCTA 0.05 0o 0 0 0.05

CC
GGTAGAGGGGTTCCACAGGAGTGACCTGAGATCACATGTAGCATTTATGTATTGCGCTTGATGTGTTCTCAGGTCGCCCCTGCGGTACCTTCTCTACC
mdm-miR398b

mdm-miR398b*: GGAGTGACCTGAGATCACATG



>mdm-MIR398c M10023104

GGTAGAGGGGTTCTGCAGGA
GGTAGAGGGGTTCTGCAGGAGTGAC
GTAGAGGGGTTCTGCAGGAG
AGAGGGGTTCTGCAGGAGT
AGAGGGGTTCTGCAGGAGTG
AGAGGGGTTCTGCAGGAGTGAC
AGAGGGGTTCTGCAGGA
AGAGGGGTTCTGCAGGAG
AGAGGGGTTCTGCAGGAGTGA
GAGGGGTTCTGCAGGAGTGAC
AGGGGTTCTGCAGGAGTGACCTGA
AGGGGTTCTGCAGGAGTGAC
AGGGGTTCTGCAGGAGTGACC
AGGGGTTCTGCAGGAGTGA
GGGGTTCTGCAGGAGTGACCTGA
GGGGTTCTGCAGGAGTGAC
GGGGTTCTGCAGGAGTGACCT
GGGGTTCTGCAGGAGTGA
GGGGTTCTGCAGGAGTGACC
GGGTTCTGCAGGAGTGACC
GGGTTCTGCAGGAGTGA
GGTTCTGCAGGAGTGACCT
GGTTCTGCAGGAGTGACCTG
TTCTGCAGGAGTGACCTGAGA
TTCTGCAGGAGTGACC
TCTGCAGGAGTGACCTGAGAT
TCTGCAGGAGTGACCT
AGGAGTGACCTGAGATCACAT
GGAGTGACCTGAGATCACATAT
GGAGTGACCTGAGATCACATA
GGAGTGACCTGAGATCACAT
GAGTGACCTGAGATCACATA
AGTGACCTGAGATCACATATGGCG
TGACCTGAGATCACATATGGCGTTA
TGACCTGAGATCACATATGGCGTT
GACCTGAGATCACATA
ACCTGAGATCACATATGGCGTT
ACCTGAGATCACATATGGCGTTA
ACCTGAGATCACATATGGCGTTAT
CCTGAGATCACATATGGCGTTAT
CCTGAGATCACATATGGCGTT
CCTGAGATCACATATGGCGTTA
CTGAGATCACATATGGCGTTATGT
TGAGATCACATATGGCGTT
TGAGATCACATATGGCGTTAT
TGAGATCACATATGGCGTTA
GAGATCACATATGGCGTTATG
GAGATCACATATGGCGTTA
ATGTGTTGCGCTTGATGTGTTCT
GTTGCGCTTGATGTGTTCTCAG
CGCTTGATGTGTTCTCAGGTCGCC
TTGATGTGTTCTCAGGTCGCCCC
TGATGTGTTCTCAGGTCGC
TGATGTGTTCTCAGGTCGCCC
TGATGTGTTCTCAGGTCGCCCCT
TGATGTGTTCTCAGGTCGCCCCTG
TGATGTGTTCTCAGGTCGCCCC
TGATGTGTTCTCAGGTCG
TGATGTGTTCTCAGG
TGTGTTCTCAGGTCGCCCCTG
TGTGTTCTCAGGTCGCC
TGTGTTCTCAGGTCGCCCCT
TGTGTTCTCAGGTCGCCCC
TGTGTTCTCAGGTCGCCC
GTGTTCTCAGGTCGCCCCTG

GTCGCCCCTGCGGTACCTTCTC
GTCGCCCCTGCGGTACCTTCT
TCGCCCCTGCGGTACCTTCTCT
TCGCCCCTGCGGTACCTTCT
TCGCCCCTGCGGTACCTTCTC
CGCCCCTGCGGTACCTTCTCTA
GCCCCTGCGGTACCTTCTCTAC
CCCCTGCGGTACCTTCTCTA
CCCTGCGGTACCTTCTCTA
GCGGTAGAGGGGTTCTGCAGGAGTGACCTGAGATCACATATGGCGTTATGTGTTGCGCTTGATGTGTTCTCAGGTCGCCCCTGCGGTACCTTCTCTACCAC

mdm-miR398c

mdm-miR398c*: GGAGTGACCTGAGATCACATA
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>mdm-MIR399a M10023105

GSM880652_apple_leaf GSMB880655_apple_fruit  GSM880654_apple_flower GSM880653_apple_root Total
04 0 0

AATAACAGTGCAATTCTCCTTTGG 0. 0 0.04
AGTGCAATTCTCCTTTGGCAGA 0.13 0.43 0.37 0 0.93
GTGCAATTCTCCTTTGGCA 0.04 0.22 0 0 0.26
GTGCAATTCTCCTTTGGCAGA 4.73 10.99 5.15 0.24 21.11
GTGCAATTCTCCTTTGGCAGAAGT 0.08 0.97 1.47 0 2.52
GTGCAATTCTCCTTTGGCAG 0.04 0.11 0.18 0 0.33
GTGCAATTCTCCTTTGGCAGAA 0.17 0 0 0 0.17
GCAATTCTCCTTTGGCAGA 0 0.11 0 0 0.11
CTCCTTTGGCAGAAGTCATTC 0.21 0 0 0 0.21
TCCTTTGGCAGAAGTCATTCT 0.04 0 0 0 0.04
TCTTGAGTACTATCGCTGGAT 0.04 0 0 0 0.04
TGAGTACTATCGCTGGATGCAT 0.04 0 0 0 0.04
GAGTACTATCGCTGGATGCATATATATGC 0.04 0 0 0 0.04
AGTACTATCGCTGGATGCATA 0.04 0 0 0 0.04
ATATGCTTTCTGCCAAAGGAG 0.04 0 0 0 0.04
TTTCTGCCAAAGGAGAATTGC 0.04 0 0 0 0.04
TTCTGCCAAAGGAGAATTGCC 0.08 0 0 0 0.08
TCTGCCAAAGGAGAATTGCCC 0.08 0 0 0 0.08
CTGCCAAAGGAGAATTGCCCTG 0.13 0 0 0 0.13
CTGCCAAAGGAGAATTGCCCT 0.04 0 0 0 0.04
TGCCAAAGGAGAATTG 0.04 0.32 0.18 0 0.54
TGCCAAAGGAGAATTGC 0.46 0 0.37 0 0.83
TGCCAAAGGAGAATTGCCC 1.63 1.4 0.18 0 3.21
TGCCAAAGGAGAATTGCCCT 2.55 2.59 0.55 0.15 5.84
TGCCAAAGGAGAATTGCCCTG 87.9 253.88 88.03 1.07 430.88
TGCCAAAGGAGAATTGCC 1.26 0.75 4.41 0.05 6.47
TGCCAAAGGAGAATT 0.08 0 0 0 0.08
GCCAAAGGAGAATTGCC 0 0.22 0.37 0 0.59
GCCAAAGGAGAATTGCCCT 0 0.22 0 0 0.22
GCCAAAGGAGAATTGCCCTG 0.25 2.59 1.65 0 4.49
GCCAAAGGAGAATTGCCC 0.04 0 0 0 0.04
GCCAAAGGAGAATTG 0 0.11 0 0 0.11
GCCAAAGGAGAATTGCCCTGC 0.04 0.11 0 0 0.15
CCAAAGGAGAATTGCCC 0 0.11 0 0 0.11
CCAAAGGAGAATTGCCCTG 0.04 0.86 0.37 0 1.27
CCAAAGGAGAATTGCC 0 0 0.37 0 0.37
CCAAAGGAGAATTGCCCTGCA 0.04 0 0 0 0.04
CAAAGGAGAATTGCCC 0 0 0.18 0 0.18
CAAAGGAGAATTGCC 0 0.32 0 0 0.32
CAAAGGAGAATTGCCCTG 0.29 1.18 0.92 0 2.39
AAAGGAGAATTGCCCTG 0.08 1.18 0.74 0 2
AAGGAGAATTGCCCTG 0.04 0.65 0.92 0 1.61
AGGAGAATTGCCCTG 0o 0.43 4.23 0 4.66

TGAATAACAGTGCAATTCTCCTTTGGCAGAAGTCATTCTGGTGCATATACTCTTGAGTACTATCGCTGGATGCATATATATGCTTTCTGCCAAAGGAGAATTGCCCTGCAATTCA
mdm-miR399a

mdm-miR399a*: GTGCAATTCTCCTTTGGCAGA



>mdm-MIR399b M10023106

GSM880652_apple_leaf GSM880653_apple_root GSM880654_apple_flower GSM880655_apple_fruit  Total
0

ACAGTGCAAATCTCCTTTGGCAGA 0.04 0 0 0.04
AGTGCAAATCTCCTTTGGCAGA 0.17 0 0 0 0.17
AGTGCAAATCTCCTTTGGCAGAAA 0 0.05 0 0 0.05

GTGCAAATCTCCTTTGGC 0 0 0.18 0.32 0.5
GTGCAAATCTCCTTTGGCAGA 24.03 1.31 4.23 8.94 38.51
GTGCAAATCTCCTTTGG 0.04 0 0.37 0 0.41
GTGCAAATCTCCTTTGGCAG 0 0.05 0.18 0 0.23
GTGCAAATCTCCTTTGGCA 0.13 0.05 0 0 0.18
GTGCAAATCTCCTTTGGCAGAAAT 0.04 0 0 0 0.04
GTGCAAATCTCCTTTGGCAGAAA 0.46 0 0 0 0.46
GTGCAAATCTCCTTTGGCAGAA 0.33 0 0 0 0.33
TGCAAATCTCCTTTGGCAGA 0 0 0 0.11 0.11
GCAAATCTCCTTTGGCAGA 0.04 0 0 0 0.04
GCAAATCTCCTTTGGCA 0 0 0 0.11 0.11
CAAATCTCCTTTGGC 0 0 0.18 0.11 0.29
CAAATCTCCTTTGGCAGA 0.08 0 0 0.11 0.19
AAATCTCCTTTGGCAGA 0.04 0 0 0 0.04
ATCTCCTTTGGCAGA 0 0 0 0.11 0.11
TCCTTTGGCAGAAATGATTCT 0.04 0 0 0 0.04
TTGGCAGAAATGATTCTGGTG 0.04 0 0 0 0.04
TGATTCTGGTGCATTTACTCT 0.04 0 0 0 0.04
TCTGGTGCATTTACTCTTGAG 0.04 0 0 0 0.04
CTACCACTGGATATGCTTTCTG 0.08 0 0 0 0.08
ATATGCTTTCTGCCAAAGGAG 0.04 0 0 0 0.04
TTTCTGCCAAAGGAGAATTGC 0.04 0 0 0 0.04
TTCTGCCAAAGGAGAATTGCC 0.08 0 0 0 0.08
TCTGCCAAAGGAGAATTGCCC 0.08 0 0 0 0.08
CTGCCAAAGGAGAATTGCCCTG 0.13 0 0 0 0.13
CTGCCAAAGGAGAATTGCCCT 0.04 0 0 0 0.04
TGCCAAAGGAGAATTGC 0.46 0 0.37 0 0.83
TGCCAAAGGAGAATTGCCC 1.63 0 0.18 1.4 3.21
TGCCAAAGGAGAATTG 0.04 0 0.18 0.32 0.54
TGCCAAAGGAGAATTGCCCT 2.55 0.15 0.55 2.59 5.84
TGCCAAAGGAGAATTGCCCTG 87.9 1.07 88.03 253.88 430.88
TGCCAAAGGAGAATTGCC 1.26 0.05 4.41 0.75 6.47
TGCCAAAGGAGAATT 0.08 0 0 0 0.08
GCCAAAGGAGAATTGCC 0 0 0.37 0.22 0.59
GCCAAAGGAGAATTGCCCTGC 0.04 0 0 0.11 0.15
GCCAAAGGAGAATTG 0 0 0 0.11 0.11
GCCAAAGGAGAATTGCCCTG 0.25 0 1.65 2.59 4.49
GCCAAAGGAGAATTGCCCT 0 0 0 0.22 0.22
GCCAAAGGAGAATTGCCC 0.04 0 0 0 0.04
CCAAAGGAGAATTGCCC 0 0 0 0.11 0.11
CCAAAGGAGAATTGCCCTG 0.04 0 0.37 0.86 1.27
CCAAAGGAGAATTGCC 0 0 0.37 0 0.37
CCAAAGGAGAATTGCCCTGCA 0.04 0 0 0 0.04
CAAAGGAGAATTGCCC 0 0 0.18 0 0.18
CAAAGGAGAATTGCCCTG 0.29 0 0.92 1.18 2.39
CAAAGGAGAATTGCC 0 0 0 0.32 0.32
AAAGGAGAATTGCCCTG 0.08 0 0.74 1.18 2
AAGGAGAATTGCCCTG 0.04 0 0.92 0.65 1.61
AGGAGAATTGCCCTG 0 0 4.23 0.43 4.66

TGAATAACAGTGCAAATCTCCTTTGGCAGAAATGATTCTGGTGCATTTACTCTTGAGTACTACCACTGGATATGCTTTCTGCCAAAGGAGAATTGCCCTGCAATTCA
mdm-miR399b

mdm-miR399b*: GTGCAAATCTCCTTTGGCAGA



>mdm-MIR399d M10023108

GSM880653_apple_root GSM880652_apple_leaf GSM880655_apple_fruit  GSM880654_apple_flower Total
05 0 0 0 .05

TTAGTTGTAGGGCTTCTCTCC 0. 0
TAGGGCTTCTCTCCGATGGCA 0.24 0.8 0.11 0 1.15
AGGGCTTCTCTCCGATGGCAGG 0.05 0.42 0 0 0.47
AGGGCTTCTCTCCGATGGCAGGA 0 0.04 0 0 0.04
AGGGCTTCTCTCCGATGGCAG 0.05 0.04 0 0 0.09
AGGGCTTCTCTCCGATGGCA 0 0.04 0 0 0.04
GGGCTTCTCTCCGATGGCAGG 0.19 0.17 0.22 0 0.58
GGGCTTCTCTCCGATGGCAG 0 0 0.11 0 0.11
GGGCTTCTCTCCGATGGCA 0 0.04 0 0 0.04
TCTCTCCGATGGCAGG 0.05 0 0 0 0.05
TCTCTCCGATGGCAGGAAATA 0.05 0 0 0 0.05
AATGGTCATGAATCA 0 0 0.11 0 0.11
CCTGCCAAAGGAGAGTTGCCC 0 0.08 0.65 0 0.73
CTGCCAAAGGAGAGTTGCCC 0.05 0.17 0.22 0 0.44
CTGCCAAAGGAGAGTTGCCCTA 0 0 0.22 0 0.22
CTGCCAAAGGAGAGTTGCCCT 0 0 0.11 0 0.11
TGCCAAAGGAGAGTTGCCCTA 0.05 0.33 28.44 0.74 29.56
TGCCAAAGGAGAGTT 0 0 0.43 0.18 0.61
TGCCAAAGGAGAGTTGCC 0 0.54 0.22 0.18 0.94
TGCCAAAGGAGAGTTG 0 0.04 0.22 0 0.26
TGCCAAAGGAGAGTTGCCC 0.05 0.63 0 0 0.68
TGCCAAAGGAGAGTTGCCCT 0 0.08 0.54 0 0.62
TGCCAAAGGAGAGTTGC 0 0 0 0.18 0.18
GCCAAAGGAGAGTTGCCCTAC 0 0 0.11 0 0.11
GCCAAAGGAGAGTTGCCCTA 0 0 0.32 0 0.32
CCAAAGGAGAGTTGCCCTA 0 0 0.11 0 0.11
CCAAAGGAGAGTTGCCCTACG 0 0.04 0 0 0.04
CCAAAGGAGAGTTGCCCTAC 0 0.04 0 0 0.04
CAAAGGAGAGTTGCCCTA 0 0 0.11 0 0.11
AAAGGAGAGTTGCCCTA 0 0 0.11 0 0.11
AGGAGAGTTGCCCTA 0 0 0.11 0 0.11

TGAGCGAATTAGTTGTAGGGCTTCTCTCCGATGGCAGGAAATATTAATGGTCATGAATCATGGAAGCATGGATTTTTGTGTTCTCTCATGAGTTATGACCTGCCAAAGGAGAGTTGCCCTACGACTGCTTTTGCTTA
mdm-miR399d

mdm-miR399d*: GGGCTTCTCTCCGATGGCAGG



>mdm-MIR399e M10023109

CAGGGCAAAGTCTCTTCTGGCAT
AGGGCAAAGTCTCTTCTGGCATGT
AGGGCAAAGTCTCTTCTGGCATG
AGGGCAAAGTCTCTTCTGGCAT

GGGCAAAGTCTCTTCTGGCATG
GGGCAAAGTCTCTTCTGGCATGT
GGGCAAAGTCTCTTCTGGCA
GGGCAAAGTCTCTTCTGGCATGTAG
GGGCAAAGTCTCTTCTGGCATGTA
GGGCAAAGTCTCTTCTGG
GGGCAAAGTCTCTTCTGGC
GGGCAAAGTCTCTTCTGGCAT
GGCAAAGTCTCTTCTGGCATG
GGCAAAGTCTCTTCTGGCATGTAG
GCAAAGTCTCTTCTGGCATG
AAAGTCTCTTCTGGCATGTAG
AAAGTCTCTTCTGGCATG
AAAGTCTCTTCTGGCATGTAGC
TTCTTAATTCTGGCTGAGCAA

TTATGCCAAAGGAGATTTGCTCGG
TATGCCAAAGGAGATTTGCTCGG
ATGCCAAAGGAGATTTGCTCGG
ATGCCAAAGGAGATTTGCTCG
ATGCCAAAGGAGATTTGC
ATGCCAAAGGAGATTTGCTC
TGCCAAAGGAGATTTGCTCGG
TGCCAAAGGAGATTTG
TGCCAAAGGAGATTTGCTC
TGCCAAAGGAGATTTGCT
TGCCAAAGGAGATTT
TGCCAAAGGAGATTTGC
TGCCAAAGGAGATTTGCTCG
GCCAAAGGAGATTTGC
GCCAAAGGAGATTTGCTCGG
CCAAAGGAGATTTGCTCGG
CAAAGGAGATTTGCTCGG
AAAGGAGATTTGCTCGG
AAGGAGATTTGCTCGG
AGGAGATTTGCTCGG

CAGGGCAAAGTCTCTTCTGGCATGTAGCCACTTACAAATTACAAATTCTTAATTCTGGCTGAGCAAGCTGGCCAGCCTTGCATTACTTTTGTAGTGTGCTTTATGCCAAAGGAGATTTGCTCGG

mdm-miR399e*: GGGCAAAGTCTCTTCTGGCATG

mdm-miR399e
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>mdm-MIR399F M10023110

CAGGGCAAAGTCTCTTCTGGCAT
AGGGCAAAGTCTCTTCTGGCATGT
AGGGCAAAGTCTCTTCTGGCATG
AGGGCAAAGTCTCTTCTGGCAT

GGGCAAAGTCTCTTCTGGCATG
GGGCAAAGTCTCTTCTGGCATGT
GGGCAAAGTCTCTTCTGGCA
GGGCAAAGTCTCTTCTGGCATGTAG
GGGCAAAGTCTCTTCTGGCATGTA
GGGCAAAGTCTCTTCTGG
GGGCAAAGTCTCTTCTGGC
GGGCAAAGTCTCTTCTGGCAT
GGCAAAGTCTCTTCTGGCATG
GGCAAAGTCTCTTCTGGCATGTAG
GCAAAGTCTCTTCTGGCATG
AAAGTCTCTTCTGGCATGTAG
AAAGTCTCTTCTGGCATG
AAAGTCTCTTCTGGCATGTAGC
TTCTTAATTCTGGCTGAGCAA

TTATGCCAAAGGAGATTTGCTCGG
TATGCCAAAGGAGATTTGCTCGG
ATGCCAAAGGAGATTTGCTCGG
ATGCCAAAGGAGATTTGCTCG
ATGCCAAAGGAGATTTGC
ATGCCAAAGGAGATTTGCTC
TGCCAAAGGAGATTTGCTCGG
TGCCAAAGGAGATTTG
TGCCAAAGGAGATTTGCTC
TGCCAAAGGAGATTTGCT
TGCCAAAGGAGATTT
TGCCAAAGGAGATTTGC
TGCCAAAGGAGATTTGCTCG
GCCAAAGGAGATTTGC
GCCAAAGGAGATTTGCTCGG
CCAAAGGAGATTTGCTCGG
CAAAGGAGATTTGCTCGG
AAAGGAGATTTGCTCGG
AAGGAGATTTGCTCGG
AGGAGATTTGCTCGG

CAGGGCAAAGTCTCTTCTGGCATGTAGCCACTTACAAATTACAAATTCTTAATTCTGGCTGAGCAAGCTGGCCAGCCTTGCATTACTTTTGTAGTGTGCTTTATGCCAAAGGAGATTTGCTCGG

mdm-miR399F*: GGGCAAAGTCTCTTCTGGCATG

mdm-miR399F
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>mdm-MIR399g M10023111

AGAGCAAAGTCTCCTCTGGCATG
GAGCAAAGTCTCCTCTGGCAT
GAGCAAAGTCTCCTCTGGCATG
GAGCAAAGTCTCCTCTGGCATGT
GAGCAAAGTCTCCTCTGGCATGTA
GAGCAAAGTCTCCTCTGGCA

AGCAAAGTCTCCTCTGGCA
AGCAAAGTCTCCTCTGGCATG
AGCAAAGTCTCCTCTGGCATGT
AGCAAAGTCTCCTCTGG
AAAGTCTCCTCTGGCATGTAG
AAAGTCTCCTCTGGCATG
AAAGTCTCCTCTGGCATGTAGC
AAGTCTCCTCTGGCATG
AGTCTCCTCTGGCATG

CTGGCCAGCCTTGCATTATTTTT

TTATGCCAAAGGAGATTTGCTCGG
TATGCCAAAGGAGATTTGCTCGG
ATGCCAAAGGAGATTTGCTCGG
ATGCCAAAGGAGATTTGC
ATGCCAAAGGAGATTTGCTC
ATGCCAAAGGAGATTTGCTCG
TGCCAAAGGAGATTTGC
TGCCAAAGGAGATTTGCTC
TGCCAAAGGAGATTTG
TGCCAAAGGAGATTTGCTCGG
TGCCAAAGGAGATTT
TGCCAAAGGAGATTTGCTCG
TGCCAAAGGAGATTTGCT
GCCAAAGGAGATTTGCTCGG
GCCAAAGGAGATTTGC
CCAAAGGAGATTTGCTCGG
CAAAGGAGATTTGCTCGG
AAAGGAGATTTGCTCGG
AAGGAGATTTGCTCGG
AGGAGATTTGCTCGG

CAGAGCAAAGTCTCCTCTGGCATGTAGCCACTTACAATTACAAATGCTTAATTCTGGCTGAACAAGCTGGCCAGCCTTGCATTATTTTTGTAGTGTGCTTTATGCCAAAGGAGATTTGCTCGG

mdm-miR399g*: GAGCAAAGTCTCCTCTGGCATG

mdm-miR399¢g
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>mdm-MIR399h M10023112

GSM880652_apple_leaf GSM880653_apple_root GSMB880655_apple_fruit  GSM880654_apple_flower Total
04 0 0 0 0.04

AGAGCAAAGTCTCCTCTGGCATG 0. 0
GAGCAAAGTCTCCTCTGGCAT 0.67 0 0 0 0.67
GAGCAAAGTCTCCTCTGGCATG 22.27 1.12 0.11 0 23.5
GAGCAAAGTCTCCTCTGGCATGT 0.59 0 0 0 0.59
GAGCAAAGTCTCCTCTGGCATGTA 0 0 0.11 0 0.11
GAGCAAAGTCTCCTCTGGCA 0.08 0 0 0 0.08

AGCAAAGTCTCCTCTGGCA 0.08 0 0 0 0.08
AGCAAAGTCTCCTCTGGCATG 15.78 0.05 0.43 0 16.26
AGCAAAGTCTCCTCTGGCATGT 2.34 0 0.75 0 3.09
AGCAAAGTCTCCTCTGG 0 0 0 0.37 0.37
AAAGTCTCCTCTGGCATGTAG 0.04 0 0 0 0.04
AAAGTCTCCTCTGGCATG 0.04 0 0.11 0 0.15
AAAGTCTCCTCTGGCATGTAGC 0.5 0 0 0 0.5
AAGTCTCCTCTGGCATG 0.04 0 0 0 0.04
AGTCTCCTCTGGCATG 0.04 0 0 0 0.04
CTGGCCAGCCTTGCATTATTTTT 0.04 0 0 0 0.04
TTATGCCAAAGGAGATTTGCTCGG 0.25 0.1 0 0 0.35
TATGCCAAAGGAGATTTGCTCGG 0.33 0.1 0 0 0.43
ATGCCAAAGGAGATTTGCTCGG 2.55 0.05 0.43 0 3.03
ATGCCAAAGGAGATTTGC 0.04 0 0 0 0.04
ATGCCAAAGGAGATTTGCTC 0.04 0 0 0 0.04
ATGCCAAAGGAGATTTGCTCG 0.08 0 0 0 0.08
TGCCAAAGGAGATTTGC 13.14 0.29 0 0 13.43
TGCCAAAGGAGATTTGCTC 1.09 0.05 0 0 1.14
TGCCAAAGGAGATTTG 0 0 0o 0.18 0.18
TGCCAAAGGAGATTTGCTCGG 1750.46 45.64 73.03 6.25 1875.
TGCCAAAGGAGATTT 0 0 0.22 0 0.22
TGCCAAAGGAGATTTGCTCG 0.38 0 0.22 0 0.6
TGCCAAAGGAGATTTGCT 0.04 0 0.86 0.18 1.08
GCCAAAGGAGATTTGCTCGG 4.81 0.19 1.4 0 6.4
GCCAAAGGAGATTTGC 0.04 0 0 0 0.04
CCAAAGGAGATTTGCTCGG 0.38 0 0.22 0 0.6
CAAAGGAGATTTGCTCGG 0.33 0 0.11 0 0.44
AAAGGAGATTTGCTCGG 2.18 0.1 0 0 2.28
AAGGAGATTTGCTCGG 0.63 0 0 0 0.63
AGGAGATTTGCTCGG 0 0 0.11 0.18 0.29

CAGAGCAAAGTCTCCTCTGGCATGTAGCCACTTACAATTACAAATGCTTAATTCTGGCTGAACAAGCTGGCCAGCCTTGCATTATTTTTGTAGTGTGCTTTATGCCAAAGGAGATTTGCTCGG
mdm-miR399h

mdm-miR399h*: GAGCAAAGTCTCCTCTGGCATG



>mdm-MIR399i M10023113
GSM880652_apple_leaf GSM880655_apple_fruit  GSM880653_apple_root GSM880654_apple_flower Total
0 0 0 O

AAATCAGTCATAGGGCTCCT 0.08 0.08
GGGCTCCTCCCTCTTGGCAGG 0.04 0.11 0 0 0.15
CCCTCTTGGCAGGCACTGGTG 0 0 0.05 0 0.05
CTTGCCAAAGGAGAGTTGCCC 0.04 0 0 0 0.04

TTGCCAAAGGAGAGTTGCCCTG 2.09 0.32 0 0.18 2.59

TTGCCAAAGGAGAGTTGCCC 0.21 0 0 0 0.21

TGCCAAAGGAGAGTTGCC 0.54 0.22 0 0.18 0.94

TGCCAAAGGAGAGTTGCCCTGC 0 0 0 0.18 0.18

TGCCAAAGGAGAGTTGCCCT 0.08 0.54 0 0 0.62

TGCCAAAGGAGAGTTGCCCTG 15.66 30.27 1.26 16.91 64.1

TGCCAAAGGAGAGTT 0 0.43 0 0.18 0.61

TGCCAAAGGAGAGTTGC 0 0 0 0.18 0.18

TGCCAAAGGAGAGTTG 0.04 0.22 0 0 0.26

TGCCAAAGGAGAGTTGCCC 0.63 0 0.05 0 0.68

CAAAGGAGAGTTGCCCTGCGA 0 0.11 0 0 0.11

CAAAGGAGAGTTGCCCTG 0 0 0 0.55 0.55

AAAGGAGAGTTGCCCTG 0.13 0 0 0 0.13

AAGGAGAGTTGCCCTG 0 0 0 0.18 0.18

AGGAGAGTTGCCCTG 0 0 0 0.37 0.37

TAAGCAAATCAGTCATAGGGCTCCTCCCTCTTGGCAGGCACTGGTGAATGATGCAACTACAATCACTTTCATTGACTTGCCAAAGGAGAGTTGCCCTGCGATTGCTTTAGCTTA
mdm-miR3991

mdm-miR399i*: GGGCTCCTCCCTCTTGGCAGG



>mdm-MIR399j M10023114
GSM880652_apple_leaf GSM880655_apple_fruit  GSM880653_apple_root GSM880654_apple_flower Total
08 0 0 0 0.0

AAATCAGTCATAGGGCTCCT 0. 8
GGGCTCCTCCCTCTTGGCAGG 0.04 0.11 0 0 0.15
CCCTCTTGGCAGGCACTGGTGTA 0.04 0 0 0 0.04
CCCTCTTGGCAGGCACTGGTG 0 0 0.05 0 0.05
GCAACTACAGTCACTTTCA 0 0.11 0 0 0.11

CCTGCCAAAGGAGAGTTGCCC 0.08 0.65 0 0 0.73

CTGCCAAAGGAGAGTTGCCC 0.17 0.22 0.05 0 0.44

CTGCCAAAGGAGAGTTGCCCT 0 0.11 0 0 0.11

CTGCCAAAGGAGAGTTGCCCTG 0.17 0 0 0 0.17

TGCCAAAGGAGAGTTGCCCTGC 0 0 0 0.18 0.18

TGCCAAAGGAGAGTTGCC 0.54 0.22 0 0.18 0.94

TGCCAAAGGAGAGTTG 0.04 0.22 0 0 0.26

TGCCAAAGGAGAGTTGCCCTG 15.66 30.27 1.26 16.91 64.1

TGCCAAAGGAGAGTT 0 0.43 0 0.18 0.61

TGCCAAAGGAGAGTTGCCCT 0.08 0.54 0 0 0.62

TGCCAAAGGAGAGTTGCCC 0.63 0 0.05 0 0.68

TGCCAAAGGAGAGTTGC 0 0 0 0.18 0.18

CAAAGGAGAGTTGCCCTGCGA 0 0.11 0 0 0.11

CAAAGGAGAGTTGCCCTG 0 0 0 0.55 0.55

AAAGGAGAGTTGCCCTG 0.13 0 0 0 0.13

AAGGAGAGTTGCCCTG 0 0 0 0.18 0.18

AGGAGAGTTGCCCTG 0 0 0 0.37 0.37

TCTAATAAGCAAATCAGTCATAGGGCTCCTCCCTCTTGGCAGGCACTGGTGTATGGTGCAACTACAGTCACTTTCATTGACCTGCCAAAGGAGAGTTGCCCTGCGATTGCTTTGGCTTAATGA

mdm-miR399j

mdm-miR399j*: GGGCTCCTCCCTCTTGGCAGG



>mdm-MIR403a M10023115

AGTTTGTGCGTGAATCGAACC
TTTGTGCGTGAATCGAACC
TTGTGCGTGAATCGAACCCCT
TTGTGCGTGAATCGAACCCCTT

T
AGACGGGACACATCTCCAGTTTGTGCGTGAATCGAACCCCTTTTAGCCGTCCATCTGTTTGATAGATAATCCAACGGTGTTAGATTCACGCACAAACTCGTGATCAGTCTCCTCT

mdm-miR403a*: AGTTTGTGCGTGAATCGAACC

TGTTAGATTCACGCACAAACT

GTTAGATTCACGCACAAACT
TTAGATTCACGCACAAACTCG
TTAGATTCACGCACAAACT
TTAGATTCACGCACA
TTAGATTCACGCACAAA
TTAGATTCACGCACAA
TTAGATTCACGCACAAACTC
TTAGATTCACGCACAAAC
TTAGATTCACGCACAAACTCGT

TAGATTCACGCACAA
TAGATTCACGCACAAACTCG
TAGATTCACGCACAAACT
AGATTCACGCACAAA
AGATTCACGCACAAACT
AGATTCACGCACAAAC
AGATTCACGCACAAACTCG
GATTCACGCACAAACTCG
ATTCACGCACAAACTCG
TTCACGCACAAACTCG
CACGCACAAACTCG

mdm-miR403a
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>mdm-MIR403b M10023116

GSM880652_apple_leaf GSMB880654_apple_flower GSM880653_apple_root GSM880655_apple_fruit  Total
04 0.37 0 0 0.

AGTTTGTGCCTGAATCAAACC 0. 41
AGTTTGTGCCTGAATCAAAC 0.04 0 0 0 0.04
TGTTAGATTCACGCACAAACT 0 1.84 0.05 1.18 3.07
GTTAGATTCACGCACAAACT 0 0.18 0 0 -18
TTAGATTCACGCACAAACTCG 27.88 9.74 18.96 16.37 72.95
TTAGATTCACGCACAA 0 0.55 0 0 0.55
TTAGATTCACGCACAAACT 0.38 2.94 0.19 3.23 6.74
TTAGATTCACGCACAAAC 1.59 0.37 0.53 0 2.49
TTAGATTCACGCACAAA 0.17 0.18 0 0 0.35
TTAGATTCACGCACAAACTC 0.29 0.37 0.29 0 0.95
TTAGATTCACGCACA 0 0.18 0 0 0.18
TTAGATTCACGCACAAACTCGT 0.13 0 0.24 0 0.37
TAGATTCACGCACAAACTCG 0 0.18 0.1 0.54 0.82
TAGATTCACGCACAA 0 0 0 0.11 0.11
TAGATTCACGCACAAACT 0 0 0 0.11 0.11
AGATTCACGCACAAA 0 0 0 0.22 0.22
AGATTCACGCACAAACTCG 0.13 0 0.1 0 0.23
AGATTCACGCACAAAC 0 0.18 0 0 0.18
AGATTCACGCACAAACT 0 0.18 0 0 0.18
GATTCACGCACAAACTCG 0.04 0 0 0 0.04
ATTCACGCACAAACTCG 0 0.55 0 0.22 0.77
TTCACGCACAAACTCG 0 0.18 0 0 0.18
TCACGCACAAACTCG 0 0.37 0 0 0.37

GACGGGGCACATCTCCAGTTTGTGCCTGAATCAAACCCCATCTCAGCTGTCCATCTGTCTGATGGCTAATCCAACGGTGTTAGATTCACGCACAAACTCGTGATCTGTCTCCTC
mdm-miR403b

mdm-miR403b*: AGTTTGTGCCTGAATCAAACC



>mdm-MIR408a M10023117

GAGTTAATAAGACAGGG

AATAAGACAGGGAAGAGGTAGAGCATG
AATAAGACAGGGAAGAGGTAGAGC
ATAAGACAGGGAAGAGGTAGAGCA
TAAGACAGGGAAGAGGTAGAGC
AAGACAGGGAAGAGGTA
AAGACAGGGAAGAGGTAGAGC
AAGACAGGGAAGAGGTAGAGCATG
AGACAGGGAAGAGGTAGAGCATGG
GACAGGGAAGAGGTAGAGCAT
GACAGGGAAGAGGTAGAGCATG
GACAGGGAAGAGGTAGAGCA
GACAGGGAAGAGGTAGAGCATGGA
ACAGGGAAGAGGTAGAG
ACAGGGAAGAGGTAGAGCATG
ACAGGGAAGAGGTAGAGC
ACAGGGAAGAGGTAGAGCATGG
ACAGGGAAGAGGTAGAGCAT
ACAGGGAAGAGGTAGAGCA
ACAGGGAAGAGGTAGA
CAGGGAAGAGGTAGAGCATGG
CAGGGAAGAGGTAGAGCA
CAGGGAAGAGGTAGAGCATG
CAGGGAAGAGGTAGAGC
CAGGGAAGAGGTAGA
CAGGGAAGAGGTAGAGCAT
CAGGGAAGAGGTAGAGCATGGA
CAGGGAAGAGGTAGAGCATGGAT
CAGGGAAGAGGTAGAG
AGGGAAGAGGTAGAGCAT
AGGGAAGAGGTAGAGC
AGGGAAGAGGTAGAGCATG
AGGGAAGAGGTAGAGCATGGAT
AGGGAAGAGGTAGAGCATGG
AGGGAAGAGGTAGAGCATGGATGG
AGGGAAGAGGTAGAGCA
AGGGAAGAGGTAGAG
AGGGAAGAGGTAGAGCATGGA
GGGAAGAGGTAGAGCATG
GGGAAGAGGTAGAGCATGG
GGAAGAGGTAGAGCATGG
GGAAGAGGTAGAGCAT
GGAAGAGGTAGAGCATG
GAAGAGGTAGAGCATGG
GAAGAGGTAGAGCATG
GAAGAGGTAGAGCAT
AAGAGGTAGAGCATGGATGGAGTTCT
AAGAGGTAGAGCATGGATGGAGT
AAGAGGTAGAGCATGGATGGAGTT
AAGAGGTAGAGCATGG
AAGAGGTAGAGCATG
AAGAGGTAGAGCATGGA
AAGAGGTAGAGCATGGATGG
AAGAGGTAGAGCATGGATGGA
AGAGGTAGAGCATGGAT
AGAGGTAGAGCATGG
AGAGGTAGAGCATGGATGGAG
AGAGGTAGAGCATGGATGGA
AGAGGTAGAGCATGGATGGAGT
AGAGGTAGAGCATGGATGGAGTTC
GAGGTAGAGCATGGATGGAGT
AGGTAGAGCATGGATGGAGTTCTC
AGGTAGAGCATGGATGGAGTTCT
AGGTAGAGCATGGATGGAGTTCTCA
AGGTAGAGCATGGATGGAGTTC
GGTAGAGCATGGATGGAGTTCTCAA
GGTAGAGCATGGATGGAGTTC
GGTAGAGCATGGATGGAGTTCTCA
GGTAGAGCATGGATGGAGTT
GGTAGAGCATGGATGGAGT
GGTAGAGCATGGATGGAGTTCTC
TAGAGCATGGATGGAGTTCT
TAGAGCATGGATGGAGTTCTCAAG
TAGAGCATGGATGGAGTTCTCAAGA
TAGAGCATGGATGGAGTTCTC
TAGAGCATGGATGGAGTTC
TAGAGCATGGATGGAGTTCTCA
AGAGCATGGATGGAGTTCTCAAGAG
AGAGCATGGATGGAGTTCTCAAGA
AGAGCATGGATGGAGTTCTCAA
GAGCATGGATGGAGTTCTCAAGAG
GAGCATGGATGGAGTTCTCAAGA
GAGCATGGATGGAGTTCTCAAGAGC
GAGCATGGATGGAGTTCTCAAG
GATGGAGTTCTCAAGAGCAA
GATGGAGTTCTCAAGAGCAAAA
AGCAAAATAGAGCTCTTGTGACT
AGCTCTTGTGACTCTACTCATGCA

TTGTGACTCTACTCATGCACTGCC

TTGTGACTCTACTCATGCACTG
TTGTGACTCTACTCATGCACTGC
TGTGACTCTACTCATGCACTG

GGAAAGAGAGTTAATAAGAC,

G

TGACTCTACTCATGCACTGCC
TGACTCTACTCATGCACTGC
TCTACTCATGCACTGCCTCTTC
TCTACTCATGCACTGCCTCTTCC
CATGCACTGCCTCTTCCCTGGC
ATGCACTGCCTCTTCCCTGG
ATGCACTGCCTCTTCCCTGGC
ATGCACTGCCTCTTCCCTGGCTT
ATGCACTGCCTCTTCCCTGGCT
ATGCACTGCCTCTTCCCTG
TGCACTGCCTCTTCCCTGGC
TGCACTGCCTCTTCCCTGGCTTT
TGCACTGCCTCTTCCCTGGCT
TGCACTGCCTCTTCCCTGGCTT
TGCACTGCCTCTTCCCT
TGCACTGCCTCTTCCCTGG
GCACTGCCTCTTCCCTGGCT
GCACTGCCTCTTCCCTGGCTT
ACTGCCTCTTCCCTGGC
ACTGCCTCTTCCCTGGCTT
CTGCCTCTTCCCTGGCTT
TGCCTCTTCCCTGGC

CCTGGCTTTGCCTCCCTC
GAGGTAGAGCATGGATGGAGTTCTCAAGAGCAAAATAGAGCTCTTGTGACTCTACTCATGCACTGCCTCTTCCCTGGCTTTGCCTCCCTCTCCTTCC

mdm-miR408a

mdm-miR408a*: CAGGGAAGAGGTAGAGCATGG
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>mdm-MIR408b M10023135

ACAGGGAAGAGGTAGAGCA
ACAGGGAAGAGGTAGAGCAT
ACAGGGAAGAGGTAGAGCATGG
ACAGGGAAGAGGTAGAG
ACAGGGAAGAGGTAGAGCATG
ACAGGGAAGAGGTAGAGC
ACAGGGAAGAGGTAGA
CAGGGAAGAGGTAGA
CAGGGAAGAGGTAGAGCATGG
CAGGGAAGAGGTAGAGCATGGAT
CAGGGAAGAGGTAGAGCATG
CAGGGAAGAGGTAGAGCATGGA
CAGGGAAGAGGTAGAGCAT
CAGGGAAGAGGTAGAGC
CAGGGAAGAGGTAGAGCA
CAGGGAAGAGGTAGAG
AGGGAAGAGGTAGAGCATGGA
AGGGAAGAGGTAGAGCAT
AGGGAAGAGGTAGAGCATG
AGGGAAGAGGTAGAG
AGGGAAGAGGTAGAGCATGG
AGGGAAGAGGTAGAGCATGGATGG
AGGGAAGAGGTAGAGCATGGAT
AGGGAAGAGGTAGAGCA
AGGGAAGAGGTAGAGC
GGGAAGAGGTAGAGCATG
GGGAAGAGGTAGAGCATGG
GGAAGAGGTAGAGCATGG
GGAAGAGGTAGAGCATG
GGAAGAGGTAGAGCAT
GAAGAGGTAGAGCAT
GAAGAGGTAGAGCATGG
GAAGAGGTAGAGCATG
AAGAGGTAGAGCATGGATGGAGTT
AAGAGGTAGAGCATGGATGGA
AAGAGGTAGAGCATGG
AAGAGGTAGAGCATG
AAGAGGTAGAGCATGGATGG
AAGAGGTAGAGCATGGATGGAGT
AAGAGGTAGAGCATGGATGGAGTTCT
AAGAGGTAGAGCATGGA
AGAGGTAGAGCATGGATGGAGT
AGAGGTAGAGCATGG
AGAGGTAGAGCATGGATGGAG
AGAGGTAGAGCATGGATGGA
AGAGGTAGAGCATGGAT
AGAGGTAGAGCATGGATGGAGTTC
GAGGTAGAGCATGGATGGAGT
AGGTAGAGCATGGATGGAGTTC
AGGTAGAGCATGGATGGAGTTCT
AGGTAGAGCATGGATGGAGTTCTC
AGGTAGAGCATGGATGGAGTTCTCA
GGTAGAGCATGGATGGAGTTCTCAA
GGTAGAGCATGGATGGAGTTCTCA
GGTAGAGCATGGATGGAGT
GGTAGAGCATGGATGGAGTTCTC
GGTAGAGCATGGATGGAGTTC
GGTAGAGCATGGATGGAGTT
TAGAGCATGGATGGAGTTCTC
TAGAGCATGGATGGAGTTCTCA
TAGAGCATGGATGGAGTTCTCAAGA
TAGAGCATGGATGGAGTTCTCAAG
TAGAGCATGGATGGAGTTCT
TAGAGCATGGATGGAGTTC
AGAGCATGGATGGAGTTCTCAAGA
AGAGCATGGATGGAGTTCTCAA
AGAGCATGGATGGAGTTCTCAAGAG
GAGCATGGATGGAGTTCTCAAGAGC
GAGCATGGATGGAGTTCTCAAG
GAGCATGGATGGAGTTCTCAAGA
GAGCATGGATGGAGTTCTCAAGAG
GATGGAGTTCTCAAGAGCAA
GATGGAGTTCTCAAGAGCAAAA
AGCAAAATAGAGCTCTTGTGACT
AGCTCTTGTGACTCTACTCATGCA
TTGTGACTCTACTCATGCACTGC
TTGTGACTCTACTCATGCACTG
TTGTGACTCTACTCATGCACTGCC
TGTGACTCTACTCATGCACTG
TGACTCTACTCATGCACTGCC
TGACTCTACTCATGCACTGC

TCTACTCATGCACTGCCTCTTCC
TCTACTCATGCACTGCCTCTTC
ATGCACTGCCTCTTCCCTG
ATGCACTGCCTCTTCCCTGG
TGCACTGCCTCTTCCCTGG
TGCACTGCCTCTTCCCT

ACAGGGAAGAGGTAGAGCATGGATGGAGTTCTCAAGAGCAAAATAGAGCTCTTGTGACTCTACTCATGCACTGCCTCTTCCCTGG
mdm-miR408b

mdm-miR408b*: TGCACTGCCTCTTCCCTGG
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>mdm-MIR408d M10023137

GSM880653_apple_root GSM880652_apple_leaf GSM880655_apple_fruit  GSM880654_apple_flower Total
.21 .11 0

ACAGGGAAGAGGTAGAGCA 25.32 0.1 26.64
ACAGGGAAGAGGTAGAGCAT 24.3 2.09 0 0 26-39
ACAGGGAAGAGGTAGAGCATGG 4.62 0.08 0 0 4.7
ACAGGGAAGAGGTAGAG 0.29 0.04 0.22 0 0.55
ACAGGGAAGAGGTAGAGCATG 18196.45 874.85 9.16 0 19080.46
ACAGGGAAGAGGTAGAGC 0.58 0 0 0 0.58
ACAGGGAAGAGGTAGA 0.1 0 0 0 0.1
CAGGGAAGAGGTAGA 0.1 0.04 0 0 0.14
CAGGGAAGAGGTAGAGCATGG 911.87 34.12 3.45 0.55 949.99
CAGGGAAGAGGTAGAGCATGGAT 0.1 0 0 0 0.1
CAGGGAAGAGGTAGAGCATG 40.1 3.06 0.11 0 43.27
CAGGGAAGAGGTAGAGCATGGA 3.99 0.17 0 0 4.16
CAGGGAAGAGGTAGAGCAT 16.91 0.38 0 0 17.29
CAGGGAAGAGGTAGAGC 1.22 0.04 0 0 1.26
CAGGGAAGAGGTAGAGCA 7 0.25 0 0 7.25
CAGGGAAGAGGTAGAG 0.19 0 0 0 0.19
AGGGAAGAGGTAGAGCATGGA 0.1 0 0 0 0.1
AGGGAAGAGGTAGAGCAT 0.1 0 0 0 0.1
AGGGAAGAGGTAGAGCATG 8.65 0.33 0 0 8.98
AGGGAAGAGGTAGAG 0.05 0 0 0 0.05
AGGGAAGAGGTAGAGCATGG 2.77 0.08 0 0 2.85
AGGGAAGAGGTAGAGCATGGATGG 0 0 0 0.18 0.18
AGGGAAGAGGTAGAGCATGGAT 0.05 0 0 0 0.05
AGGGAAGAGGTAGAGCA 0.34 0 0 0 0.34
AGGGAAGAGGTAGAGC 0.1 0 0 0 0.1
GGGAAGAGGTAGAGCATG 2.04 0.04 0 0 2.08
GGGAAGAGGTAGAGCATGG 0.29 0 0 0 0.29
GGAAGAGGTAGAGCATGG 0.1 0 0 0 0.1
GGAAGAGGTAGAGCATG 16.04 0.71 0 0 16.75
GGAAGAGGTAGAGCAT 0.05 0 0 0 0.05
GAAGAGGTAGAGCAT 0.05 0 0 0 0.05
GAAGAGGTAGAGCATGG 1.22 0.04 0 0 1.26
GAAGAGGTAGAGCATG 4.23 0.08 0 0 4.31
AAGAGGTAGAGCATGGATGGAGTT 0.58 0.04 0 0 0.62
AAGAGGTAGAGCATGGATGGA 0.73 0.04 0 0 0.77
AAGAGGTAGAGCATGG 0.19 0 0 0 0.19
AAGAGGTAGAGCATG 0.68 0 0 0 0.68
AAGAGGTAGAGCATGGATGG 0.1 0 0 0 0.1
AAGAGGTAGAGCATGGATGGAGT 0.68 0.17 0 0 0.85
AAGAGGTAGAGCATGGATGGAGTTCT 0.05 0 0 0 0.05
AAGAGGTAGAGCATGGA 0.05 0 0 0 0.05
AGAGGTAGAGCATGGATGGAGT 0.05 0 0 0 0.05
AGAGGTAGAGCATGG 0.19 0 0 0 0.19
AGAGGTAGAGCATGGATGGAG 3.5 0.21 0 0 3.71
AGAGGTAGAGCATGGATGGA 0.1 0 0 0 0.1
AGAGGTAGAGCATGGAT 0.05 0 0 0 0.05
AGAGGTAGAGCATGGATGGAGTTC 0 0.04 0 0 0.04
GAGGTAGAGCATGGATGGAGT 0.05 0 0 0 0.05
AGGTAGAGCATGGATGGAGTTC 0.1 0 0 0 0.1
AGGTAGAGCATGGATGGAGTTCT 0.24 0.04 0 0 0.28
AGGTAGAGCATGGATGGAGTTCTC 0.58 0.04 0 0 0.62
AGGTAGAGCATGGATGGAGTTCTCA 0.05 0 0 0 0.05
GGTAGAGCATGGATGGAGTTCTCAA 0.1 0 0 0 0.1
GGTAGAGCATGGATGGAGTTCTCA 0.1 0 0 0 0.1
GGTAGAGCATGGATGGAGT 0.05 0 0 0 0.05
GGTAGAGCATGGATGGAGTTCTC 0.05 0 0 0 0.05
GGTAGAGCATGGATGGAGTTC 0.29 0.04 0 0 0.33
GGTAGAGCATGGATGGAGTT 0.19 0 0 0 0.19
TAGAGCATGGATGGAGTTCTC 2.72 0.08 0 0 2.8
TAGAGCATGGATGGAGTTCTCA 0.63 0.08 0 0 0.71
TAGAGCATGGATGGAGTTCTCAAGA 1.07 0.08 0 0 1.15
TAGAGCATGGATGGAGTTCTCAAG 0.44 0.04 0 0 0.48
TAGAGCATGGATGGAGTTCT 0.1 0 0 0 0.1
TAGAGCATGGATGGAGTTC 0.1 0 0 0 0.1
AGAGCATGGATGGAGTTCTCAAGA 0 0.13 0 0 0.13
AGAGCATGGATGGAGTTCTCAA 0.05 0 0 0 0.05
AGAGCATGGATGGAGTTCTCAAGAG 0.15 0 0 0 0.15
GAGCATGGATGGAGTTCTCAAGAGC 0.49 0 0 0 0.49
GAGCATGGATGGAGTTCTCAAG 0.15 0.04 0 0 0.19
GAGCATGGATGGAGTTCTCAAGA 0.34 0.08 0 0 0.42
GAGCATGGATGGAGTTCTCAAGAG 0.34 0 0 0 0.34
GATGGAGTTCTCAAGAGCAA 0.05 0 0 0 0.05
GATGGAGTTCTCAAGAGCAAAA 0.05 0 0 0 0.05
AGCAAAATAGAGCTCTTGTGACT 0.05 0 0 0 0.05
AGCTCTTGTGACTCTACTCATGCA 0 0 0.11 0 0.11
TTGTGACTCTACTCATGCACTGC 0.05 0 0 0 0.05
TTGTGACTCTACTCATGCACTG 0.78 0.08 0 0 0.86
TTGTGACTCTACTCATGCACTGCC 0.19 0 0 0 0.19
TGTGACTCTACTCATGCACTG 0.83 0.04 0 0 0.87
TGACTCTACTCATGCACTGCC 0.05 0.08 0 0 0.13
TGACTCTACTCATGCACTGC 0.1 0.04 0 0 0.14
TCTACTCATGCACTGCCTCTTCC 0.05 0 0 0 0.05
TCTACTCATGCACTGCCTCTTC 0.05 0 0 0 0.05
ATGCACTGCCTCTTCCCTG 0.05 0 0 0 0.05
ATGCACTGCCTCTTCCCTGG ~ 0.19 0.04 0 0 0.23
TGCACTGCCTCTTCCCTGG ~ 0.15 0.04 0 0 0.19
TGCACTGCCTCTTCCCT 0.05 0 0 0 0.05

ACAGGGAAGAGGTAGAGCATGGATGGAGTTCTCAAGAGCAAAATAGAGCTCTTGTGACTCTACTCATGCACTGCCTCTTCCCTGG
mdm-miR408d

mdm-miR408d*: TGCACTGCCTCTTCCCTGG



>mdm-MIR447 M10023124

CACTCTCCCTCAAGGGCTTCGA
CACTCTCCCTCAAGGG
CACTCTCCCTCAAGGGCTTCGAC
ACTCTCCCTCAAGGGCTTCGAC
ACTCTCCCTCAAGGGCTTCGA
ACTCTCCCTCAAGGGCTT
ACTCTCCCTCAAGGGCTTC
TCTCCCTCAAGGGCTTCGA
AAGGGCTTCGACCAATGTCAGACA
AGCTCGAAGACTTGGGGAGAGTGA
TCGAAGACTTGGGGAGAGTGA
CGAAGACTTGGGGAGAGTGAA
CGAAGACTTGGGGAGAGTGA
CGAAGACTTGGGGAGAG
CGAAGACTTGGGGAGAGTG
CGAAGACTTGGGGAGAGT
GAAGACTTGGGGAGAGTGAA
GAAGACTTGGGGAGAGTGA
AAGACTTGGGGAGAGTGAATAAAA
CAAGGCATTTTTGTTGCTCACTCTCCCTCAAGGGCTTCGACCAATGTCAGACATGRCGAGCTCGAAGACTTGGGGAGAGTGAATAAAAAGTGTCTTG

mdm-miR447

mdm-miR447*: CGAAGACTTGGGGAGAGTGA
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>mdm-MIR482b M10023126

AAGTTGTTGGAATGGAAGGGT
AGTTGTTGGAATGGAAGGGTAGGA
AGTTGTTGGAATGGAAGGGT
AGTTGTTGGAATGGAAGGGTA
AGTTGTTGGAATGGAAGGGTAG
GTTGTTGGAATGGAAG
GTTGTTGGAATGGAAGGGT
TTGTTGGAATGGAAGGGTAGGAAAGAA
TGTTGGAATGGAAGGGTAGGAA
TGTTGGAATGGAAGGGTAGGA
TGTTGGAATGGAAGGG
TGTTGGAATGGAAGGGTAGGAAAG
TGTTGGAATGGAAGGGTAGGAAAGA
GTTGGAATGGAAGGGTAGGAA
TTGGAATGGAAGGGTAGGAAA
TTGGAATGGAAGGGTAGGAAAGA
TTGGAATGGAAGGGTAGGAAAG
TGGAATGGAAGGGTAGGAAAG
TGGAATGGAAGGGTAGGAAAGAA
GGAATGGAAGGGTAGGAAAGA
GAATGGAAGGGTAGGAAAGAAG
GAATGGAAGGGTAGGAAAGA
GAATGGAAGGGTAGGAAAGAA
AATGGAAGGGTAGGAAA
AATGGAAGGGTAGGAAAG
AATGGAAGGGTAGGA
AATGGAAGGGTAGGAAAGAAGAAAC
AATGGAAGGGTAGGAAAGAAGAA
AATGGAAGGGTAGGAAAGA
AATGGAAGGGTAGGAAAGAAG
AATGGAAGGGTAGGAAAGAAGAAA
AATGGAAGGGTAGGAAAGAA
AATGGAAGGGTAGGAAAGAAGA
AATGGAAGGGTAGGAA
AATGGAAGGGTAGGAAAGAAGAAACT
ATGGAAGGGTAGGAAAGAAG
ATGGAAGGGTAGGAAAGAAGAAA
ATGGAAGGGTAGGAAAGAAGAAAC
ATGGAAGGGTAGGAAAGA
ATGGAAGGGTAGGAAAGAAGA
ATGGAAGGGTAGGAAAGAA
TGGAAGGGTAGGAAAGAAG
TGGAAGGGTAGGAAAGAA
TGGAAGGGTAGGAAAGAAGA
TGGAAGGGTAGGAAAG
TGGAAGGGTAGGAAAGAAGAA
GGAAGGGTAGGAAAGAAG
GAAGGGTAGGAAAGAAG
GAAGGGTAGGAAAGAAGA
GAAGGGTAGGAAAGAA
AAGGGTAGGAAAGAAG
AGGGTAGGAAAGAAG
AGAAACTTCTCTTGTATGTTC
AAACTTCTCTTGTATGTTCCA
TTCTCTTGTATGTTCCAAATT
TTGTATGTTCCAAATTCAAGA
TGTATGTTCCAAATTCAAGAG
TTCCAAATTCAAGAGATAAAAT
AGATAAAATTTCTTTCCTATC
ATAAAATTTCTTTCCTATCCC
TAAAATTTCTTTCCTATCCCT
TAAAATTTCTTTCCTATCCCTCCCATTCC
AATTTCTTTCCTATCCCTCCCATTCC
AATTTCTTTCCTATCCCTC
ATTTCTTTCCTATCCCTCCCATTCC
TTCTTTCCTATCCCTCCCAT
TTCTTTCCTATCCCTCCCATTC
TTCTTTCCTATCCCTCCCATTCC
TCTTTCCTATCCCTCCCATT
TCTTTCCTATCCCTCCCATTCC
TCTTTCCTATCCCTCCCAT
TCTTTCCTATCCCTCCC
TCTTTCCTATCCCTCCCATTCCT
TCTTTCCTATCCCTCCCA
TCTTTCCTATCCCTCCCATTC
TCTTTCCTATCCCTCC
CTTTCCTATCCCTCCCAT
CTTTCCTATCCCTCCCATTCCT
CTTTCCTATCCCTCCCATTC
CTTTCCTATCCCTCCCATTCC
CTTTCCTATCCCTCCCA
TTTCCTATCCCTCCCATT
TTTCCTATCCCTCCCATTCCT
TTTCCTATCCCTCCCATTCCTT
TTTCCTATCCCTCCCA
TTTCCTATCCCTCCCATTCC
TTCCTATCCCTCCCA
TTCCTATCCCTCCCATTCC
TCCTATCCCTCCCATTC
TCCTATCCCTCCCATTCC
TCCTATCCCTCCCAT
TCCTATCCCTCCCATT
CCTATCCCTCCCATTCC
CTATCCCTCCCATTCCT
CTATCCCTCCCATTCC
TATCCCTCCCATTCC

AGGAAGTTGTTGGAATGGAAGGGTAGGAAAGAAGAAACTTCTCTTGTATGTTCCAAATTCAAGAGATAAAATTTCTTTCCTATCCCTCCCATTCCTTCKATTTTCT

mdm-miR482b

mdm-miR482b*: AATGGAAGGGTAGGAAAGAAG
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>mdm-MIR482c M10023127

AAGGCTTTGAGGAGGTTTATG

AAGGCTTTGAGGAGGTTTATGG
GGCTTTGAGGAGGTTTA
GGCTTTGAGGAGGTTT

mdm-miR482c*:

TTATGGAGTGGAAGGGTAGGAA
TATGGAGTGGAAGGGTAGGAAA
TATGGAGTGGAAGGGTAGGA
TATGGAGTGGAAGGGTAGGAAAG
TATGGAGTGGAAGGGTAGGAAAGA
TATGGAGTGGAAGGGTAGGAA

ATGGAGTGGAAGGGTAGGAAAGA
ATGGAGTGGAAGGGTAGGAAA
ATGGAGTGGAAGGGTAGGAAAGAA
ATGGAGTGGAAGGGTAGGAAAG
TGGAGTGGAAGGGTAGGAAAGA
TGGAGTGGAAGGGTAGGAAAG
TGGAGTGGAAGGGTAGGAAAGAAG
TGGAGTGGAAGGGTAGGAAAGAA
TGGAGTGGAAGGGTAGGAAA
TGGAGTGGAAGGGTAGGAA
GGAGTGGAAGGGTAGGAAAGAAGT
GGAGTGGAAGGGTAGGAAAGA
GAGTGGAAGGGTAGGAAAG
GAGTGGAAGGGTAGGAAAGAA
GAGTGGAAGGGTAGGAAAGAAGT
GAGTGGAAGGGTAGGAAAGAAG
GAGTGGAAGGGTAGGAAAGA
GAGTGGAAGGGTAGGAAA
AGTGGAAGGGTAGGAAAGA
AGTGGAAGGGTAGGAAAGAAG
AGTGGAAGGGTAGGAAA
AGTGGAAGGGTAGGAA
AGTGGAAGGGTAGGAAAGAAGT
AGTGGAAGGGTAGGAAAGAA
AGTGGAAGGGTAGGAAAGAAGTA
AGTGGAAGGGTAGGAAAG
AGTGGAAGGGTAGGA
AGTGGAAGGGTAGGAAAGAAGTAA
AGTGGAAGGGTAGGAAAGAAGTAACT
AGTGGAAGGGTAGGAAAGAAGTAAC
GTGGAAGGGTAGGAAAGAAGTAA
GTGGAAGGGTAGGAAAGAAGT
GTGGAAGGGTAGGAAAGAAG
GTGGAAGGGTAGGAAAGAAGTA
GTGGAAGGGTAGGAAAGAA
GTGGAAGGGTAGGAAAGA
TGGAAGGGTAGGAAAGAA
TGGAAGGGTAGGAAAG
TGGAAGGGTAGGAAAGAAG
GGAAGGGTAGGAAAGAAG
GAAGGGTAGGAAAGAAG
GAAGGGTAGGAAAGAA
AAGGGTAGGAAAGAAG
AGGGTAGGAAAGAAG

AGTGGAAGGGTAGGAAAGAAG

TCTCAAATTCTGGAGATCGAA
CAAATTCTGGAGATCG
ATCGAATTTCTTTCCTAACCC
TCGAATTTCTTTCCTAACCCT

GAATTTCTTTCCTAACCCTCCCATT
TTTCTTTCCTAACCCTCCCATTCC
TTCTTTCCTAACCCTCCCATTCC
TTCTTTCCTAACCCTCCCATTC
TCTTTCCTAACCCTCCC
TCTTTCCTAACCCTCCCATTC
TCTTTCCTAACCCTCCCATTCC
TCTTTCCTAACCCTCCCA
TCTTTCCTAACCCTCCCATT
TCTTTCCTAACCCTCCCAT
TCTTTCCTAACCCTCC
TCTTTCCTAACCCTCCCATTCCT
TCTTTCCTAACCCTC
CTTTCCTAACCCTCCCATT
CTTTCCTAACCCTCCCATTCCT
CTTTCCTAACCCTCCCATTCC
CTTTCCTAACCCTCCCAT
CTTTCCTAACCCTCCCATTCCTTC
CTTTCCTAACCCTCCCATTC
TTTCCTAACCCTCCCATTCCT
TTTCCTAACCCTCCCATTC
TTTCCTAACCCTCCCAT
TTTCCTAACCCTCCCATTCCTTC
TTTCCTAACCCTCCCA
TTTCCTAACCCTCCCATTCCTT
TTTCCTAACCCTCCCATTCCTTCAA
TTTCCTAACCCTCCCATTCCTTCA
TTTCCTAACCCTCCCATTCC
TTCCTAACCCTCCCATTCCTTCA
TTCCTAACCCTCCCATTCC
TTCCTAACCCTCCCATTCCTTC
TTCCTAACCCTCCCA
TTCCTAACCCTCCCATTCCTT
TCCTAACCCTCCCATTCCT
TCCTAACCCTCCCATTCC
CCTAACCCTCCCATTC
CCTAACCCTCCCATTCC
CTAACCCTCCCATTCCTTCA
CTAACCCTCCCATTCC

CCTCCCATTCCTTCAAT
CCTCCCATTCCTTCAATTT
CCTCCCATTCCTTCAATT
TTCAATTTCCTAAAG
GGAATAGGAAGGCTTTGAGGAGGTTTATGGAGTGGAAGGGTAGGAAAGAAGTAACTTCCTTTTTRGGTCTCAAATTCTGGAGATCGAATTTCTTTCCTAACCCTCCCATTCCTTCAATTTCCTAAAGRTTATCCCTTTTCC

mdm-miR482c
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>mdm-MIR482d M10023143

AAGTTGTTGGAATGGAAGGGT
AGTTGTTGGAATGGAAGGGTAGGA
AGTTGTTGGAATGGAAGGGT
AGTTGTTGGAATGGAAGGGTA
AGTTGTTGGAATGGAAGGGTAG
GTTGTTGGAATGGAAG
GTTGTTGGAATGGAAGGGT
TTGTTGGAATGGAAGGGTAGGAAAGAA
TGTTGGAATGGAAGGGTAGGAA
TGTTGGAATGGAAGGGTAGGA
TGTTGGAATGGAAGGG
TGTTGGAATGGAAGGGTAGGAAAG
TGTTGGAATGGAAGGGTAGGAAAGA
GTTGGAATGGAAGGGTAGGAA
TTGGAATGGAAGGGTAGGAAA
TTGGAATGGAAGGGTAGGAAAGA
TTGGAATGGAAGGGTAGGAAAG
TGGAATGGAAGGGTAGGAAAG
TGGAATGGAAGGGTAGGAAAGAA
GGAATGGAAGGGTAGGAAAGA
GAATGGAAGGGTAGGAAAGAAG
GAATGGAAGGGTAGGAAAGA
GAATGGAAGGGTAGGAAAGAA
AATGGAAGGGTAGGAAA
AATGGAAGGGTAGGAAAG
AATGGAAGGGTAGGA
AATGGAAGGGTAGGAAAGAAGAAAC
AATGGAAGGGTAGGAAAGAAGAA
AATGGAAGGGTAGGAAAGA
AATGGAAGGGTAGGAAAGAAG
AATGGAAGGGTAGGAAAGAAGAAA
AATGGAAGGGTAGGAAAGAA
AATGGAAGGGTAGGAAAGAAGA
AATGGAAGGGTAGGAA
AATGGAAGGGTAGGAAAGAAGAAACT
ATGGAAGGGTAGGAAAGAAG
ATGGAAGGGTAGGAAAGAAGAAA
ATGGAAGGGTAGGAAAGAAGAAAC
ATGGAAGGGTAGGAAAGA
ATGGAAGGGTAGGAAAGAAGA
ATGGAAGGGTAGGAAAGAA
TGGAAGGGTAGGAAAGAAG
TGGAAGGGTAGGAAAGAA
TGGAAGGGTAGGAAAGAAGA
TGGAAGGGTAGGAAAG
TGGAAGGGTAGGAAAGAAGAA
GGAAGGGTAGGAAAGAAG
GAAGGGTAGGAAAGAAG
GAAGGGTAGGAAAGAAGA
GAAGGGTAGGAAAGAA
AAGGGTAGGAAAGAAG
AGGGTAGGAAAGAAG
AGAAACTTCTCTTGTATGTTC
AAACTTCTCTTGTATGTTCCA
TTCTCTTGTATGTTCCAAATT
TTGTATGTTCCAAATTCAAGA
TGTATGTTCCAAATTCAAGAG
TTCCAAATTCAAGAGATAAAAT
AGATAAAATTTCTTTCCTATC
ATAAAATTTCTTTCCTATCCC
TAAAATTTCTTTCCTATCCCT
TAAAATTTCTTTCCTATCCCTCCCATTCC
AATTTCTTTCCTATCCCTCCCATTCC
AATTTCTTTCCTATCCCTC
ATTTCTTTCCTATCCCTCCCATTCC
TTCTTTCCTATCCCTCCCAT
TTCTTTCCTATCCCTCCCATTC
TTCTTTCCTATCCCTCCCATTCC
TCTTTCCTATCCCTCCCATT
TCTTTCCTATCCCTCCCATTCC
TCTTTCCTATCCCTCCCAT
TCTTTCCTATCCCTCCC
TCTTTCCTATCCCTCCCATTCCT
TCTTTCCTATCCCTCCCA
TCTTTCCTATCCCTCCCATTC
TCTTTCCTATCCCTCC
CTTTCCTATCCCTCCCAT
CTTTCCTATCCCTCCCATTCCT
CTTTCCTATCCCTCCCATTC
CTTTCCTATCCCTCCCATTCC
CTTTCCTATCCCTCCCA
TTTCCTATCCCTCCCATT
TTTCCTATCCCTCCCATTCCT
TTTCCTATCCCTCCCATTCCTT
TTTCCTATCCCTCCCA
TTTCCTATCCCTCCCATTCC
TTCCTATCCCTCCCA
TTCCTATCCCTCCCATTCC
TCCTATCCCTCCCATTC
TCCTATCCCTCCCATTCC
TCCTATCCCTCCCAT
TCCTATCCCTCCCATT
CCTATCCCTCCCATTCC
CTATCCCTCCCATTCCT
CTATCCCTCCCATTCC
TATCCCTCCCATTCC

AGGAAGTTGTTGGAATGGAAGGGTAGGAAAGAAGAAACTTCTCTTGTATGTTCCAAATTCAAGAGATAAAATTTCTTTCCTATCCCTCCCATTCCTTCKATTTTCT

mdm-miR482d

mdm-miR482d*: TCTTTCCTATCCCTCCCATTCC
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0.18 0
1.47 2.15
0 0.11
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>mdm-MIR5225a M10023160
GSM880653_apple_root GSM880652_apple_leaf GSM880655_apple_fruit  GSM880654_apple_flower Total
05 0 0 0 0.05

GCGTAGGGACTTCTGTCGAAGG 0.

GCGTAGGGACTTCTGTCGAAGGTGA 0.24 0 0 0 0.24
GCGTAGGGACTTCTGTCGAAGGTG 0.24 0 0 0 0.24
GTAGGGACTTCTGTCGAAGGTG 0 0.04 0 0 0.04
TCTGTCGAAGGTGAGATGG 0.05 0 0.32 0 0.37

TCTGTCGAAGGTGAGATGGTGC 49.72 7.7 0.22 0.55 58.19
TCTGTCGAAGGTGAGATGGTGCC 0.05 0 0 0 0.05
TCTGTCGAAGGTGAGATGGTG 0.34 0.04 0 0 0.38
TCTGTCGAAGGTGAGATGGT 0.34 0 0 0 0.34
CTGTCGAAGGTGAGATGGTGC 0.05 0 0 0 0.05
TGTCGAAGGTGAGATGGTGC 0.19 0 0 0 0.19
CGAAGGTGAGATGGTGCCGAAG 0 0 0.11 0 0.11
CGAAGGTGAGATGGTGC 0.05 0 0 0 0.05
TTCATCCCTCCTCGACTGAAG 0.05 0.04 0 0 0.09

ATCAAAGCGTAGGGACTTCTGTCGAAGGTGAGATGGTGCCGAAGGCCATGTATATTGGTAGCTGCGATTACAAGCTTTATATAGCTAGTCAATTCAGGCCAGCGAGCTTCATCCCTCCTCGACTGAAGCCTCTCACGCTTTGAT

mdm-miR5225a

mdm-miR5225a*: TTCATCCCTCCTCGACTGAAG



>mdm-MIR5225b M10023161
GSM880653_apple_root GSM880652_apple_leaf GSMB880655_apple_fruit  GSM880654_apple_flower Total
.05 0 0 0

GCGTAGGGACTTCTGTCGAAGG -05
GCGTAGGGACTTCTGTCGAAGGTGA 0.24 0 0 0 0.24
GCGTAGGGACTTCTGTCGAAGGTG 0.24 0 0 0 0.24
GTAGGGACTTCTGTCGAAGGTG 0 0.04 0 0 0.04
TCTGTCGAAGGTGAGATGG 0.05 0 0.32 0 0.37
TCTGTCGAAGGTGAGATGGTGC 49.72 7.7 0.22 0.55 58.19
TCTGTCGAAGGTGAGATGGTGCC 0.05 0 0 0 0.05
TCTGTCGAAGGTGAGATGGTG 0.34 0.04 0 0 0.38
TCTGTCGAAGGTGAGATGGT 0.34 0 0 0 0.34
CTGTCGAAGGTGAGATGGTGC 0.05 0 0 0 0.05
TGTCGAAGGTGAGATGGTGC 0.19 0 0 0 0.19
CGAAGGTGAGATGGTGCCGAAG 0 0 0.11 0 0.11
CGAAGGTGAGATGGTGC 0.05 0 0 0 0.05
TTCATCCCTCCTCGACTGAAG 0.05 0.04 0 0 0.09

ATCAAAGCGTAGGGACTTCTGTCGAAGGTGAGATGGTGCCGAAGGCCATGTATATTGGTAGCTGCGATTACAAGCTTTATATAGCTAGTCAATTCAGGCCAGCGAGCTTCATCCCTCCTCGACTGAAGCCTCTCACGCTTTGAT
mdm-miR5225b

mdm-miR5225b*: TTCATCCCTCCTCGACTGAAG



>mdm-MIR5225¢ M10023156

GSM880652_apple_leaf GSM880653_apple_root GSMB880655_apple_fruit  GSM880654_apple_flower Total
04 0 0 0 0.

TCGGGACTTCTGTCGTGGGTGA 0. 04
CTTCTGTCGTGGGTGAGATGGT 4.06 1.26 0.11 0 5.43
CTTCTGTCGTGGGTGAGATGG 0.8 0.34 0 0 1.14
CTTCTGTCGTGGGTGAGATGGTG 0.08 0 0 0 0.08

TTCTGTCGTGGGTGAGATGGT 0.25 0.05 0 0 0.3
TCTGTCGTGGGTGAGATGGTGC 110.17 70.43 2.69 0.74 184.03
TCTGTCGTGGGTGAGATGGTG 1.38 1.26 0.11 0 2.75
TCTGTCGTGGGTGAGATGG 0.17 0 0.11 0 0.28
TCTGTCGTGGGTGAGAT 0 0 0.11 0 0.11
TCTGTCGTGGGTGAGATGGT 0.5 0.19 0 0 0.69
TCTGTCGTGGGTGAGATGGTGCC 0 0.05 0 0 0.05

CTGTCGTGGGTGAGATGGTGC 0.33 0.1 0.11 0 0.54
CTGTCGTGGGTGAGATGGTGCC 0.46 0.15 0 0 0.61
TGTCGTGGGTGAGATGGTGC 0.38 0.05 0 0 0.43
GTCGTGGGTGAGATGGTGC 0.08 0 0 0 0.08
TCGTGGGTGAGATGGTGC 0.04 0.05 0 0 0.09
GAGCTTCATCTCTCCTCGACA 0 0 0.11 0 0.11

CTTCATCTCTCCTCGACAGAAG 0 0.05 0 0 0.05

TTCATCTCTCCTCGACAGAAG 7.37 7.53 0.32 0.37 15.59

TCATCTCTCCTCGACAGAAG 0.08 0.05 0 0 0.13

CATCTCTCCTCGACAGAAGCC 1 0.15 0.32 0 1.47

CATCTCTCCTCGACAGAAG 0.13 0 0 0 0.13

ATCTCTCCTCGACAGAAG 0.04 0 0 0 0.04

ATCTCTCCTCGACAGAAGCC 0.17 0.1 0 0 0.27

TCTCCTCGACAGAAGCCTCTA 0.04 0 0 0 0.04

TCTCCTCGACAGAAGCCTCTAA 0.04 0 0 0 0.04

TCTCCTCGACAGAAGCCTCTAAT 0.08 0 0 0 0.08

TCCTCGACAGAAGCCTCTAATG 0.08 0 0 0 0.08

TCCTCGACAGAAGCCTCTAAT 1.42 0.15 0 0 1.57

CCTCGACAGAAGCCTCTAAT 0.08 0 0 0 0.08

CGACAGAAGCCTCTAATG 0.04 0 0 0 0.04

CT
TCGAAATATCAAATCGTCGGGACTTCTGTCGTGGGTGAGATGGTGCCGATGCCACGTAATTCGGGGCAGCGAGCTTCATCTCTCCTCGACAGAAGCCTCTAATGCTTTGATTCTACAGA
mdm-miR5225¢

mdm-miR5225c*: TTCATCTCTCCTCGACAGAAG



>mdm-MIR535a M10023128

GSM880653_apple_root GSM880652_apple_leaf GSMB880654_apple_flower GSM880655_apple_fruit  Total
5 0 0 0

TGTGACAACGAGAGAGAGCACG 0.0! 0.05
TGACAACGAGAGAGAGCAC 0.39 0.25 6.8 1.08 8.52
TGACAACGAGAGAGAGCACGCT 1.94 1.51 0.18 0.22 3.85
TGACAACGAGAGAGAG 0.1 0 2.39 0.75 3.24
TGACAACGAGAGAGAGCACGCTT 0.1 0.04 0 0o 0.14
TGACAACGAGAGAGAGCA 0.1 0. 122.76 158.02 280.92
TGACAACGAGAGAGAGCACGC 618.98 209.38 174.59 76.15 1079.1
TGACAACGAGAGAGAGCACG 3.26 1 9.56 2.05 15.87
TGACAACGAGAGAGAGC 0.05 0 4.04 2.48 6.57
TGACAACGAGAGAGA 0.05 0 2.57 0.54 3.16

GACAACGAGAGAGAGC 0 0 0.37 0.22 0.59
GACAACGAGAGAGAGCACGC 1.36 0.42 4.59 0.65 7.02
GACAACGAGAGAGAGCA 0 0 5.15 4.31 9.46
GACAACGAGAGAGAGCACGCT 0.19 0 0 0 0.19
GACAACGAGAGAGAGCACG 0 0 0.18 0 0.18
GACAACGAGAGAGAGCAC 0 0 0.18 0 0.18
ACAACGAGAGAGAGCAC 0 0 0.37 0 0.37
ACAACGAGAGAGAGCACGC 0.29 0.08 0.18 0.43 0.98
ACAACGAGAGAGAGCA 0 0 0.18 0.32 0.5
CAACGAGAGAGAGCAC 0 0 0 0.11 0.11
CAACGAGAGAGAGCACG 0 0 0.18 0 0.18
CAACGAGAGAGAGCA 0 0 0 0.11 0.11
CAACGAGAGAGAGCACGC 0.05 0.08 0 0.11 0.24
AACGAGAGAGAGCACGC 0.19 0.25 0.18 0 0.62
AACGAGAGAGAGCACG 0 0.04 0 0 0.04
AACGAGAGAGAGCACGCTTGTCAT 0 0.04 0 0 0.04
ACGAGAGAGAGCACGC 2.58 1.8 0.37 0.43 5.18
ACGAGAGAGAGCACGCT 0.1 0.04 0 0 0.14
CGAGAGAGAGCACGCT 0.05 0 0 0 0.05
CGAGAGAGAGCACGCTTGTCA 0 0.04 0 0 0.04
CGAGAGAGAGCACGC 0.1 0.17 0.37 0.11 0.75
GAGAGAGAGCACGCT 0.05 0 0 0 0.05
ACGCTTGTCATCACGCA 0 0 0 0.11 0.11
ATCACGCATGAAAGGATCATGGTT 0 0.08 0 0 0.08
ATGAAAGGATCATGGTTGTTTACGG 0 0.04 0 0 0.04

ATGAAAGGATCATGGTTGTTTACG 0 0.17 0 0 0.17

TGAAAGGATCATGGTTGTTTACGG 0 0.04 0 0 0.04

TGAAAGGATCATGGTTGTTTACGGG 0 0.04 0 0 0.04

GAAAGGATCATGGTTGTTTA 0 0 0.18 0 0.18

AAAGGATCATGGTTGTTTACGGGC 0 0.21 0 0 0.21

AAAGGATCATGGTTGTTTACGG 0 0.04 0 0 0.04

AAGGATCATGGTTGTTTACGGGCG 0 0.04 0 0 0.04

GATCATGGTTGTTTACGGGCGTGC 0 0.04 0 0 0.04

CGTGCCCTCTCTTGTTGTCATT 0.05 0 0 0.11 0.16

CGTGCCCTCTCTTGTTGTCAT 0 0.04 0 0.11 0.15

GTGCCCTCTCTTGTTGTCAT 0 0 0 0.11 0.11

GTGCCCTCTCTTGTTGTCATT 0.05 0 0 2.15 2.2

TGCCCTCTCTTGTTGTCATT 0 0o 0 0.22 0.22

GATGTTGTGTGACAACGAGAGAGAGCACGCTTGTCATCACGCATGAAAGGATCATGGTTGTTTACGGGCGTGCCCTCTCTTGTTGTCATTCGGTC
mdm-miR535a

mdm-miR535a*: GTGCCCTCTCTTGTTGTCATT



>mdm-MIR535d M10023131

GSM880653_apple_root GSM880652_apple_leaf GSMB880654_apple_flower GSM880655_apple_fruit  Total
0 0 0

TGTGACGACGAGAGAGAGCACGCT 0.05 0.05
GTGACGACGAGAGAGAGCACG 0.1 0.04 0 0 0.14
GTGACGACGAGAGAGAGCAC 0.05 0 0 0 0.05

TGACGACGAGAGAGAG 0.19 0.21 0.55 0.11 -06

TGACGACGAGAGAGAGCACGC 10309.94 6526.49 33.26 4.74 16874.43

TGACGACGAGAGAGAGCA 1.36 0.5 29.77 16.8 48.43

TGACGACGAGAGAGAGC 1.9 1.21 1.29 0.22 4.62

TGACGACGAGAGAGA 0.1 0.17 0.92 0 1.19
TGACGACGAGAGAGAGCAC 13.56 8.54 1.84 0 23.94
TGACGACGAGAGAGAGCACG 79.37 46 1.47 0.75 127.59
TGACGACGAGAGAGAGCACGCTT 7.49 7.7 0 0 15.19
TGACGACGAGAGAGAGCACGCT 393.02 341.9 0 0 734.92
GACGACGAGAGAGAGCACGC 11.47 4.44 0.55 0 16.46
GACGACGAGAGAGAGCACGCT 24.06 8.25 0 0 32.31

GACGACGAGAGAGAGCACGCTT 0.1 0.04 0 0 0.14

GACGACGAGAGAGAGC 0 0 0.18 0 0.18

GACGACGAGAGAGAGCACG 1.94 0.04 0.18 0 2.16

GACGACGAGAGAGAGCA 0.05 0 0.37 0.22 0.64

GACGACGAGAGAGAGCAC 0.05 0.08 0 0 0.13

ACGACGAGAGAGAGCACGCT 1.31 0.29 0 0 1.6

ACGACGAGAGAGAGCACGC 2.33 1.47 0.18 0 3.98

ACGACGAGAGAGAGCACG 0.05 0 0 0 0.05

ACGACGAGAGAGAGCACGCTT 0 0.04 0 0 0.04

CGACGAGAGAGAGCACGCT 0.19 0.08 0 0 0.27

CGACGAGAGAGAGCA 0 0 0 0.11 0.11

CGACGAGAGAGAGCACGCTT 0 0.04 0 0 0.04

CGACGAGAGAGAGCACGC 1.8 0.54 0 0 2.34

GACGAGAGAGAGCACG 0.1 0.08 0 0 0.18
GACGAGAGAGAGCACGC 7.87 5.36 0 0 13.23

GACGAGAGAGAGCACGCT 0.39 0.33 0 0 0.72

ACGAGAGAGAGCACGC 2.58 1.8 0.37 0.43 5.18

ACGAGAGAGAGCACGCT 0.1 0.04 0 0 0.14

CGAGAGAGAGCACGC 0.1 0.17 0.37 0.11 0.75

CGAGAGAGAGCACGCTTGTCA 0 0.04 0 0 0.04

CGAGAGAGAGCACGCT 0.05 0 0 0 0.05

GAGAGAGAGCACGCT 0.05 0 0 0 0.05

AGAGAGCACGCTTGTCATCACCCA 0.05 0 0 0 0.05

GAGAGCACGCTTGTCATCACCCA 0.05 0 0 0 0.05

AGAGCACGCTTGTCATCACCCATG 0.1 0 0 0 0.1

ATGAAAGGATCATGGTTGTTTACGG 0 0.04 0 0 0.04

ATGAAAGGATCATGGTTGTTTACG 0 0.17 0 0 0.17

TGAAAGGATCATGGTTGTTTACGG 0 0.04 0 0 0.04

TGAAAGGATCATGGTTGTTTACGGG 0 0.04 0 0 0.04

GAAAGGATCATGGTTGTTTA 0 0 0.18 0 0.18

AAAGGATCATGGTTGTTTACGG 0 0.04 0 0 0.04

AAAGGATCATGGTTGTTTACGGGC 0 0.21 0 0 0.21

AAGGATCATGGTTGTTTACGGGCG 0 0.04 0 0 0.04

GATCATGGTTGTTTACGGGCGTGC 0 0.04 0 0 0.04

ATCATGGTTGTTTACGGGCGTGCT 0 0.08 0 0 0.08

CGTGCTCTTTCTTGTTGTCATA 0.19 0.42 1.1 0.32 2.03

CGTGCTCTTTCTTGTTGTCAT 0.1 0.08 0.18 0.11 0.47

CGTGCTCTTTCTTGTTGT 0 0.04 0 0 0.04

GTGCTCTTTCTTGTTGTCATAA 0 0.04 0 0 0.04

GTGCTCTTTCTTGTTGTCATA 0.29 0.17 0.55 0 1.01

GTGCTCTTTCTTGTTGTCA 0 0.04 0 0 0.04

GTGCTCTTTCTTGTTGTCAT 0.05 0 0 0 0.05

TGCTCTTTCTTGTTGTCATAA 0.05 0 0 0 0.05

GATGTTGTGTGACGACGAGAGAGAGCACGCTTGTCATCACCCATGAAAGGATCATGGTTGTTTACGGGCGTGCTCTTTCTTGTTGTCATAAAGTC
mdm-miR535d

mdm-miR535d*: GTGCTCTTTCTTGTTGTCATA



>mdm-MIR7120a M10023141

mdm-miR7120a*: ACAGTCTGACAATATAACGTG

GCTTGTTATATTGTCAGATT
GCTTGTTATATTGTCAGATTG
GCTTGTTATATTGTCAGATTGTC
GCTTGTTATATTGTCAGAT
CTTGTTATATTGTCAGATTGT
CTTGTTATATTGTCAGATTGTC
TTGTTATATTGTCAGATTGTCAA
TTGTTATATTGTCAGATTG
TTGTTATATTGTCAGATTGTC
TTGTTATATTGTCAGATT
TTGTTATATTGTCAGAT
TTGTTATATTGTCAGATTGT
TTGTTATATTGTCAGATTGTCA
TTGTTATATTGTCAGA
TGTTATATTGTCAGATTGTC
TGTTATATTGTCAGATTGT
TGTTATATTGTCAGATTGTCA
TGTTATATTGTCAGATTGTCAAT
TGTTATATTGTCAGATTGTCAA
TGTTATATTGTCAGATTG
GTTATATTGTCAGATTGTC
GTTATATTGTCAGATTGT
GTTATATTGTCAGATTGTCA
TTATATTGTCAGATTGTCA
TATATTGTCAGATTGTCA
TATATTGTCAGATTGTC
ATATTGTCAGATTGTCA
ATATTGTCAGATTGTCAATCT
TATTGTCAGATTGTCA
TATTGTCAGATTGTC
TCAATCTGAACCTTTAATTACC

AATCTGAACCTTTAATTACCATTA

AATCTGAACCTTTAATTACCAT

AATCTGAACCTTTAATTACCATTAA
AATCTGAACCTTTAATTACCATT

AATCTGAACCTTTAATTACCA

AATCTGAACCTTTAATTACCATTAAT

AATCTGAACCTTTAATT

ATCTGAACCTTTAATTACCATTAATTTA

ATCTGAACCTTTAATTACCAT
ATCTGAACCTTTAATTACCA

ATCTGAACCTTTAATTACCATT

ATCTGAACCTTTAATTACC

ATCTGAACCTTTAATTACCATTAATTTACG

CTGAACCTTTAATTACCA
TGAACCTTTAATTACCA

mdm-miR7120a

TTACGTAATTAATGGTTCAGATTGA
TACGTAATTAATGGTTCAGATTG
ACGTAATTAATGGTTCAGATTGAC
AATTAATGGTTCAGATTGACAGTC
AATTAATGGTTCAGATTGACAGT
ATTGACAGTCTGACAATATAA
ATTGACAGTCTGACAATATAACGT
ATTGACAGTCTGACAATA
TTGACAGTCTGACAATATAA
TTGACAGTCTGACAATATAACG
TTGACAGTCTGACAATATAAC
TTGACAGTCTGACAA
TGACAGTCTGACAATATAACGTGC
TGACAGTCTGACAATATAAC
ACAGTCTGACAATATAACGTG
ACAGTCTGACAATATAACGT
ACAGTCTGACAATATAACGTGC
ACAGTCTGACAATAT
ACAGTCTGACAATATAACGTGCC
CAGTCTGACAATATAAC
CAGTCTGACAATATAACGTGCC
CAGTCTGACAATATA
CAGTCTGACAATATAACGTG
CAGTCTGACAATATAACGT
CAGTCTGACAATATAACG
CAGTCTGACAATATAA
CAGTCTGACAATATAACGTGC
AGTCTGACAATATAACGTGC
AGTCTGACAATATAACG
AGTCTGACAATATAACGTGCC
AGTCTGACAATATAACGTGCCAAA
AGTCTGACAATATAACGTG
GTCTGACAATATAACG
GTCTGACAATATAACGTGC
GTCTGACAATATAAC
GTCTGACAATATAACGTGCC
GTCTGACAATATAACGTG
GTCTGACAATATAACGT
TCTGACAATATAACG
TCTGACAATATAACGT
TCTGACAATATAACGTGC
TCTGACAATATAACGTG
CTGACAATATAACGTG
CTGACAATATAACGTGCC
CTGACAATATAACGTGC
TGACAATATAACGTGC
TGACAATATAACGTGCC
ACAATATAACGTGCC
CAAACTGTTTGGCAATTGAGCATT
ACTGTTTGGCAATTGAGCATT

CATACATATATATATA
ATGTATGTATATGTATTAAAATGTTCTTTTGCCAGCCAATGTGGCTTGTTATATTGTCAGATTGTCAATCTGAACCTTTAATTACCATTAATTTACGTAATTAATGGTTCAGATTGACAGTCTGACAATATAACGTGCCAAACTGTTTGGCAATTGAGCATTTTCATACATATATATATAT
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>mdm-MIR7120b M10023142

GSM880655_apple_fruit  GSM880652_apple_leaf GSM880653_apple_root GSM880654_apple_flower Total
0.11 0 0 0 0.11

GCTTGTTATATTGTCAGATT -
GCTTGTTATATTGTCAGATTG 0 0.04 0 0 0.04
GCTTGTTATATTGTCAGATTGTC 0 0.04 0 0 0.04
GCTTGTTATATTGTCAGAT 0.11 0 0 0 0.11
CTTGTTATATTGTCAGATTGT 0 0.04 0.05 0 0.09
CTTGTTATATTGTCAGATTGTC 0 0.04 0.05 0 0.09
TTGTTATATTGTCAGATTGTCAA 0 0.13 0.05 0 0.18
TTGTTATATTGTCAGATTG 0.11 2.22 11.32 0 13.65
TTGTTATATTGTCAGATTGTC 1.62 36.38 184.02 2.02 224.04
TTGTTATATTGTCAGATT 0 0 0.05 0 0.05
TTGTTATATTGTCAGAT 0.11 0.04 0.05 0 0.2
TTGTTATATTGTCAGATTGT 0 1.17 2.72 0 3.89
TTGTTATATTGTCAGATTGTCA 0 0.88 1.9 0.18 2.96
TTGTTATATTGTCAGA 0 0.46 0.97 0 1.43
TGTTATATTGTCAGATTGTC 0.22 3.06 2.48 0.55 6.31
TGTTATATTGTCAGATTGT 0.22 1.3 0.44 0.18 2.14
TGTTATATTGTCAGATTGTCA 1.62 830.11 392.87 4.41 1229.
TGTTATATTGTCAGATTGTCAAT 0 0 0.05 0 0.05
TGTTATATTGTCAGATTGTCAA 0 0.29 0.24 0 0.53
TGTTATATTGTCAGATTG 0 2.3 1.41 0 3.71
GTTATATTGTCAGATTGTC 0 0 0.05 0 0.05
GTTATATTGTCAGATTGT 0.11 0 0 0 0.11
GTTATATTGTCAGATTGTCA 0 0.17 0.05 0 0.22
TTATATTGTCAGATTGTCA 0.11 0 0.24 0 0.35
TATATTGTCAGATTGTCA 0.11 0.21 0.1 0 0.42
TATATTGTCAGATTGTC 0.11 0.04 0.29 0 0.44
ATATTGTCAGATTGTCA 0 0.38 0.49 0 0.87
ATATTGTCAGATTGTCAATCT 0 0 0 0.37 0.37
TATTGTCAGATTGTCA 0 0.38 0 0 0.38
TATTGTCAGATTGTC 0 0 0.05 0 0.05
TCAATCTGAACCTTTAATTACC 0 0.04 0 0 0.04
AATCTGAACCTTTAATTACCATTA 0 0.04 0.24 0 0.28
AATCTGAACCTTTAATTACCAT 0 0.08 0.15 0 0.23
AATCTGAACCTTTAATTACCATTAA 0 0 0.1 0 0.1
AATCTGAACCTTTAATTACCATT 0 0 0.19 0 0.19
AATCTGAACCTTTAATTACCA 0.11 0.04 0.1 0 0.25
AATCTGAACCTTTAATTACCATTAAT 0 0.04 0 0 0.04
AATCTGAACCTTTAATT 0 0 0 0.37 0.37
ATCTGAACCTTTAATTACCATTAATTTA 0 0 0.05 0 0.05
ATCTGAACCTTTAATTACCAT 0 0 0.1 0 0.1
ATCTGAACCTTTAATTACCA 0 0.08 0.1 0 0.18
ATCTGAACCTTTAATTACCATT 0.22 0 0 0.18 0.4
ATCTGAACCTTTAATTACC 0 0 0 0.55 0.55
ATCTGAACCTTTAATTACCATTAATTTACG 0 0 0.05 0 0.05
CTGAACCTTTAATTACCA 0.65 0 0 0 0.65
TGAACCTTTAATTACCA 0.11 0 0 0.37 0.48
TTACGTAATTAATGGTTCAGATTGA 0 0 0 0.18 0.18
TACGTAATTAATGGTTCAGATTG 0 0 0.05 0 0.05
ACGTAATTAATGGTTCAGATTGAC 0.22 0.04 0 0 0.26
AATTAATGGTTCAGATTGACAGTC 0.11 0.04 0 0 0.15
AATTAATGGTTCAGATTGACAGT 0 0 0 0.18 0.18
ATTGACAGTCTGACAATATAA 0 0.33 0.1 0 0.43
ATTGACAGTCTGACAATATAACGT 0 0.04 0 0 0.04
ATTGACAGTCTGACAATA 0 0.04 0 0 0.04
TTGACAGTCTGACAATATAA 0 0.08 0 0 0.08
TTGACAGTCTGACAATATAACG 0 0.04 0 0 0.04
TTGACAGTCTGACAATATAAC 0 0.21 0.19 0 0.4
TTGACAGTCTGACAA 0.11 0 0 0 0.11
TGACAGTCTGACAATATAACGTGC 0.22 0 0 0 0.22
TGACAGTCTGACAATATAAC 0 0.04 0 0 0.04
ACAGTCTGACAATATAACGTG 4.42 0.63 0.58 1.47 7.1
ACAGTCTGACAATATAACGT 0.75 0.04 0 0 0.79
ACAGTCTGACAATATAACGTGC 0.65 0.04 0.15 0.74 1.58
ACAGTCTGACAATAT 0.54 0 0 0 0.54
ACAGTCTGACAATATAACGTGCC 0 0.08 0.19 0 0.27
CAGTCTGACAATATAAC 0.22 0.04 0 0 0.26
CAGTCTGACAATATAACGTGCC 6.68 11.09 7.53 4.04 29.34
CAGTCTGACAATATA 1.94 0 0 0.92 2.86
CAGTCTGACAATATAACGTG 29.3 2.13 1.07 6.43 38.93
CAGTCTGACAATATAACGT 7.97 0.38 0.15 2.02 10.52
CAGTCTGACAATATAACG 9.05 0.17 0.15 5.51 14.88
CAGTCTGACAATATAA 0.75 0 0 0.55 1.3
CAGTCTGACAATATAACGTGC 378.51 60.24 38.35 134.16 611.26
AGTCTGACAATATAACGTGC 0.75 0.04 0.05 0 0.84
AGTCTGACAATATAACG 0.11 0 0 0 0.11
AGTCTGACAATATAACGTGCC 0 0 0.05 0 0.05
AGTCTGACAATATAACGTGCCAAA 0 0 0 0.37 0.37
AGTCTGACAATATAACGTG 0.22 0 0 0.74 0.96
GTCTGACAATATAACG 0.43 0 0 2.02 2.45
GTCTGACAATATAACGTGC 3.88 0 0 23.52 27.4
GTCTGACAATATAAC 0.11 0 0 0 0.11
GTCTGACAATATAACGTGCC 0 0 0 2.02 2.02
GTCTGACAATATAACGTG 0.54 0 0 1.65 2.19
GTCTGACAATATAACGT 0.11 0 0 0 0.11
TCTGACAATATAACG 0.11 0 0 0.37 0.48
TCTGACAATATAACGT 0.11 0 0 0 0.11
TCTGACAATATAACGTGC 0.54 0 0 4.23 4.77
TCTGACAATATAACGTG 0.43 0 0 1.84 2.27
CTGACAATATAACGTG 0.11 0 0 0.37 0.48
CTGACAATATAACGTGCC 0 0.04 0 0.37 0.41
CTGACAATATAACGTGC 0.75 0.21 0.15 7.35 8.46
TGACAATATAACGTGC 0.11 0 0 0.92 1.03
TGACAATATAACGTGCC 0 0.04 0 0 0.04
ACAATATAACGTGCC 0 0 0 0.18 0.18
CAAACTGTTTGGCAATTGAGCATT 0 0 0.05 0 0.05
ACTGTTTGGCAATTGAGCATT 0 0.04 0 0 0.04
CATACATATATATATA 0 0 0 0.37 0.37

ATGTATGTATATGTATTAAAATGTTCTTTTGCCAGCCAATGTGGCTTGTTATATTGTCAGATTGTCAATCTGAACCTTTAATTACCATTAATTTACGTAATTAATGGTTCAGATTGACAGTCTGACAATATAACGTGCCAAACTGTTTGGCAATTGAGCATTTTCATACATATATATATAT
mdm-miR7120b

mdm-miR7120b*: ACAGTCTGACAATATAACGTG



>mdm-MIR7121a M10023144

CCATCCTCCTCTTGGTGATCG
ATCCTCCTCTTGGTGATCGCC
TCCTCCTCTTGGTGATCGCCC
CTCCTCTTGGTGATCGCCCTG
CTCCTCTTGGTGATCGCCCTGT
CTCCTCTTGGTGATCGCCC
CTCCTCTTGGTGATCGCCCT
TCCTCTTGGTGATCGCCCTGT
TCCTCTTGGTGATCGCCCT
TCCTCTTGGTGATCGCCC
TCCTCTTGGTGATCG
TCCTCTTGGTGATCGCC
TCCTCTTGGTGATCGCCCTG
TCCTCTTGGTGATCGCCCTGTC
TCCTCTTGGTGATCGCCCTGTCC
CCTCTTGGTGATCGCCCT
CCTCTTGGTGATCGCCCTGTCC
CCTCTTGGTGATCGCCCTGT
CCTCTTGGTGATCGCCCTG
CTCTTGGTGATCGCCCTGT
CTCTTGGTGATCGCC
CTCTTGGTGATCGCCC
CTCTTGGTGATCGCCCTGTCC
TCTTGGTGATCGCCCTGT
TCTTGGTGATCGCCCTGTCCCA
CTTGGTGATCGCCCTGT
TTGGTGATCGCCCTGTCCCA
TTGGTGATCGCCCTGTCCCATA
TTGGTGATCGCCCTGT
TGGTGATCGCCCTGTCCCATA
TGGTGATCGCCCTGTCCCATAT
GGTGATCGCCCTGTCCCATAT

GCCGCCGTAGAAATATTACTATTACCATCCTCCTCTTGGTGATCGCCCTGTCCCATATGGCCTTCTGGATTCAGGGCCTGCACAGGGTGATTAACAAAGGGATGACGGTAATATTTAATTCATGATGTTGGC

mdm-miR7121a

mdm-miR7121a*: AGGGTGATTAACAAAGGGATG

AGGGTGATTAACAAAGGGAT
AGGGTGATTAACAAAGGG
AGGGTGATTAACAAAGGGA
AGGGTGATTAACAAAGGGATG
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>mdm-MIR7121c M10023146

GSM880654_apple_flower GSM880653_apple_root GSM880655_apple_fruit  GSM880652_apple_leaf Total
TCCTCTTGGTGATCGCCCTGT 249.02 218.33 241.28 288.37 997
TCCTCTTGGTGATCGCCCTGTC 0 0.05 0.65 0.25 0.95
TCCTCTTGGTGATCGCCCT 1.29 0.34 4.52 0.21 6.36
TCCTCTTGGTGATCGCCC 4.23 3.65 3.23 7.07 18.18
TCCTCTTGGTGATCGCCCTG 0.74 5.88 1.51 6.78 14.91
TCCTCTTGGTGATCGCC 0.55 0.34 0.75 0.21 1.85
TCCTCTTGGTGATCGCCCTGTCC 0 0 0.22 0 0.22
TCCTCTTGGTGATCG 0.55 0 0 0 0.55
CCTCTTGGTGATCGCCCTGT 3.12 0.1 3.12 0.17 6.51
CCTCTTGGTGATCGCCCT 0.18 0 0.22 0 0.4
CCTCTTGGTGATCGCCCTGTCC 0.18 0 0 0 0.18
CCTCTTGGTGATCGCCCTG 0 0 0 0.04 0.04
CTCTTGGTGATCGCCCTGT 0 0.05 0.22 0.21 0.48
CTCTTGGTGATCGCC 0 0.05 0 0 0.05
CTCTTGGTGATCGCCCTGTCC 0.55 0 0 0 0.55
CTCTTGGTGATCGCCC 0 0 0.11 0 0.11
TCTTGGTGATCGCCCTGT 0 0.05 0 0.17 0.22
TCTTGGTGATCGCCCTGTCCCA 0 0 0.22 0 0.22
CTTGGTGATCGCCCTGT 0.18 0.1 0 0.29 0.57
TTGGTGATCGCCCTGTCCCATA 0 0 0.43 0 0.43
TTGGTGATCGCCCTGT 0.92 0.05 0.54 0.13 1.64
TTGGTGATCGCCCTGTCCCA 0 0 0.22 0 0.22
TGGTGATCGCCCTGTCCCATA 0.18 0 0.22 0 0.4
TGGTGATCGCCCTGTCCCATAT 1.84 0.15 0.32 0.29 2.6
GGTGATCGCCCTGTCCCATAT 0 0 0.11 0 0.11
TGATCGCCCTGTCCCATATGT 0.37 0 0 0 0.37
CCCATATGTCCTTCTGGATTC 0.18 0 0 0 0.18
CCCATATGTCCTTCTGGATTCAG 0.74 0 0 0 0.74
CTGGATTCAGGGTCTGCATATGGAC 0 0.05 0 0 0.05
AGGGTCTGCATATGGACAGGTGTC 0 0 0 0.04 0.04
CATATGGACAGGGTGATTAC 0 0 0 0.04 0.04
CATATGGACAGGGTGATTACC 0 0 0 0.04 0.04
ATATGGACAGGGTGATTACCA 0 0 0 0.13 0.13
ATATGGACAGGGTGATTACC 0 0 0 0.04 0.04
TATGGACAGGGTGATTACCAAG 0 0 0 0.04 0.04
ATGGACAGGGTGATTACCAA 1.47 0.1 0.65 0 2.22
ATGGACAGGGTGATTACCAAG 2.21 10.74 2.91 10.97 26.83
ATGGACAGGGTGATTACC 0.92 0 0.32 0 1.24
ATGGACAGGGTGATTA 0.37 0 0 0 0.37
ATGGACAGGGTGATTACCA 0 0 0 0.04 0.04
ATGGACAGGGTGATTAC 0.18 0 0 0 0.18
TGGACAGGGTGATTACCAAG 0 0.1 0 0 0.1
GGACAGGGTGATTACC 0.18 0 0 0 0.18
GACAGGGTGATTACCAAG 0 0 0 0.04 0.04
ACAGGGTGATTACCAAGGTG 0 0.05 0 0 0.05
ACAGGGTGATTACCAA 0.18 0 0 0 0.18
ACAGGGTGATTACCAAG 0.18 0 0.11 0 0.29
AGGGTGATTACCAAG 2.02 0 0.11 0 2.13
AGGGTGATTACCAAGGTGATG 0.55 0.1 2.15 0.08 2.88
AGGGTGATTACCAAGGTG 0.37 0 0 0 0.37
AGGGTGATTACCAAGGTGATGA 0.37 0 0 0 0.37
GGGTGATTACCAAGGTGATGA 0 0 0.11 0 0.11
TGATTACCAAGGTGATGACGG 0.18 0 0.11 0 0.29
TTACCAAGGTGATGACGGTAA  0.74 0.05 0.11 0 0.9

TATTACCATCKTCCTCTTGGTGATCGCCCTGTCCCATATGTCCTTCTGGATTCAGGGTCTGCATATGGACAGGTGTCCTTCTGGATTCAGGGTCTGCATATGGACAGGGTGATTACCAAGGTGATGACGGTAATA
mdm-miR7121c

mdm-miR7121c*: AGGGTGATTACCAAGGTGATG



>mdm-MIR7121d M10023147

GSM880652_apple_leaf GSM880653_apple_root GSM880655_apple_fruit  GSM880654_apple_flower Total
08 0 0 0

TCATCCTCTTGGTGATCGCCC 0. .08
ATCCTCTTGGTGATCGCCCTGC 0.54 0.24 0 0 0.78
ATCCTCTTGGTGATCGCCCTG 0.04 0 0.32 0 0.36

TCCTCTTGGTGATCGCCCTGCC 0.29 0.92 0 0 1.21
TCCTCTTGGTGATCGCCC 7.07 3.65 3.23 4.23 18.18
TCCTCTTGGTGATCGCCCT 0.21 0.34 4.52 1.29 6.36
TCCTCTTGGTGATCGCC 0.21 0.34 0.75 0.55 1.85
TCCTCTTGGTGATCGCCCTG 6.78 5.88 1.51 0.74 14.91
TCCTCTTGGTGATCGCCCTGC 97.7 170.36 34.47 0.18 302.71
TCCTCTTGGTGATCG 0 0 0 0.55 0.55
CCTCTTGGTGATCGCCCTGC 0.71 1.26 1.51 0 3.48
CCTCTTGGTGATCGCCCT 0 0 0.22 0.18 0.4
CCTCTTGGTGATCGCCCTG 0.04 0 0 0 0.04
CTCTTGGTGATCGCC 0 0.05 0 0 0.05
CTCTTGGTGATCGCCCTGC 0.13 0.1 0.11 0 0.34
CTCTTGGTGATCGCCC 0 0 0.11 0 0.11
TCTTGGTGATCGCCCTGC 0.04 0.1 0 0 0.14
CTTGGTGATCGCCCTGC 0.13 0.15 0 0 0.28
TTGGTGATCGCCCTGC 0.08 0.1 0 0 0.18
TTGGTGATCGCCCTGCCCCAC 0.29 0 0 0 0.29
TGGTGATCGCCCTGC 0.08 0 0 0 0.08
TGGTGATCGCCCTGCCCCACC 0.08 0 0 0 0.08
GGTGATCGCCCTGCCCCACC 0.04 0 0 0 0.04
GGTGATCGCCCTGCCCCACCCA 0.04 0 0 0 0.04
GGAACTTCTGGATTCAGGGCCTGCA 0 0.05 0 0 0.05
GAACTTCTGGATTCAGGGCCTGCA 0.04 0 0 0 0.04
ATATGGACAGGGTGGTTACC 0 0.1 0 0 0.1
ATATGGACAGGGTGGTTACCA 0.13 0.87 0 0 1
ATATGGACAGGGTGGTTACCAA 0 0.19 0 0 0.19
TATGGACAGGGTGGTTACC 0.04 0 0 0 0.04
TATGGACAGGGTGGTTACCAAT 0.71 0.78 0 0 1.49
TATGGACAGGGTGGTTACCAA 5.9 13.46 0 0 19.36
TATGGACAGGGTGGTTACCA 0.08 0 0 0 0.08
ATGGACAGGGTGGTTACCAAT 23.27 4.37 0.11 0 27.75
ATGGACAGGGTGGTTACCAA 2.55 0.19 0 0 2.74
TGGACAGGGTGGTTACCAAT 3.27 0.1 0 0 3.37
TGGACAGGGTGGTTACCAA 0.04 0 0 0 0.04
TGGACAGGGTGGTTACCAATG 0.38 0 0 0 0.38
TGGACAGGGTGGTTACCAATGGGA 0 0.05 0 0 0.05
ACAGGGTGGTTACCAA 0 0.05 0 0 0.05
AGGGTGGTTACCAATGGGATG 3.64 18.13 22.94 0 44.71
AGGGTGGTTACCAATGGGAT 0 1.6 0.86 0 2.46
AGGGTGGTTACCAATGGG 0 0 0.11 0 0.11
AGGGTGGTTACCAATGGGA 0.17 0.19 0 0 0.36
GGGTGGTTACCAATGGGATG 0 0.05 0 0 0.05
GGGTGGTTACCAATGG 0 0 0.11 0 0.11
GTGGTTACCAATGGGATGACG 0.17 0 0 0 0.17
GGTTACCAATGGGATG 0 0.1 0 0 0.1
TTACCAATGGGATG 0 0.05 0 0 0.05

G
TATTACCCTCATCCTCTTGGTGATCGCCCTGCCCCACCCATATGGCCTTCTGAATTCAGGGAACTTCTGGATTCAGGGCCTGCATATGGACAGGGTGGTTACCAATGGGATGACGGTAATA
mdm-miR7121d

mdm-miR7121d*: AGGGTGGTTACCAATGGGATG



>mdm-MIR7121e M10023148

TCATCCTCTTGGTGATCGCCC
ATCCTCTTGGTGATCGCCCTGC
ATCCTCTTGGTGATCGCCCTG

TCCTCTTGGTGATCGCCCTGCC
TCCTCTTGGTGATCGCCC
TCCTCTTGGTGATCGCCCT
TCCTCTTGGTGATCGCC
TCCTCTTGGTGATCGCCCTG
TCCTCTTGGTGATCGCCCTGC
TCCTCTTGGTGATCG
CCTCTTGGTGATCGCCCTGC
CCTCTTGGTGATCGCCCT
CCTCTTGGTGATCGCCCTG
CTCTTGGTGATCGCC
CTCTTGGTGATCGCCCTGC
CTCTTGGTGATCGCCC
TCTTGGTGATCGCCCTGC
CTTGGTGATCGCCCTGC
TTGGTGATCGCCCTGC
TTGGTGATCGCCCTGCCCCAC
TGGTGATCGCCCTGC
TGGTGATCGCCCTGCCCCACC
GGTGATCGCCCTGCCCCACC
GGTGATCGCCCTGCCCCACCCA

G
TATTACCCTCATCCTCTTGGTGATCGCCCTGCCCCACCCATATGGCCTTCTGAATTCAGGGAACTTCTGGATTCAGGGCCTGCATATGGACAGGGTGGTTACCAATGGGATGACGGTAATA

mdm-miR7121e

mdm-miR7121e*: AGGGTGGTTACCAATGGGATG

GGAACTTCTGGATTCAGGGCCTGCA
GAACTTCTGGATTCAGGGCCTGCA

ATATGGACAGGGTGGTTACC
ATATGGACAGGGTGGTTACCA
ATATGGACAGGGTGGTTACCAA
TATGGACAGGGTGGTTACC
TATGGACAGGGTGGTTACCAAT
TATGGACAGGGTGGTTACCAA
TATGGACAGGGTGGTTACCA
ATGGACAGGGTGGTTACCAAT
ATGGACAGGGTGGTTACCAA
TGGACAGGGTGGTTACCAAT
TGGACAGGGTGGTTACCAA
TGGACAGGGTGGTTACCAATG
TGGACAGGGTGGTTACCAATGGGA
ACAGGGTGGTTACCAA
AGGGTGGTTACCAATGGGATG
AGGGTGGTTACCAATGGGAT
AGGGTGGTTACCAATGGG
AGGGTGGTTACCAATGGGA
GGGTGGTTACCAATGGGATG
GGGTGGTTACCAATGG
GTGGTTACCAATGGGATGACG
GGTTACCAATGGGATG
TTACCAATGGGATG
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>mdm-MIR7121g M10023150

TCCTCCTCTTGGTGATCGCCC
CTCCTCTTGGTGATCGCCCTG
CTCCTCTTGGTGATCGCCC
CTCCTCTTGGTGATCGCCCT

TCCTCTTGGTGATCGCC
TCCTCTTGGTGATCGCCCT
TCCTCTTGGTGATCGCCCTGCC
TCCTCTTGGTGATCGCCCTGC
TCCTCTTGGTGATCGCCC
TCCTCTTGGTGATCGCCCTG
TCCTCTTGGTGATCG
CCTCTTGGTGATCGCCCTGC
CCTCTTGGTGATCGCCCTG
CCTCTTGGTGATCGCCCT
CTCTTGGTGATCGCCCTGC
CTCTTGGTGATCGCC
CTCTTGGTGATCGCCC
TCTTGGTGATCGCCCTGC
CTTGGTGATCGCCCTGC
TTGGTGATCGCCCTGC
TGGTGATCGCCCTGC

TATTACCCTCCTCCTCTTGGTGATCGCCCTGCCCCATATGGTCTTCTGAATTCAGGGCCTGCATATCGACAGGGTGGTTACCAATGGGATGACGGTAATA

mdm-miR7121g

mdm-miR7121g*: AGGGTGGTTACCAATGGGATG

ACAGGGTGGTTACCAA
AGGGTGGTTACCAATGGGAT
AGGGTGGTTACCAATGGG
AGGGTGGTTACCAATGGGA
AGGGTGGTTACCAATGGGATG

GGGTGGTTACCAATGGGATG
GGGTGGTTACCAATGG
GTGGTTACCAATGGGATGACG
GGTTACCAATGGGATG
GTTACCAATGGGATG
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>mdm-MIR7121h M10023151

GSM880652_apple_leaf GSM880653_apple_root GSMB880655_apple_fruit  GSM880654_apple_flower Total
08 0 0 0 0.08

TCATCCTCTTGGTGATCGCCC 0.
ATCCTCTTGGTGATCGCCCTGC 0.54 0.24 0 0 0.78
ATCCTCTTGGTGATCGCCCTG 0.04 0 0.32 0 0.36
TCCTCTTGGTGATCGCCCTGCC 0.29 0.92 0 0 1.21
TCCTCTTGGTGATCGCCC 7.07 3.65 3.23 4.23 18.18
TCCTCTTGGTGATCGCCCT 0.21 0.34 4.52 1.29 6.36
TCCTCTTGGTGATCGCC 0.21 0.34 0.75 0.55 1.85
TCCTCTTGGTGATCGCCCTG 6.78 5.88 1.51 0.74 14.91
TCCTCTTGGTGATCGCCCTGC 97.7 170.36 34.47 0.18 302.71
TCCTCTTGGTGATCG 0 0 0 0.55 0.55
CCTCTTGGTGATCGCCCTGC 0.71 1.26 1.51 0 3.48
CCTCTTGGTGATCGCCCT 0 0 0.22 0.18 0.4
CCTCTTGGTGATCGCCCTG 0.04 0 0 0 0.04
CTCTTGGTGATCGCC 0 0.05 0 0 0.05
CTCTTGGTGATCGCCCTGC 0.13 0.1 0.11 0 0.34
CTCTTGGTGATCGCCC 0 0 0.11 0 0.11
TCTTGGTGATCGCCCTGC 0.04 0.1 0 0 0.14
CTTGGTGATCGCCCTGC 0.13 0.15 0 0 0.28
TTGGTGATCGCCCTGC 0.08 0.1 0 0 0.18
TTGGTGATCGCCCTGCCCCAC 0.29 0 0 0 0.29
TGGTGATCGCCCTGC 0.08 0 0 0 0.08
TGGTGATCGCCCTGCCCCACC 0.08 0 0 0 0.08
GGTGATCGCCCTGCCCCACC 0.04 0 0 0 0.04
GGTGATCGCCCTGCCCCACCCA 0.04 0 0 0 0.04
GGAACTTCTGGATTCAGGGCCTGCA 0 0.05 0 0 0.05
GAACTTCTGGATTCAGGGCCTGCA 0.04 0 0 0 0.04
ATATGGACAGGGTGGTTACC 0 0.1 0 0 0.1
ATATGGACAGGGTGGTTACCA 0.13 0.87 0 0 1
ATATGGACAGGGTGGTTACCAA 0 0.19 0 0 0.19
TATGGACAGGGTGGTTACC 0.04 0 0 0 0.04
TATGGACAGGGTGGTTACCAAT 0.71 0.78 0 0 1.49
TATGGACAGGGTGGTTACCAA 5.9 13.46 0 0 19.36
TATGGACAGGGTGGTTACCA 0.08 0 0 0 0.08
ATGGACAGGGTGGTTACCAAT 23.27 4.37 0.11 0 27.75
ATGGACAGGGTGGTTACCAA 2.55 0.19 0 0 2.74
TGGACAGGGTGGTTACCAAT 3.27 0.1 0 0 3.37
TGGACAGGGTGGTTACCAA 0.04 0 0 0 0.04
TGGACAGGGTGGTTACCAATG 0.38 0 0 0 0.38
TGGACAGGGTGGTTACCAATGGGA 0 0.05 0 0 0.05
ACAGGGTGGTTACCAA 0 0.05 0 0 0.05
AGGGTGGTTACCAATGGGATG 3.64 18.13 22.94 0 44.71
AGGGTGGTTACCAATGGGAT 0 1.6 0.86 0 2.46
AGGGTGGTTACCAATGGG 0 0 0.11 0 0.11
AGGGTGGTTACCAATGGGA 0.17 0.19 0 0 0.36
GGGTGGTTACCAATGGGATG 0 0.05 0 0 0.05
GGGTGGTTACCAATGG 0 0 0.11 0 0.11
GTGGTTACCAATGGGATGACG 0.17 0 0 0 0.17
GGTTACCAATGGGATG 0 0.1 0 0 0.1
TTACCAATGGGATG 0 0.05 0 0 0.05

G
TATTACCCTCATCCTCTTGGTGATCGCCCTGCCCCACCCATATGGCCTTCTGAATTCAGGGAACTTCTGGATTCAGGGCCTGCATATGGACAGGGTGGTTACCAATGGGATGACGGTAATA
mdm-miR7121h

mdm-miR7121h*: AGGGTGGTTACCAATGGGATG



>mdm-MIR7122a M10023152

GSM880654_apple_flower GSM880652_apple_leaf GSM880653_apple_root GSMB880655_apple_fruit  Total
0 0 0

TTTATACAGAGAAATCACGGTCG 0.18 0.18
TTATACAGAGAAATCACGGTC 0.55 0.92 1.31 0.11 2.89
TTATACAGAGAAATCA 1.47 0 0 0 1.47
TTATACAGAGAAATCACGG 0.55 8.87 7.05 0 16.47
TTATACAGAGAAATCACG 0.37 0.04 0 0.11 0.52
TTATACAGAGAAATCAC 0.55 0 0 0.11 0.66
TTATACAGAGAAATCACGGTCG 80.13 409.76 488.57 20.14 998.6
TTATACAGAGAAATCACGGT 5.33 0.63 0.15 3.02 9.13
TTATACAGAGAAATCACGGTCGA 0o 1.34 0.87 0 2.21

TATACAGAGAAATCACGGTCG 2.94 0.67 0.49 1.08 5.18
TATACAGAGAAATCACGGTC 0 0.04 0 0.11 0.15
ATACAGAGAAATCACGGTCG 0.18 0.08 0.29 0.11 0.66
TACAGAGAAATCACGGTCG 0 0.08 0.05 0 0.13
ACAGAGAAATCACGGTCG 1.29 0.42 0.39 0.22 2.32
ACAGAGAAATCACGG 0.18 0 0 0 0.18
ACAGAGAAATCACGGT 0.18 0 0 0 0.18
ACAGAGAAATCACGGTC 0.18 0 0.05 0 0.23
CAGAGAAATCACGGTCGAGATC 0 0.17 0 0 0.17
CAGAGAAATCACGGTCG 0.37 0.04 0.19 0 0.6
AGAGAAATCACGGTCG 0.18 0 0 0.32 0.5
GAGAAATCACGGTCG 0.18 0 0 0 0.18
AGATCAAAACTCAGAAGTCTGTCA 0 0.04 0 0 0.04
TCTCAACCGTGTTTTTCTGTA 0 0.04 0 0 0.04

ACCGTGTTTTTCTGTATAAAG 0.74 0.13 0.05 0 0.92

CCGTGTTTTTCTGTATAAAG 0 0.13 0.05 0 0.18

CGTGTTTTTCTGTATA 0.18 0 0 0 0.18

TGTATAAAGAGATGTACTGGA 0 0 0.05 0 0.05

TATAAAGAGATGTACTGGATC 0 0.25 0.24 0 0.49

TATAAAGAGATGTACTG 0.18 0 0 0 0.18

TATAAAGAGATGTACTGGA 0o 0.04 0.1 0 0.14

GGGTTCATTCCATTCTTTTATACAGAGAAATCACGGTCGAGATCAAAACTCAGAAGTCTGTCAGATTCTCTCTCTCCGTCGTCTCAACCGTGTTTTTCTGTATAAAGAGATGTACTGGATCC
mdm-miR7122a

mdm-miR7122a*: ACCGTGTTTTTCTGTATAAAG



>mdm-MIR7122b M10023153

GSM880654_apple_flower GSM880652_apple_leaf GSM880653_apple_root GSMB880655_apple_fruit  Total
18 0 0 0

TTTATACAGAGAAATCACGGTCG 0. 0.18
TTATACAGAGAAATCACGGTC 0.55 0.92 1.31 0.11 2.89
TTATACAGAGAAATCA 1.47 0 0 0 1.47
TTATACAGAGAAATCACGG 0.55 8.87 7.05 0 16.47
TTATACAGAGAAATCACG 0.37 0.04 0 0.11 0.52
TTATACAGAGAAATCAC 0.55 0o 0 0.11 0.66
TTATACAGAGAAATCACGGTCG 80.13 409.76 488.57 20.14 998.6
TTATACAGAGAAATCACGGT 5.33 0.63 0.15 3.02 9.13
TTATACAGAGAAATCACGGTCGA 0o 1.34 0.87 0 2.21

TATACAGAGAAATCACGGTCG 2.94 0.67 0.49 1.08 5.18
TATACAGAGAAATCACGGTC 0 0.04 0 0.11 0.15
ATACAGAGAAATCACGGTCG 0.18 0.08 0.29 0.11 0.66
TACAGAGAAATCACGGTCG 0 0.08 0.05 0 0.13
ACAGAGAAATCACGGTCG 1.29 0.42 0.39 0.22 2.32
ACAGAGAAATCACGG 0.18 0 0 0 0.18
ACAGAGAAATCACGGT 0.18 0 0 0 0.18
ACAGAGAAATCACGGTC 0.18 0 0.05 0 0.23
CAGAGAAATCACGGTCGAGATC 0 0.17 0 0 0.17
CAGAGAAATCACGGTCG 0.37 0.04 0.19 0 0.6
AGAGAAATCACGGTCG 0.18 0 0 0.32 0.5
GAGAAATCACGGTCG 0.18 0 0 0 0.18
AGATCAAAACTCAGAAGTCTGTCA 0 0.04 0 0 0.04
TCTCAACCGTGTTTTTCTGTA 0 0.04 0 0 0.04

ACCGTGTTTTTCTGTATAAAG 0.74 0.13 0.05 0 0.92

CCGTGTTTTTCTGTATAAAG 0 0.13 0.05 0 0.18

CGTGTTTTTCTGTATA 0.18 0 0 0 0.18

TGTATAAAGAGATGTACTGGA 0 0 0.05 0 0.05

TATAAAGAGATGTACTGGATC 0 0.25 0.24 0 0.49

TATAAAGAGATGTACTG 0.18 0 0 0 0.18

ATAAAGAGATGTACTGGA 0o 0.04 0.1 0 0.14

T
GGGTTCATTCCATTCTTTTATACAGAGAAATCACGGTCGAGATCAAAACTCAGAAGTCTGTCAGATTCTCTCTCTCCGTCGTCTCAACCGTGTTTTTCTGTATAAAGAGATGTACTGGATCC
mdm-miR7122b

mdm-miR7122b*: ACCGTGTTTTTCTGTATAAAG



>mdm-MIR7123a M10023154
GSM880652_apple_leaf GSM880653_apple_root GSMB880655_apple_fruit  GSM880654_apple_flower Total
08 0 0 0

TCAAAGAGCGGGATGTGTAAA 0. 0.08
CAAAGAGCGGGATGTGTAAAA 0.04 0 0 0 0.04
AAAGAGCGGGATGTGTAAAAG 0.13 0 0 0 0.13
AAAGAGCGGGATGTGTAAAAGGTC 0.13 0 0 0 0.13
AAAGAGCGGGATGTGTAAAA 0.04 0 0 0 0.04
AAAGAGCGGGATGTGTAAAAGGT 0.17 0 0 0 0.17
AAAGAGCGGGATGTGTAAAAGG 2.64 0 0 0 2.64
AAGAGCGGGATGTGTAAA 0.08 0 0 0 0.08
AAGAGCGGGATGTGTA 0.04 0 0 0 0.04
AAGAGCGGGATGTGTAAAAGGT 1.88 0 0 0 1.88
AAGAGCGGGATGTGTAAAAG 3.39 0 0 0 3.39
AAGAGCGGGATGTGTAAAA 0.38 0 0 0 0.38
AAGAGCGGGATGTGTAAAAGG 198.79 0.1 0 0 198.89
AGAGCGGGATGTGTAAAAGGT 0.13 0 0 0 0.13
AGAGCGGGATGTGTAAAAGG 0.04 0 0 0 0.04
GAGCGGGATGTGTAAAAGG 0.08 0 0 0 0.08
GCGGGATGTGTAAAAGGTCTAC 0.13 0 0 0 0.13
GCGGGATGTGTAAAAGGTC 0.04 0 0 0 0.04
GCGGGATGTGTAAAAGG 0.17 0 0 0 0.17
GCGGGATGTGTAAAAGGTCTA 4.4 0 0.22 0 4.62
GCGGGATGTGTAAAAGGTCTACTA 0.08 0 0 0 0.08
GCGGGATGTGTAAAAGGTCT 0.08 0 0 0 0.08
CGGGATGTGTAAAAGG 0.08 0 0 0 0.08
CGGGATGTGTAAAAGGTC 0.04 0 0 0 0.04
TAAAAGGTCTACTAGCTGGTTG 0.04 0 0 0 0.04
AAAAGGTCTACTAGCTGGTTGC 0.13 0 0 0 0.13
TCTACTAGCTGGTTGCATGCA 0 0 0 0.18 0.18
CTTTTACCTATCCCATTCTGT 0.04 0 0 0.18 0.22
AAGTGCCCGTGATTATTGTCA 0.04 0 0 0 0.04

GCTACATCGAAAACCTGACGATAGTCACTGACACTATCAGTTTCAAAGAGCGGGATGTGTAAAAGGTCTACTAGCTGGTTGCATGCATGTAAATATGACGATACAACCACTATTAKGCCTTTTACCTATCCCATTCTGTGCCACTAAGTGCCCGTGATTATTGTCAGTTTCTTTTGCAGTGGC
mdm-miR7123a

mdm-miR7123a*: CTTTTACCTATCCCATTCTGT



>mdm-MIR7123b M10023155

GCTACATCGAAAACCTGACGATAGTCACTGACACTATCAGTTTCAAAGAGCGGGATGTGTAAAAGGTCTACTAGCTGGTTGCATGCATGTAAATATGACGATACAACCACTATTAKGCCTTTTACCTATCCCATTCTGTGCCACTAAGTGCCCGTGATTATTGTCAGTTTCTTTTGCAGTGGC

mdm-miR7123b*:

CTTTTACCTATCCCATTCTGT

TCAAAGAGCGGGATGTGTAAA

CAAAGAGCGGGATGTGTAAAA
AAAGAGCGGGATGTGTAAAAG
AAAGAGCGGGATGTGTAAAAGGTC
AAAGAGCGGGATGTGTAAAA
AAAGAGCGGGATGTGTAAAAGGT
AAAGAGCGGGATGTGTAAAAGG

AAGAGCGGGATGTGTAAA
AAGAGCGGGATGTGTA
AAGAGCGGGATGTGTAAAAGGT
AAGAGCGGGATGTGTAAAAG
AAGAGCGGGATGTGTAAAA
AAGAGCGGGATGTGTAAAAGG
AGAGCGGGATGTGTAAAAGGT
AGAGCGGGATGTGTAAAAGG
GAGCGGGATGTGTAAAAGG

GCGGGATGTGTAAAAGGTCTAC

GCGGGATGTGTAAAAGGTC
GCGGGATGTGTAAAAGG

GCGGGATGTGTAAAAGGTCTA

GCGGGATGTGTAAAAGGTCTACTA

GCGGGATGTGTAAAAGGTCT
CGGGATGTGTAAAAGG
CGGGATGTGTAAAAGGTC

TAAAAGGTCTACTAGCTGGTTG
AAAAGGTCTACTAGCTGGTTGC

TCTACTAGCTGGTTGCATGCA

mdm-miR7123b

CTTTTACCTATCCCATTCTGT

AAGTGCCCGTGATTATTGTCA
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0.04
0.13
0.13
0.04
0.17
2.64
0.08
0.04
1.88
3.39
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0.13
0.04
0.08
0.13
0.04
0.17
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0.08
0.08
0.04
0.04
0.13
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0.04



>mdm-MIR7124a M10023158

GSM880654_apple_flower GSM880653_apple_root GSM880655_apple_fruit  GSM880652_apple_leaf Total
0

ACACACCAATATCAACTTTATT 0.18 0 0.18
CACACCAATATCAACTTTATT 1.1 0.05 0 0 1.15

CACCAATATCAACTTTATTTG 32.9 9.43 28.87 5.06 76.26
CACCAATATCAACTTTATTT 0.74 0.15 1.62 0.04 2.55
CACCAATATCAACTT 0.18 0 0.54 0 0.72
CACCAATATCAACTTTATT 2.94 0.15 2.05 0.17 5.31
CACCAATATCAACTTTA 0.92 0 0.11 0 1.03
CACCAATATCAACTTT 0.37 0 0.97 0 1.34
CACCAATATCAACTTTAT 2.39 0 1.08 0 3.47
CACCAATATCAACTTTATTTGT 0 0 0.11 0 0.11
ACCAATATCAACTTT 0.18 0 0.32 0 0.5
ACCAATATCAACTTTAT 0.37 0 0.11 0 0.48
ACCAATATCAACTTTATTTG 2.57 0.05 3.45 0 6.07
ACCAATATCAACTTTATTT 0 0 0.32 0 0.32
ACCAATATCAACTTTATT 0 0 0.11 0 0.11
CCAATATCAACTTTATT 0.37 0 1.18 0 1.55
CCAATATCAACTTTAT 3.68 0 0.97 0 4.65

CCAATATCAACTTTATTTG 22.05 0 17.99 0 40.04
CCAATATCAACTTTA 0.18 0 0.11 0 0.29
CCAATATCAACTTTATTTGT 0 0 0.11 0 0.11
CCAATATCAACTTTATTT 0.55 0 1.62 0 2.17
CAATATCAACTTTATTTG 6.25 0 2.69 0 8.94
CAATATCAACTTTATT 0.18 0 0.54 0 0.72
CAATATCAACTTTAT 0.74 0 0.11 0 0.85
CAATATCAACTTTATTT 0.74 0 0.43 0 1.17
CAATATCAACTTTATTTGTT 0 0 0.11 0 0.11
AATATCAACTTTATTTG 2.21 0 1.51 0 3.72
AATATCAACTTTATTT 0 0 0.43 0 0.43
AATATCAACTTTATTTGTTCA 0.18 0 0 0 0.18
ATATCAACTTTATTTG 0.37 0 0.75 0 1.12
ATATCAACTTTATTT 0 0 0.32 0 0.32
TATCAACTTTATTTG 1.1 0 0.22 0 1.32
AAGTCATTACACTAGAATTTT 0.18 0 0 0 0.18

CTTTATAAGTATTAATG 0.18 0 0 0 0.18

CAAATAAAGTTGATATTGGTGT 0 0.05 0 0 0.05

CAAATAAAGTTGATATTGGTG 0 0 0.11 0 0.11

AAATAAAGTTGATATTGGTGT 0 0 0 0.08 0.08

AAATAAAGTTGATATTGGTGTG 0 0.05 0 0.04 0.09

AATAAAGTTGATATTGG 0.18 0 0 0 0.18

AATAAAGTTGATATTGGTGT 0.37 0 0 0.08 0.45

AATAAAGTTGATATTG 0.55 0 0 0 0.55

AATAAAGTTGATATTGGTGTG 7.9 3.35 0 1.59 12.84

AATAAAGTTGATATTGGT 0.18 0.05 0 0 0.23

AATAAAGTTGATATTGGTGTGT 0.55 0 0 0 0.55

ATAAAGTTGATATTGGTGTG 0.74 0.05 0 0.04 0.83

ATAAAGTTGATATTGGTGTGT 0 0 0 0.08 0.08

TAAAGTTGATATTGGTGTGTC 0 0 0 0.04 0.04

AGTTGATATTGGTGTG 1.29 0 0 0 1.29

GACACACCAATATCAACTTTATTTGTTCATTAATACTTATAAAGTCATTACACTAGAATTTTCTTTGAAAGAAAATTCTAGTGTATTGACTTTATAAGTATTAATGGCTTTGGTATTAATTAATGAACAAATAAAGTTGATATTGGTGTGTC
mdm-miR7124a

mdm-miR7124a*: AATAAAGTTGATATTGGTGTG



>mdm-MIR7124b M10023159

AGGACACACCAATATCAACTT
ACACACCAATATCAACTTTATT
CACACCAATATCAACTTTATT
CACCAATATCAACTTT
CACCAATATCAACTTTATTTG
CACCAATATCAACTTTATT
CACCAATATCAACTTTATTT
CACCAATATCAACTTTAT
CACCAATATCAACTTTA
CACCAATATCAACTT
CACCAATATCAACTTTATTTGT
ACCAATATCAACTTTAT
ACCAATATCAACTTTATTTG
ACCAATATCAACTTTATTT
ACCAATATCAACTTT
ACCAATATCAACTTTATT
CCAATATCAACTTTATT
CCAATATCAACTTTAT
CCAATATCAACTTTATTTG
CCAATATCAACTTTA
CCAATATCAACTTTATTT
CCAATATCAACTTTATTTGT
CAATATCAACTTTATTTG
CAATATCAACTTTATT
CAATATCAACTTTAT
CAATATCAACTTTATTT
CAATATCAACTTTATTTGTT
AATATCAACTTTATTTGTTCA
AATATCAACTTTATTT
AATATCAACTTTATTTG
ATATCAACTTTATTTG
ATATCAACTTTATTT
TATCAACTTTATTTG

mdm-miR7124b

mdm-miR7124b*: AATAAAGTTGATATTGGTGTG

AAGTCATTACACTAGAATTTT

CTTTATAAGTATTAATG

CAAATAAAGTTGATATTGGTGT
CAAATAAAGTTGATATTGGTG
AAATAAAGTTGATATTGGTGTG
AAATAAAGTTGATATTGGTGT
AATAAAGTTGATATTGGTGTGT
AATAAAGTTGATATTGGTGTG
AATAAAGTTGATATTG
AATAAAGTTGATATTGGT
AATAAAGTTGATATTGGTGT
AATAAAGTTGATATTGG
ATAAAGTTGATATTGGTGTG
ATAAAGTTGATATTGGTGTGT
TAAAGTTGATATTGGTGTGTC
AGTTGATATTGGTGTG
ATATTGGTGTGTCGTCTATAA

TATTGGTGTGTCGTCTATAATG
ATTAAGCTAATAACATTATATAGGACACACCAATATCAACTTTATTTGTTCATTAATACTTATAAAGTCATTACACTAGAATTTTCTTTGAAAGAAAATTCTAGTGTATTGACTTTATAAGTATTAATGGCTTTGGTATTAATTAATGAACAAATAAAGTTGATATTGGTGTGTCGTCTATAATGTCATTAGCTTAAT
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>mdm-MIR7126 M10023164

CGGAAACCCCAATTAGGACTAAAGTA
CCCCAATTAGGACTAAAGTAT
CCCCAATTAGGACTAAAG

CCCAATTAGGACTAAAGTATCAAGGAGCG
CCAATTAGGACTAAAGTATCAAGGA
CAATTAGGACTAAAGTAT
AATTAGGACTAAAGTATCAAGGAG
AATTAGGACTAAAGTATCAAGGAGCG
ATTAGGACTAAAGTATCA
TAGGACTAAAGTATCAAGGAG
TAGGACTAAAGTATCAAGGAGCGC
AGGACTAAAGTATCAAGGAGCGC
AGGACTAAAGTATCAAGGAGCGCA
AGGACTAAAGTATCAAGGAGC
AGGACTAAAGTATCAAGGAG
ACTAAAGTATCAAGGAGCGCA
CTAAAGTATCAAGGAGCGCAA
CTAAAGTATCAAGGAGCGCA
AAAGTATCAAGGAGCGCAAAGAGA
AAAGTATCAAGGAGCGCAAAG
AAAGTATCAAGGAGCGCAAAGA
AAAGTATCAAGGAGCGCAAA
AAAGTATCAAGGAGCGCAAAGAGAA
AAAGTATCAAGGAGCGCAAAGAGAAGCA
AGTATCAAGGAGCGCA
AGTATCAAGGAGCGCAAAG
GCGCAAAGAGAAGCAGAAAGATCGCCG

GCGGAAACCCCAATTAGGACTAAAGTATCAAGGAGCGCAA, AG! AAGATCGCCGCCGCTTTTCACCCGAATCGTAGGCCTTTGGCGTCTCTGCTCGTATCTTTGCGTTCCACTGATTCTTTCGCCCTAATTGGGTCCGACCCGC

mdm-miR7126

mdm-miR7126*: TTGCGTTCCACTGATTCTTTCG

CGCTTTTCACCCGAATCGTAGGCCT
CTTTTCACCCGAATCGT
TTTTCACCCGAATCGTAGGCCTTT
TTCACCCGAATCGTAGGCCTTTG
TCACCCGAATCGTAGGCCTTTGGC
TCTGCTCGTATCTTTGCGTTCCA

TTTGCGTTCCACTGATTCTTTCG
TTGCGTTCCACTGATTCTTT
TTGCGTTCCACTGATT
TTGCGTTCCACTGATTCTTTCG
TTGCGTTCCACTGATTCTT

CGTTCCACTGATTCTTTCG
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>mdm-MIR7127a M10023168

GSM880655_apple_fruit  GSM880652_apple_leaf GSM880653_apple_root GSM880654_apple_flower Total
32 0 0 0 0.3

GGAATACTCATCGAATTTGTCATA 0. 2
ATACTCATCGAATTTGT 0 0.04 0 0 0.04
ATACTCATCGAATTTGTCATAG 0 0.04 0 0 0.04
ATACTCATCGAATTTGTCAT 0 0.04 0 0 0.04
ATACTCATCGAATTTG 0 0.04 0 0 0.04
ATACTCATCGAATTTGTCATAGTG 0 0.04 0 0 0.04
ATACTCATCGAATTTGTCATA 0 2.55 0.44 3.31 6.3

TACTCATCGAATTTGTCATAG 0 0.08 0.05 0.37 0.5
TACTCATCGAATTTGTCATAGT 0 0 0 0.18 0.18
TACTCATCGAATTTGTCA 0 0 0 0.18 0.18
CTCATCGAATTTGTCATAGTG 1.18 0.25 0 2.76 4.19
CTCATCGAATTTGTCATAGT 0.43 0 0 0 0.43
CTCATCGAATTTGTCA 0 0 0 0.18 0.18
CTCATCGAATTTGTCATAG 0 0 0 0.18 0.18
CATCGAATTTGTCATAGTGTT 0.32 0.13 0 1.84 2.29
CATCGAATTTGTCATAGTGT 0.22 0 0 0 0.22
TCGAATTTGTCATAGTGTT 0 0 0 0.18 0.18
TCGAATTTGTCATAG 0 0 0 0.55 0.55
CGAATTTGTCATAGTGTTTCAG 0 0.08 0 0 0.08
CGAATTTGTCATAGTG 0 0 0 0.18 0.18
GAATTTGTCATAGTGTTTCAG 0 0.04 0 0.37 0.41
AATTTGTCATAGTGTTTCAG 0 0.04 0 0 0.04
AATTTGTCATAGTGTTTCAGT 0.22 0 0 1.29 1.51
TTGTCATAGTGTTTCAGTTGT 0 0 0 0.37 0.37
AGCTAGAACACTCTGACAAATTGG 0.22 0 0.05 0 0.27

AGAACACTCTGACAAATTGGATGA 0 0.04 0 0 0.04

ACACTCTGACAAATTGGATGA 0 0.04 0 0 0.04

CACTCTGACAAATTGGATGAG 0 0.21 0.05 0 0.26

CACTCTGACAAATTGGAT 0 0.04 0 0 0.04

CTCTGACAAATTGGATGAGTA 0 0.04 0 0 0.04

TCTGACAAATTGGATGAGTAT 0 0.17 0 0 0.17

CTGACAAATTGGATGAGTATT 0 0.04 0 0.18 0.22

TGACAAATTGGATGAGTATT 0 0.04 0 0 0.04

TGACAAATTGGATGAGTATTC 0 0.04 0 0 0.04

TGACAAATTGGATGAG 0.32 0 0 0 0.32

ATTGGAATACTCATCGAATTTGTCATAGTGTTTCAGTTGTGTTATGGAACCAATTTTTCTCCCACTCCCATACTTACCACCCAATTAATGGCACAGCTAGAACACTCTGACAAATTGGATGAGTATTCCAAT
mdm-miR7127a

mdm-miR7127a*: TGACAAATTGGATGAGTATTC



>mdm-MIR7128 M10023173

GSM880655_apple_fruit  GSM880652_apple_leaf

ATCATTAACACTTAATAACGA 1.51 0.
CCAATTTTTTTTTTTT 0.11 0

TTATTAAGTGTTAATGATTGG 0.11 0.08

TATTAAGTGTTAATGATTGGA 0o 0.04

CCTTTCCAATCATTAACACTTAATAACGATCCAATTTTTTTTTTTTGTCGAAAAAAAAAATTTCGAATCGTTATTAAGTGTTAATGATTGGAAAGG
mdm-miR7128

mdm-miR7128*: TTATTAAGTGTTAATGATTGG



>mdm-MIR827 M10023132

AGCAGTGGATATGTTTGTTG
TTTGTTGCTGGTCACCTAGTT
TTGTTGCTGGTCACCTAGTTA

TGACCCATGGCGGACGTTCTGA
TTCTGATTAGATGACCATCAACGA
ATTAGATGACCATCAACGAA
ATTAGATGACCATCAACGAAC
ATTAGATGACCATCAACGAACA
TTAGATGACCATCAACGAACA
TTAGATGACCATCAACGA
TTAGATGACCATCAA
TTAGATGACCATCAACGAA
TTAGATGACCATCAACGAAC
TTAGATGACCATCAACG
TTAGATGACCATCAAC
TTAGATGACCATCAACGAACAC
TAGATGACCATCAACGAAC
TAGATGACCATCAACGA
TAGATGACCATCAACGAACA
AGATGACCATCAACGAACA
AGATGACCATCAACG
AGATGACCATCAACGA
AGATGACCATCAACGAAC
GATGACCATCAACGAACA
ATGACCATCAACGAACA
ATGACCATCAACGAAC
TGACCATCAACGAACA
GACCATCAACGAACA
ACGAACACATTCATGATGC
CGAACACATTCATGATGCAAG

Al
TTTGCAGCAGTGGATATGTTTGTTGCTGGTCACCTAGTTATTCCATGGTTCCATCCATCTGCTGGCTTCAATATATAATTTGTGTTTGTATATGTTGTATATATACATGCAGTATTGTATATTTGACCCATGGCGGACGTTCTGATTAGATGACCATCAACGAACACATTCATGATGCAAG

mdm-miR827*: TTTGTTGCTGGTCACCTAGTT

mdm-miR827
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GSM880654_apple_flower GSM880653_apple_root
0 0

0 0
0.18 0.1
0 0.05
0 0.05
0.18 0
1.65 0.1
0 0.05
47.6 47.97
2.76 0

0 0
1.47 0.15
0.74 0.15
0.37 0
0.37 0

0 0.05
0 0
0.55 0
1.29 0.15
0.74 0.05
0 0
0.37 0
0.18 0
0.18 0
2.94 0

0 0
1.47 0

0 0
0.18 0
0.55 0

Total
0.38
0.11
1.74
0.05
0.05
0.33
2.72
0.22
539.04

0.11
4.52
4.4

0.37
0.37
0.09
0.26
0.87
3.97
1.39
0.11



>mdm-MIR828a M10023133

CTCTTTGTAATGTTTCTTGCT
TCTTTGTAATGTTTCTTGCTC
TCTTTGTAATGTTTCTTGCTCA

TCTTGCTCAAATGAGTATTCC
TCTTGCTCAAATGAGTATT
TCTTGCTCAAATGAGTATTCCA
TCTTGCTCAAATGAGTA
TCTTGCTCAAATGAGTATTCCAGC
TCTTGCTCAAATGAGTATTC
CTTGCTCAAATGAGTATTCCA
TTGCTCAAATGAGTATTCCAG

TTGCTCAAATGAGTATTCCA
TGCTCAAATGAGTATTCCA
TGCTCAAATGAGTATTCCAGC
CTCAAATGAGTATTCCA
TCAAATGAGTATTCCA
ATATATATATATATA
ATATATATATATATATAT
ATATATATATATATATA
ATATATATATATATAT
ATATATATATATATATATA
ATATATATATATATATATATAT
TATATATATATATATA
TATATATATATATATATAT
TATATATATATATAT

mdm-miR828a

mdm-miR828a*: AGATGCTCATTTGAGCAAGCAG

TGAGATGCTCATTTGAGCAAG
AGATGCTCATTTGAGCAAGC
AGATGCTCATTTGAGCAAGCAG

GATGCTCATTTGAGCAAGC
TCATTTGAGCAAGCAGCGTTA
CATTTGAGCAAGCAGCG
CATTTGAGCAAGCAGCGTTAC

ATTTGAGCAAGCAGCGTTACA
GCAAGCAGCGTTACAAGAG
TCCTCTTTGTAATGTTTCTTGCTCAAATGAGTATTCCAGCCACAGTTTGCCTGCAGCTTGCATATATATATATATATATATATAGCGCTGGTGCTTCTGCAATTCTGAGATGCTCATTTGAGCAAGCAGCGTTACAAGAGGA
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>mdm-MIR858 M10023174

AATCTTAGTTTCGTTGTCTGT
TTAGTTTCGTTGTCTGTTCGA
TAGTTTCGTTGTCTGTTCGACC
TAGTTTCGTTGTCTGTTCGAC
TAGTTTCGTTGTCTGTTC
TTTCGTTGTCTGTTCGA
TTTCGTTGTCTGTTCGACCTGA
TTTCGTTGTCTGTTCGACCT
TTTCGTTGTCTGTTCGACC
TTTCGTTGTCTGTTCGACCTG
TTCGTTGTCTGTTCGACCTG
TTCGTTGTCTGTTCGACCTGA
TTCGTTGTCTGTTCGA
TTCGTTGTCTGTTCGACC
TTCGTTGTCTGTTCGAC
TTCGTTGTCTGTTCG
TTCGTTGTCTGTTCGACCT
TTCGTTGTCTGTTCGACCTGAAA
TTCGTTGTCTGTTCGACCTGAA
TCGTTGTCTGTTCGACCTGA
TCGTTGTCTGTTCGACCT
TCGTTGTCTGTTCGACCTGAA
CGTTGTCTGTTCGACCTGA
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TTGTCTGTTCGACCT
TGTCTGTTCGACCTGA
GTCTGTTCGACCTGA

AGAAAGTAATCATGTTTT
AGGTTACACACCCAAATCCAGTCC

ATAGGTCGAACAGACAGCGAA
ATAGGTCGAACAGACAGC
AGGTCGAACAGACAGCGAACC
AGGTCGAACAGACAGCGA
AGGTCGAACAGACAGCGAA
AGGTCGAACAGACAGCG
AGGTCGAACAGACAGCGAACCT
AGGTCGAACAGACAGCGAAC
TCGAACAGACAGCGAACCTGA
TCGAACAGACAGCGAACC
TCGAACAGACAGCGAAC
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AGCAAGAGACTGTTCATTTGA
CAAGAGACTGTTCATTTGAC
GTTCATTTGACAAGGGTTT
GTTCATTTGACAAGGGT
GTTCATTTGACAAGGGTTTGCA
GTTCATTTGACAAGGG
GTTCATTTGACAAGGGTT
TTCATTTGACAAGGGTTTGCAT
TTCATTTGACAAGGGTTTGCA
ATTTGACAAGGGTTTGCATG

CATGCTATGCTTGTCAAGTGAGCAGTCCTTTGCAAATTAATCTTAGTTTCGTTGTCTGTTCGACCTGAAACTACGGTAAAGGCTAGGTATATAGTACCCCTGAAAACCCTAATTAGAAAGTAATCATGTTTTTTTATATAGATTAATCAACTTGATTGACCATCTAACAAATTAAACAAGGCAGCTTCGTATTATAGATAACTATATATTGYGTAGCATCTTGGTATTTGACCTCGTAACCTAAATTATAGAGTTACTTTAATGCATAAAAGAGTCATTAACCTAGAAAGAAGAAAGTAAATTAAAACTCCCAATCTTAATCCTGTTTATGCATTTATTGGATAATTCATTTGGAAAGTGGTTTAGGTATATCTTTTGGCTCCTTCTTTTCCTTTCGAAATATGAAGAAGAAAGCAATTGAAAAAATAGTAATAGGCTGGMTATAAGTTTCTAAGTACCCCTTTGCGGTAATCTAACATAACTTTGATAGTCGTTGGACTTTTACCCTAGGTTTTGCAGTTGCAGCCCGGTATCGATTTTTCAGGTGTATATATGTAGGTTACACACCCAAATCCAGTCCAAAAAGTAGGCAGCCTTATGCTCWTTTTGTTTTTACCAAGACATATAATCATCTTTAATATCAAATACCTGAACTCACTGTACTAATTAAATTGGATGTGAAACCAATCTAGTTACCAATTTAGATTAAGTTGCTTCCACAAAAGCATTTTCTTGCTTTCGAACTGCAGAATAATTAGCATGAGCCGTATAAGTACATCCTTAATTAGAAAAATAATGTGGCTAGGAGGGACCGAGTAGTGACTAGCTAGCTAGCCTGCTACCATGGAATGTTGATAGGTCGAACAGACAGCGAACCTGAAGTACAAGCAAGAGACTGTTCATTTGACAAGGGTTTGCATG

mdm-miR858

mdm-miR858*: AGGTCGAACAGACAGCGAACC
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Data S2 List of all the identified microRNA* sequences in apple.



>mdm-miR156a*/mdm-miR156¢*
GCUCACUUCUCUCUCCGUCAGC
>mdm-miR156ab*-1/mdm-miR 156ac*-1
GCUCUCUAUGCUUCUGUCAUC
>mdm-miR156ab*-2/mdm-miR 156ac*-2
GCUCUCUAUGCUUCUGUCAUCA
>mdm-miR156¢*/mdm-miR156j*/mdm-miR156h*
GCUCACCUCUCUCUCUGUCAGC
>mdm-miR156d*/mdm-miR1561*
GCUCACUUCUCUUUCUGUCAGC
>mdm-miR156f*/mdm-miR156n*/mdm-miR 156k*
GCUCAUGUCUCUUUCUGUCAGC
>mdm-miR156g*/mdm-miR156i*
GCUUAAUCUCUAUCUGUCGCC
>mdm-miR156w*-1
GCUCUCUUUUCUUCUGUCAUC
>mdm-miR156w*-2
GCUCUCUUUUCUUCUGUCAUCA
>mdm-miR156v*-1/mdm-miR 156u*-1
GCUUUCUCUUCUUCUGUCAUC
>mdm-miR156v*-2/mdm-miR 156u*-2
GCUUUCUCUUCUUCUGUCAUCA
>mdm-miR1560*
GCUUACUCUCUAUCUGUCACC
>mdm-miR159a*-1
AGCUCCUUUUGAUUCAAAAG
>mdm-miR159a*-2
AGCUCCUUUUGAUUCAAAAGC
>mdm-miR159b*-1
AGCUCCCUUUGAUUCAAAAG
>mdm-miR159b*-2
AGCUCCCUUUGAUUCAAAAGC
>mdm-miR159¢*
AGGAGGGAGAGAGGGUUUUAC
>mdm-miR160d*/mdm-miR160b*
GCGUAUGAGGAGUCAAGCAUA
>mdm-miR160c*
GCGUAUGAGGAGCCAAGCAUA
>mdm-miR160a*
GCGUACAAGGAGCCAAGCAUA
>mdm-miR160¢e*
GCGUAUGAGGAGCCAUGCAUA
>mdm-miR162a*/mdm-miR162b*
GGAGGCAGCGGUUCAUCGAUC



>mdm-miR 164e*/mdm-miR 164f*
CAUGUGCCCCUCUUCCCCAUC
>mdm-miR164d*
CACGUGCUCCCCUUCUCCAAC
>mdm-miR164c*
CACGUGCUCCCCCUCUCCAAC
>mdm-miR164a*
CAUGUGCUCUACCUCUCCAGC
>mdm-miR 166f*/mdm-miR 166b*
GGAAUGCUGUCUGGUUCGAGA
>mdm-miR166e*/mdm-miR166i*
GAAAUGUUGUCUGGUUCGAGA
>mdm-miR166d*
GGAAUGUUGUUUGGCUCGAGG
>mdm-miR166¢*
GGAAUGUUGUCUGGUUCGAGA
>mdm-miR166a*/mdm-miR 166h*/mdm-miR166g*
GGAAUGUUGUCUGGCUCGAGG
>mdm-miR167i*/mdm-miR 167h*/mdm-miR167a*/mdm-miR167j*
AGAUCAUCUGGCAGUUUCACC
>mdm-miR167g*/mdm-miR167d*/mdm-miR167c*
GAUCAUGUGGUAGCUUCACC
>mdm-miR167f*
GAUCAUGUGGUCGCUUCACC
>mdm-miR167¢*
GGUCAUGCUCUGACAGCCUCACU
>mdm-miR167b*
GGUCAUGCUCUGACAGCUUCACU
>mdm-miR168a*/mdm-miR 168b*
CCCGCCUUGCAUCAACUGAAU
>mdm-miR169¢*/mdm-miR 169f*
UGACAGCCUCUUCUUCUCAUG
>mdm-miR169d*/mdm-miR169¢*
GGCAGUCUCCUUGGCUAAU
>mdm-miR 169b*
AGGCAGUCACGCCUUGGCGACG
>mdm-miR169a*
GGCAAGUUGCUCUUGGCUACA
>mdm-miR171m*
GGAUGUUGGAAUGGCUCAAUC
>mdm-miR1711*/mdm-miR171k*/mdm-miR171j*
CGAUGUUGGUGAGGUUCAAUC
>mdm-miR171i*

GUGAUAUUGGUUUUGGCUCAUA



>mdm-miR171h*
UGUUGGAAUGGCUCAAUCAAA
>mdm-miR171g*
UGUUGGUAUGGUUCAAUCAAA
>mdm-miR171f*
GGAUAUUGGUCCGGUUCAAUA
>mdm-miR171¢e*
UGUUGGCCCGGUUUCACUCAGA
>mdm-miR171¢c*
UGUUGGCCCGGUUCACUCAGA
>mdm-miR171b*/mdm-miR171a*
AGGUAUUGACGCGCCUCAAUU
>mdm-miR171n*
GGAUGUUGGUAUGGUUCAAUC
>mdm-miR172n*/mdm-miR172¢*-2
GGAGCAUCAUCAAGAUUCACA
>mdm-miR1721*/mdm-miR 172k*/mdm-miR172j*/mdm-miR 172i*/mdm-miR 172f*/mdm-miR 172d*
GCAGCAUCAUCAAGAUUCACA
>mdm-miR172¢*
GCCGCAUCACCAAGAUUCUUA
>mdm-miR172¢*-1
GAGCAUCAUCAAGAUUCACA
>mdm-miR172b*-1
GAGCAUCUUCAAGAUUCACA
>mdm-miR172b*-2/mdm-miR 1720*
GGAGCAUCUUCAAGAUUCACA
>mdm-miR319b*
AGAGCUUUCUUCAGUCCACUC
>mdm-miR319a*
AGAGCUUUCUUUAGUCCAUUC
>mdm-miR319¢*
AGCUGCUGACUCGUUGGUUCA
>mdm-miR390e*/mdm-miR390f*
CGCUAUCCAUCUUGGGCUUCA
>mdm-miR390d*
GCUAUCCAUCCUGAGUUUCA
>mdm-miR390c*
UGCUAUCCAUCCUGAGUUUCA
>mdm-miR390b*/mdm-miR390a*
CGCUAUCCAUCCUGAGUUUCA
>mdm-miR393e*/mdm-miR393d*/mdm-miR393¢c*/mdm-miR393b*/mdm-miR393a*/mdm-miR393f*
AUCAUGCGAUCCCUUCGGACG
>mdm-miR394a*-1/mdm-miR394b*-1
AGGUGGGCAUACUGCCAAC



>mdm-miR394a*-2/mdm-miR394b*-2
AGGUGGGCAUACUGCCAACAG
>mdm-miR395g*/mdm-miR395d*/mdm-miR395i*
GUUCCCUUGACCACUUCAUUG
>mdm-miR395f*/mdm-miR395e*/mdm-miR395¢*
GUUCCCCCGAACACUUCAUUA
>mdm-miR395a*-1
GUUCCCCCGAAUACUUCAUU
>mdm-miR395a*-2
GUUCCCCCGAAUACUUCAUUA
>mdm-miR396f*/mdm-miR396g*
GUUCAAGAAAGCUGUGAAAAA
>mdm-miR396e*-1/mdm-miR396d*-1/mdm-miR396¢*-1
CUCAAGAAAGCUGUGGGAGA
>mdm-miR396e*-2/mdm-miR396d*-2/mdm-miR396¢*-2
GCUCAAGAAAGCUGUGGGAGA
>mdm-miR396b*-1/mdm-miR396a*-1
UUCAAUAAAGCUGUGGGAAG
>mdm-miR396b*-2/mdm-miR396a*-2
GUUCAAUAAAGCUGUGGGAAG
>mdm-miR397a*
UCGUCAGCUGUGCACCCAAUU
>mdm-miR397b*
UCAUCAACGCUGCACCCAAUU
>mdm-miR398b*
GGAGUGACCUGAGAUCACAUG
>mdm-miR398a*
GGUGUGAAACUGAGAACACAAA
>mdm-miR398c*
GGAGUGACCUGAGAUCACAUA
>mdm-miR399i*/mdm-miR399;j*
GGGCUCCUCCCUCUUGGCAGG
>mdm-miR399h*/mdm-miR399g*
GAGCAAAGUCUCCUCUGGCAUG
>mdm-miR399f*/mdm-miR399¢*
GGGCAAAGUCUCUUCUGGCAUG
>mdm-miR399d*
GGGCUUCUCUCCGAUGGCAGG
>mdm-miR399b*
GUGCAAAUCUCCUUUGGCAGA
>mdm-miR399a*
GUGCAAUUCUCCUUUGGCAGA
>mdm-miR403a*
AGUUUGUGCGUGAAUCGAACC



>mdm-miR403b*
AGUUUGUGCCUGAAUCAAACC
>mdm-miR408b*/mdm-miR408d*
UGCACUGCCUCUUCCCUGG
>mdm-miR408a*
CAGGGAAGAGGUAGAGCAUGG
>mdm-miR447*
CGAAGACUUGGGGAGAGUGA
>mdm-miR482¢*
AGUGGAAGGGUAGGAAAGAAG
>mdm-miR482b*
AAUGGAAGGGUAGGAAAGAAG
>mdm-miR482d*
UCUUUCCUAUCCCUCCCAUUCC
>mdm-miR535a*
GUGCCCUCUCUUGUUGUCAUU
>mdm-miR535d*
GUGCUCUUUCUUGUUGUCAUA
>mdm-miR828a*
AGAUGCUCAUUUGAGCAAGCAG
>mdm-miR827*
UUUGUUGCUGGUCACCUAGUU
>mdm-miR858*
AGGUCGAACAGACAGCGAACC
>mdm-miR2118b*/mdm-miR2118c*
GGACUUAGUUGCUCGGUGAGA
>mdm-miR2118a*
GGACUUAGUAGCUCGGUGAGA
>mdm-miR2111b*/mdm-miR2111a*
GUCCUUGGGAUGCAGAUUACC
>mdm-miR1511%*
UGUGGUAUCAGGACUAUGUUA
>mdm-miR5225b*/mdm-miR5225a*
UUCAUCCCUCCUCGACUGAAG
>mdm-miR3627c*-1
GUUGCCAUCUCUCCUGUGACC
>mdm-miR3627c*-2
UUGCCAUCUCUCCUGUGACCA
>mdm-miR5225¢*
UUCAUCUCUCCUCGACAGAAG
>mdm-miR7121g*/mdm-miR7121e*/mdm-miR7121d*/mdm-miR7121h*
AGGGUGGUUACCAAUGGGAUG
>mdm-miR7121c*
AGGGUGAUUACCAAGGUGAUG



>mdm-miR7121a*
AGGGUGAUUAACAAAGGGAUG
>mdm-miR7120b*/mdm-miR7120a*
ACAGUCUGACAAUAUAACGUG
>mdm-miR7127a*
UGACAAAUUGGAUGAGUAUUC
>mdm-miR7126*
UUGCGUUCCACUGAUUCUUUCG
>mdm-miR7124b*/mdm-miR7124a*
AAUAAAGUUGAUAUUGGUGUG
>mdm-miR7123b*/mdm-miR7123a*
CUUUUACCUAUCCCAUUCUGU
>mdm-miR7122b*/mdm-miR7122a*
ACCGUGUUUUUCUGUAUAAAG
>mdm-miR7128*
UUAUUAAGUGUUAAUGAUUGG



Data S3 Pre-miRNAs (precursor microRNAs) with perfect-match degradome signatures.



>mdm-MIR156a M10022971
AGTTGACAGAAGAGAGTGAGCACACACAGGCGGYAATTGTATAAAATCATACYTTTGGGCGGTGCGTGCTCACTTCTCTCTCCGTCAGCT
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TGACAGAAGAGAGTGAGCAC 252 3

GSM880656_apple_degradome TTGACAGAAGAGAGTGAGCAC  1.96 2

GSM880656_apple_degradome TGACAGAAGAGAGTGAGC 1.58 3

GSM880656_apple_degradome GACAGAAGAGAGTGAGCAC 0.05 4

>mdm-MIR156aa M10022997
TGCTGACAGAAGATAGAGAGCACAGATGAGGAAATGCAAGAACAAGGCAGCATCTCCATCCTTTGTGCTCTCTATTCTTCTGTCAACA
GSMHTS Seq HTS Count MatchSite

GSM880656 apple_degradome CTGACAGAAGATAGAGAGC 0.76 2

GSM880656_apple degradome TGACAGAAGATAGAGAGC 044 3

GSM880656_apple_degradome CTGACAGAAGATAGAGAGCAC  0.22 2

>mdm-MIR156ab M10022998
AGGAGTGGGGAACTGGGAGAGAGAAAGAGCAGGGAGTGATGATACATTGTTGACAGAAGATAGAGAGCACAGATGGATGACTTGCAATTGACTATGCATCTCACTCCTTTGTGCTCTCT
ATGCTTCTGTCATCACCTCGTTATATCTAGCTTCCTTGCCTCTCTCCACACCCGTGCACCT

GSMHTS Seq HTS Count MatchSite

GSM880656 apple degradome TTGACAGAAGATAGAGAGC 6.26 49

GSM880656 apple degradome TTGACAGAAGATAGAGAGCAC 6.15 49

GSM880656_apple degradome TGACAGAAGATAGAGAGC 0.44 50

GSM880656 apple degradome TTGACAGAAGATAGAGAG  0.05 49



>mdm-MIR156ac M10022999
CAATCTCTAATCATATTATAGTATTAAATTTAGGGTAAGGACTAGGGAACTGGGAGAGAGAAAGAGCAGGGAGTGGTGATACGTTGTTGACAGAAGATAGAGAGCACAGATGGATGACTT
GCAATGGACTATGCATCTCACTCCTTTGTGCTCTCTATGCTTCTGTCATCACCTAGCTATATCCAGCTTCCCTGCCCCTCCCCCACACCCCTGCACCTCCCATATTAATCTAATTCATAAAATG
ATTATTTGATTG

GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TTGACAGAAGATAGAGAGC 6.26 86

GSM880656 _apple degradome TTGACAGAAGATAGAGAGCAC 6.15 86

GSM880656_apple degradome TGACAGAAGATAGAGAGC 0.44 87

GSM880656_apple degradome TTGACAGAAGATAGAGAG  0.05 86

>mdm-MIR156b M10022972
TGACAGAAGAGAGTGAGCACACATGGTACTTTCTTGCATGCTGGGTTCATGYTCGAAGCTTTGCGTGCTCACTCTCTATCTGTCA
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TGACAGAAGAGAGTGAGCAC 252 0

GSM880656_apple_degradome TGACAGAAGAGAGTGAGC 1.58 0

GSM880656_apple_degradome GACAGAAGAGAGTGAGCAC 0.05 1



>mdm-MIR156¢c M10022973
GTAGTTGACAGAAGAGAGTGAGCACACACAGGCAGCAATTGTATAAAATCATACCCTTGGGCGGTGCGTGCTCACCTCTCTCTCTGTCAGCTGC
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TGACAGAAGAGAGTGAGCAC 252 5

GSM880656_apple_degradome TTGACAGAAGAGAGTGAGCAC  1.96 4

GSM880656_apple degradome TGACAGAAGAGAGTGAGC 1.58 5

GSM880656_apple_degradome GACAGAAGAGAGTGAGCAC 0.05 6

>mdm-MIR156d M10022974
TGGACTAGTAGCGAGTGGTGGTGACAGAAGAGAGTGAGCACACTCGGGCAATTGTATAAAGCCATACCTTTGCGTGATGTGTGCTCACTTCTCTTTCTGTCAGCCGCACGCCGCCCYCCG
CCcA

GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TGACAGAAGAGAGTGAGCAC 252 21

GSM880656_apple_degradome TGACAGAAGAGAGTGAGC 1.58 21

GSM880656_apple_degradome GACAGAAGAGAGTGAGCAC 0.05 22

>mdm-MIR156e MI10022975
AGTTGACAGAAGAGAGTGAGCACACACAGGCGGCAATTGTATAAAATCATACCTTTGGGCGGTGCGTGCTCACTTCTCTCTCCGTCAGCT
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TGACAGAAGAGAGTGAGCAC 252 3

GSM880656_apple_degradome TTGACAGAAGAGAGTGAGCAC  1.96 2

GSM880656_apple_degradome TGACAGAAGAGAGTGAGC 1.58 3

GSM880656_apple_degradome GACAGAAGAGAGTGAGCAC 0.05 4



>mdm-MIR156f M10022976
TGGCGATTGGGTAGTTATATTATTGTGGTGAGTGTTAATTTGGTTGGGACTTAGGGTAGAAATTGACAGAAGAGAGTGAGCACACAGAGGCACTTGCCATAAAGCGTATGCCATTGCTTTT
GCGTGCTCATGTCTCTTTCTGTCAGCTTCCCCATTTCCACTGCCGGATTAATATTAAGTTGTTCATTTTTAATTTCCTTCTCATCCCCA

GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TGACAGAAGAGAGTGAGCAC 252 63

GSM880656_apple_degradome TTGACAGAAGAGAGTGAGCAC  1.96 62

GSM880656_apple_degradome TGACAGAAGAGAGTGAGC 1.58 63

GSM880656_apple_degradome GACAGAAGAGAGTGAGCAC 0.05 64

>mdm-MIR156g M10022977
GGCGGTGACAGAAGAGAGTGAGCACACATGGTATTTTRTTGCATGCTGGGTTCATGCTCGAAGCTTTGCGTGCTTAATCTCTATCTGTCGCCCC
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TGACAGAAGAGAGTGAGCAC 2525

GSM880656_apple degradome TGACAGAAGAGAGTGAGC 1.58 5

GSM880656_apple_degradome GACAGAAGAGAGTGAGCAC 0.05 6



>mdm-MIR156h M10022978
GTAGTTGACAGAAGAGAGTGAGCACACACAGGCAGCAATTGTATAAAATCATACCCTTGGGCGGTGCGTGCTCACCTCTCTCTCTGTCAGCTGC
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TGACAGAAGAGAGTGAGCAC 252 5

GSM880656_apple_degradome TTGACAGAAGAGAGTGAGCAC  1.96 4

GSM880656_apple degradome TGACAGAAGAGAGTGAGC 1.58 5

GSM880656_apple_degradome GACAGAAGAGAGTGAGCAC 0.05 6

>mdm-MIR156i M10022979
GGTGACAGAAGAGAGTGAGCACACATGGTATTTTRTTGCATGCTGGGTTCATGCTCGAAGCTTTGCGTGCTTAATCTCTATCTGTCGCC
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TGACAGAAGAGAGTGAGCAC 252 2

GSM880656_apple_degradome TGACAGAAGAGAGTGAGC 1.58 2

GSM880656_apple_degradome GACAGAAGAGAGTGAGCAC 0.05 3

>mdm-MIR156j M10022980
GTTGACAGAAGAGAGTGAGCACACACAGGCAGCAATTGTATAAAATCATACCTTTGGGCGGTGCGTGCTCACCTCTCTCTCTGTCAGC
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TGACAGAAGAGAGTGAGCAC 252 2

GSM880656_apple_degradome TTGACAGAAGAGAGTGAGCAC  1.96 1

GSM880656_apple_degradome TGACAGAAGAGAGTGAGC 1.58 2

GSM880656_apple_degradome GACAGAAGAGAGTGAGCAC 0.05 3



>mdm-MIR 156k MI10022981
GTGTTAATTTGGTTGGGACTTAGGGTAGAAATTGACAGAAGAGAGTGAGCACAYAGAGGCACTTTGCCATAAAGCGTATGCCATTGCTTTTGCGTGCTCATGTCTCTTTCTGTCAGCTTCC
CCATTTCCACYGCCGGATTAATAT

GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TGACAGAAGAGAGTGAGCAC 252 32

GSM880656_apple_degradome TTGACAGAAGAGAGTGAGCAC  1.96 31

GSM880656_apple_degradome TGACAGAAGAGAGTGAGC 1.58 32

GSM880656_apple_degradome GACAGAAGAGAGTGAGCAC 0.05 33

>mdm-MIR 1561 M10022982
GAGATAGAGAGAGAGACAGAGGCAGAGAGAGAGAAGGTGAATGGATGAGGGAGAGTAGTAGATCACTGGACTAGTAGCGAGTGGTGGTGACAGAAGAGAGTGAGCACACTCGGGCA
ATTGTATAAAGCCATACCTTTGCGTGATGTGTGCTCACTTCTCTTTCTGTCAGCCGCACGCCCYCCGCCCYCCGCCCACCGCCCACCGCCTGCGCTGCCCTCCCTTTCATTATGTCTTTCTG
TGTTCCTCCTCTCGATCTC

GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TGACAGAAGAGAGTGAGCAC 252 87

GSM880656_apple_degradome TGACAGAAGAGAGTGAGC 1.58 87

GSM880656_apple_degradome GACAGAAGAGAGTGAGCAC 0.05 88



>mdm-MIR156m M10022983
AGGGTAAAGGACGGTGACAGAAGAGAGTGAGCACACATGGTATTTTCTTGCATGCTGGGTTCATGCTTGAAGCTTTGTGTGCTTACTCTCTATCTGTCCACCCACCTCTCTCT
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TGACAGAAGAGAGTGAGCAC 252 14

GSM880656_apple_degradome TGACAGAAGAGAGTGAGC 1.58 14

GSM880656_apple_degradome GCTTACTCTCTATCTGTC 1.03 80

GSM880656_apple_degradome GACAGAAGAGAGTGAGCAC 0.05 15

>mdm-MIR156n M10022984
TTAATCTGGTTGGACTTAGGGTAGAAATTGACAGAAGAGAGTGAGCACACAGAGGCACTTGCCATAAAGCGTATGCCATTGCTTTTGCGTGCTCATGTCTCTTTCTGTCAGCTTCCCCATT
TCCACTGCCGGATTAA

GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TGACAGAAGAGAGTGAGCAC 252 28

GSM880656_apple_degradome TTGACAGAAGAGAGTGAGCAC  1.96 27

GSM880656_apple_degradome TGACAGAAGAGAGTGAGC 1.58 28

GSM880656_apple_degradome GACAGAAGAGAGTGAGCAC 0.05 29



>mdm-MIR 1560 MI10022985
GACGGTGACAGAAGAGAGTGAGCACACATGGTATTTTCTTGCATGCTGGGTTCATGCTTGAAGCTTTGCGTGCTTACTCTCTATCTGTCACCATC
GSMHTS Seq HTS Count MatchSite

GSM880656 apple_degradome TGACAGAAGAGAGTGAGCAC 252 5

GSM880656_apple_degradome TGACAGAAGAGAGTGAGC 1.58 5

GSM880656_apple_degradome GCTTACTCTCTATCTGTC1.03 71

GSM880656_apple_degradome GCTTACTCTCTATCTGTCAC 0.6 71

GSM880656_apple_degradome GACAGAAGAGAGTGAGCAC 0.05 6

>mdm-MIR156p M10022986
TGAATTTGCTGACAGAAGATAGAGAGCACAGATGAGGAAATGCAAAAACAAGGCAGCATCTCCATCCTTTGTGCTCTCTATTCTTCTGTCAACACCTTCA
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome CTGACAGAAGATAGAGAGC 0.76 8

GSM880656 _apple degradome TGACAGAAGATAGAGAGC 044 9

GSM880656_apple_degradome CTGACAGAAGATAGAGAGCAC  0.22 8

>mdm-MIR156q M10022987
TGCTGACAGAAGATAGAGAGCACAGATGAGGAAATGCAAGAACAAGGCAGCATCTCCATCCTTTGTGCTCTCTATTCTTCTGTCAACA
GSMHTS Seq HTS Count MatchSite

GSM880656 apple_degradome CTGACAGAAGATAGAGAGC 0.76 2

GSM880656_apple degradome TGACAGAAGATAGAGAGC 044 3

GSM880656_apple_degradome CTGACAGAAGATAGAGAGCAC  0.22 2



>mdm-MIR156r M10022988
TGAATTTGCTGACAGAAGATAGAGAGCACAGATGAGGAAATGCAAAAACAAGGCAGCATCTCCATCCTTTGTGCTCTCTATTCTTCTGTCAACACCTTCA
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome CTGACAGAAGATAGAGAGC 0.76 8

GSM880656_apple degradome TGACAGAAGATAGAGAGC 044 9

GSM880656_apple_degradome CTGACAGAAGATAGAGAGCAC  0.22 8

>mdm-MIR156s M10022989
TGCTGACAGAAGATAGAGAGCACAGATGAGGAAATGCAAGAACAAGGCAGCATCTCCATCCTTTGTGCTCTCTATTCTTCTGTCAACA
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome CTGACAGAAGATAGAGAGC 0.76 2

GSM880656_apple degradome TGACAGAAGATAGAGAGC 044 3

GSM880656_apple_degradome CTGACAGAAGATAGAGAGCAC  0.22 2



>mdm-MIR 156t M10022990
ATGTTGACAGAAGAGAGAGAGCACAACCCGCCATCGGCTAAGGAGAGTCTTTACCGTTGCTGGGAGTGTGCTTTCTCYTCYTCTGTCATCAT
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TTGACAGAAGAGAGAGAGCAC 141 3

GSM880656_apple degradome TTGACAGAAGAGAGAGAGC 1.2 3

GSM880656_apple_degradome TGACAGAAGAGAGAGAGC 0.05 4

>mdm-MIR156u M10022991
ATGTTGACAGAAGAGAGAGAGCACAACCCGCCATCGGCTAAGGAGAGTCTTTACGTTGCTGGGAGTGTGCTTTCTCTTCTTCTGTCATCAT
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TTGACAGAAGAGAGAGAGCAC 141 3

GSM880656_apple degradome TTGACAGAAGAGAGAGAGC 1.2 3

GSM880656_apple_degradome TGACAGAAGAGAGAGAGC 0.05 4

>mdm-MIR156v M10022992
ATGTTGACAGAAGAGAGAGAGCACAACCCGCCATCGGCTAAGGAGAGTCTTTACGTTGCTGGGAGTGTGCTTTCTCTTCTTCTGTCATCAT
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TTGACAGAAGAGAGAGAGCAC 141 3

GSM880656 apple degradome TTGACAGAAGAGAGAGAGC 1.2 3

GSM880656_apple_degradome TGACAGAAGAGAGAGAGC 0.05 4



>mdm-MIR 156w MI10022993
TGTTGACAGAAGAGAGAGAGCACAACCCRCCATCGGCTAAAGAGAGTCTTTTCCGTTGTTGGGAGTGTGCTCTCTTTTCTTCTGTCATCA
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TTGACAGAAGAGAGAGAGCAC 141 2

GSM880656_apple_degradome TTGACAGAAGAGAGAGAGC 1.2 2

GSM880656_apple_degradome TGACAGAAGAGAGAGAGC 0.05 3

>mdm-MIR156x M10022994
TGAATTTGCTGACAGAAGATAGAGAGCACAGATGAGGAAATGCAAAAACAAGGCAGCATCTCCATCCTTTGTGCTCTCTATTCTTCTGTCAACACCTTCA
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome CTGACAGAAGATAGAGAGC 0.76 8

GSM880656_apple degradome TGACAGAAGATAGAGAGC 044 9

GSM880656_apple_degradome CTGACAGAAGATAGAGAGCAC  0.22 8

>mdm-MIR 156y M10022995
TGCTGACAGAAGATAGAGAGCACAGATGAGGAAATGCAAGAACAAGGCAGCATCTCCATCCTTTGTGCTCTCTATTCTTCTGTCAACA
GSMHTS Seq HTS Count MatchSite

GSM880656 apple degradome CTGACAGAAGATAGAGAGC 0.76 2

GSM880656 apple degradome TGACAGAAGATAGAGAGC 044 3

GSM880656_apple_degradome CTGACAGAAGATAGAGAGCAC  0.22 2



>mdm-MIR 156z M10022996
TGAATTTGCTGACAGAAGATAGAGAGCACAGATGAGGAAATGCAAAAACAAGGCAGCATCTCCATCCTTTGTGCTCTCTATTCTTCTGTCAACACCTTCA
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome CTGACAGAAGATAGAGAGC 0.76 8

GSM880656_apple degradome TGACAGAAGATAGAGAGC 044 9

GSM880656_apple_degradome CTGACAGAAGATAGAGAGCAC  0.22 8

>mdm-MIR160c MI10023006
TATGTGCCTGGCTCCCTGTATGCCATTTGCAGAGTCCCACCGAACAGCGATGGCCTCTGTGGATGGCGTATGAGGAGCCAAGCATATA
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome GCGTATGAGGAGCCAAGCAT 0.22 65

GSM880656_apple_degradome AGAGTCCCACCGAACAGCGAO.11 30

GSM880656_apple_degradome TTGCAGAGTCCCACCGAACAG 0.05 26

>mdm-MIR167f M1002303 1
TCTCTGAAGCCTCCAAGATGAAAGAAGAACAGAAAGAAGGAGAAGAAGAATGACCTAGCTACTTGCTATCTTATCGTGCACCTCCAATAGTTGAAGCTGCCAGCATGATCTAAGCTTTCT
TTGTACATAGGACAGGCTAGATCATGTGGTCGCTTCACCTGTTGAATGAAGCACGAGAAAACCCTAGATTCACAGCCATCGACCTCCTCAAGAACCCATTAGGGTTTTTTITTTTTTTTTTC
GGAGA

GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TCCAAGATGAAAGAAGAACAG 038 11

GSM880656 apple degradome AAGATGAAAGAAGAACAGA 0.27 14

GSM880656 apple degradome CTCCAAGATGAAAGAAGA  0.11 10




>mdm-MIR169a M10023038
AAGTCTCAGAGTGTTTGCATCAAGCAGAAGAGATCGGAATGCAGCCAAGGATGACTTGCCGGCTTTTACAGTATCTTGCTCTAATCAGCAGAGTCTTGCCGGCAAGTTGCTCTTGGCTAC
ATTTAGCTCTCTTCCTCTAATGTCAGCCTCTGAGATTT

GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome CTCTAATGTCAGCCTCTGAG 0.44 134

>mdm-MIR171a MI10023042
GAAGGTATTGACGCGCCTCAATTTGAACGRGTGGCTYATATTGGAGACTTAACCATGCGATTCTGATTGAGCCGCGTCAATATCTCC
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome AACCATGCGATTCTGATTGAGO.16 50

>mdm-MIR171b MI10023043
AAGAAGGTATTGACGCGCCTCAATTTGAACGCGTGGCTAATATTGGAGACTTAACCATGCGATTCTGATTGAGCCGCGTCAATATCTCCTCTT
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome AACCATGCGATTCTGATTGAGO.16 52



>mdm-MIR390b M10023074
GTGTGGAAGAATCTGTTAAGCTCAGGAGGGATAGCGCCATTCTCGGTTTGGTTTAACCACATATAGCGCTATCCATCCTGAGTTTCATGGCTTCTTCTTACAC
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome AGAATCTGTTAAGCTCAGGA 0.27 7

GSM880656_apple degradome ATATAGCGCTATCCATCCTGA 0.27 60

>mdm-MIR390e MI10023077
AGTGTGGAAGAATCTGTTAAGCTCAGGAGGGATAGCGCCATTCTCGGTTTGGTTTAACCACGTATCGCGCTATCCATCTTGGGCTTCATGGCTTCTTCTTACT
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome AGAATCTGTTAAGCTCAGGA 0.27 8

>mdm-MIR390f M10023078
AGTGTGGAAGAATCTGTTAAGCTCAGGAGGGATAGCGCCATTCTCGGTTTGGTTTAACCACGTATCGCGCTATCCATCTTGGGCTTCATGGCTTCTTCTTACT
GSMHTS Seq HTS Count MatchSite

GSM880656 apple degradome AGAATCTGTTAAGCTCAGGA 0.27 8



>mdm-MIR396a M10023093
GATCCTCTTTGTATTCTTCCACAGCTTTCTTGAACAGCATCCATGTATGACGAGATCGACCGATCTTTGGAGTGAGTCGACTCAGTCTCTCTATTCCTCTTAACTTGGTTTGCGGTTCAATAA
AGCTGTGGGAAGATACAGATAGGCTC

GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TTCCACAGCTTTCTTGAACAG 28.7916

GSM880656 apple_degradome TCCACAGCTTTCTTGAACAG 4.14 17

GSM880656_apple_degradome TTCCACAGCTTTCTTGAACA 0.22 16

GSM880656_apple_degradome CCACAGCTTTCTTGAACAG 0.22 18

GSM880656_apple_degradome AGCTGTGGGAAGATACAGAT 0.11 123

GSM880656 apple_degradome TTCCACAGCTTTCTTGAA 0.05 16

>mdm-MIR396b M10023094
GAAGATGATGATCCTCTTTGTATTCTTCCACAGCTTTCTTGAACTGCATCCATCTATGGCGAGATCGACCGATCTTTGGAGTGAGTCGACTCAGTATCTCTATTCCCCTTAACTTGGTTTGCG
GTTCAATAAAGCTGTGGGAAGATACAGATAGGCTCAATAAAATTC

GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TTCCACAGCTTTCTTGAACTGO0.44 25

GSM880656 apple_degradome AGCTGTGGGAAGATACAGAT 0.11 132

GSM880656_apple_degradome TTCCACAGCTTTCTTGAA 0.05 25

>mdm-MIR396¢ MI10023095
TTGCCATGCTTTTCCACAGCTTTCTTGAACTTCAATTCTCTGCTGTCTAAATMTCTTTCAGGACTAGCACCATGGAAGCTCAAGAAAGCTGTGGGAGACCATGGCAA
GSMHTS Seq HTS Count MatchSite

GSM880656 apple degradome TTCCACAGCTTTCTTGAACTT 1.63 11

GSM880656 apple degradome TTCCACAGCTTTCTTGAA 0.05 11



>mdm-MIR396d M10023096
GCCATGCTTTTCCACAGCTTTCTTGAACTTCAATTCTMTGCTGTCTAAATCTCTTTCCGGATTAGCACCATGGAAGCTCAAGAAAGCTGTGGGAGACCATGGC
GSMHTS Seq HTS Count MatchSite

GSM880656 apple_degradome TTCCACAGCTTTCTTGAACTT 1.63 9

GSM880656_apple degradome TTCCACAGCTTTCTTGAA 0.05 9

>mdm-MIR396e M10023097
TTGCCATGCTTTTCCACAGCTTTCTTGAACTTCAATTCTCTGCTGTCTAAATKTCTTTCAGGACTAGCACCATGGAAGCTCAAGAAAGCTGTGGGAGACCATGGCAA
GSMHTS Seq HTS Count MatchSite

GSM880656 _apple degradome TTCCACAGCTTTCTTGAACTT 1.63 11

GSM880656_apple_degradome TTCCACAGCTTTCTTGAA 0.05 11

>mdm-MIR396f M10023098
GTGCACATACAGATGATCCTCCCTGTAATTTTCCACGGCTTTCTTGAACTGTGCAGTTTCCAGAAGAATTAAACTGGCAGAAATTTTTCATGCAGATACAAAAACAGTTCAAGAAAGCTGT
GAAAAACCACCGGCAGGATCTGAGTTGTTCAT

GSMHTS Seq HTS Count MatchSite

GSM880656 apple degradome CCACGGCTTTCTTGAACTGT 0.22 32



>mdm-MIR396g M10023099
GATCCTCCTTGRGATTTTCCACGGCTTTCTTGAACTGTGCAGTGTGCAGAAGAGTTAAACTGGCAGAAATTTTTCATGCAGTTACATAAACAGTTCAAGAAAGCTGTGAAAAACCACAGG
CAGGATT

GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome CCACGGCTTTCTTGAACTGT 0.22 18

>mdm-MIR398b MI10023103
GGTAGAGGGGTTCCACAGGAGTGACCTGAGATCACATGTAGCATTTATGTATTGCGCTTGATGTGTTCTCAGGTCGCCCCTGCGGTACCTTCTCTACC
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome CCCCTGCGGTACCTTCTCT  0.22 76

>mdm-MIR398c M10023104
GCGGTAGAGGGGTTCTGCAGGAGTGACCTGAGATCACATATGGCGTTATGTGTTGCGCTTGATGTGTTCTCAGGTCGCCCCTGCGGTACCTTCTCTACCAC
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome GCGGTAGAGGGGTTCTGCAGG 0.44 0

GSM880656 apple degradome CCCCTGCGGTACCTTCTCT  0.22 77



>mdm-MIR399b M10023106
TGAATAACAGTGCAAATCTCCTTTGGCAGAAATGATTCTGGTGCATTTACTCTTGAGTACTACCACTGGATATGCTTTCTGCCAAAGGAGAATTGCCCTGCAATTCA
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome ACTGGATATGCTTTCTGCC  0.27 64

>mdm-MIR482a MI0010695
GAGAAGAGGGAAAGGGAGATTGGAGCTGCTGGAAGTTTTAGGAATGGGCTGTTTGGGAAGAARGAAAATTACAAGAATAATTGTCTTGTGGGGTTTCTTCCCAAGCCCGCCCATTCCTA
TGATTTCCAGCTGTTCCTCCCTTTCCCTTGTATCTC

GSMHTS Seq HTS Count MatchSite

GSM880656 apple_degradome GGAATGGGCTGTTTGGGAAGA 0.54 40

GSM880656_apple_degradome GAGATTGGAGCTGCTGGAAG 0.49 15

>mdm-MIR482¢ MI10023127
GGAATAGGAAGGCTTTGAGGAGGTTTATGGAGTGGAAGGGTAGGAAAGAAGTAACTTCCTTTTTRGGTCTCAAATTCTGGAGATCGAATTTCTTTCCTAACCCTCCCATTCCTTCAATTTC
CTAAAGRTTATCCCTTTTCC

GSMHTS Seq HTS Count MatchSite

GSM880656 apple degradome GAGTGGAAGGGTAGGAAAG 0.11 29

GSM880656_apple degradome AGTGGAAGGGTAGGAAAG 0.11 30

GSM880656_apple_degradome AGTGGAAGGGTAGGAAAGA 0.05 30



>mdm-MIR827 M10023132
TTTGCAGCAGTGGATATGTTTGTTGCTGGTCACCTAGTTATTCCATGGTTCCATCCATCTGCTGGCTTCAATATATAATTTGTGTTTGTATATGTTGTATATATACATGCAGTATTGTATATTTGA
CCCATGGCGGACGTTCTGATTAGATGACCATCAACGAACACATTCATGATGCAAG

GSMHTS Seq HTS Count MatchSite

GSM880656 apple_degradome AGATGACCATCAACGAACAC 0.05 147

>mdm-MIR828a M10023133
TCCTCTTTGTAATGTTTCTTGCTCAAATGAGTATTCCAGCCACAGTTTGCCTGCAGCTTGCATATATATATATATATATATATAGCGCTGGTGCTTCTGCAATTCTGAGATGCTCATTTGAGCAA
GCAGCGTTACAAGAGGA

GSMHTS Seq HTS Count MatchSite

GSM880656_apple _degradome ATATATATATATATATATAT 0.82 61
GSM880656_apple_degradome TATATATATATATATATATAT 0.44 62
GSM880656 apple_degradome GAGATGCTCATTTGAGCAAG 0.27 106
GSM880656 apple _degradome ATATATATATATATATAT 0.22 61
GSM880656_apple_degradome GGTGCTTCTGCAATTCTGAG 0.16 89
GSM880656_apple_degradome GTGCTTCTGCAATTCTGAGA 0.05 90
GSM880656 apple_degradome ATATATATATATATATATATA 0.05 61
GSM880656_apple_degradome TATATATATATATATATAT 0.05 62



>mdm-MIR828b M10023134
TCCTCTTCGTAATGTTTCTTGCTCAAATGAGTATTCCAGCCACAGTTTGCATGCAGCTTGCATATATATATATAAGAACATGTATGTGTATATATATATAGCACTGGTGCTTCTGCAATCCTGAG
ATGCTCATTTGGGCAAGCAACGTTACAAGAGGA

GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TGTGTATATATATATAGC 0.33 84

>mdm-MIR858 M10023174
CATGCTATGCTTGTCAAGTGAGCAGTCCTTTGCAAATTAATCTTAGTTTCGTTGTCTGTTCGACCTGAAACTACGGTAAAGGCTAGGTATATAGTACCCCTGAAAACCCTAATTAGAAAGTA
ATCATGTTTTTTTATATAGATTAATCAACTTGATTGACCATCTAACAAATTAAACAAGGCAGCTTCGTATTATAGATAACTATATATTGY GTAGCATCTTGGTATTTGACCTCGTAACCTAAATT
ATAGAGTTACTTTAATGCATAAAAGAGTCATTAACCTAGAAAGAAGAAAGTAAATTAAAACTCCCAATCTTAATCCTGTTTATGCATTTATTGGATAATTCATTTGGAAAGTGGTTTAGGTAT
ATCTTTTGGCTCCTTCTTTTCCTTTCGAAATATGAAGAAGAAAGCAATTGAAAAAATAGTAATAGGCTGGMTATAAGTTTCTAAGTACCCCTTTGCGGTAATCTAACATAACTTTGATAGTC
GTTGGACTTTTACCCTAGGTTTTGCAGTTGCAGCCCGGTATCGATTTTTCAGGTGTATATATGTAGGTTACACACCCAAATCCAGTCCAAAAAGTAGGCAGCCTTATGCTCWTTTTGTTTTT
ACCAAGACATATAATCATCTTTAATATCAAATACCTGAACTCACTGTACTAATTAAATTGGATGTGAAACCAATCTAGTTACCAATTTAGATTAAGTTGCTTCCACAAAAGCATTTTCTTGCT
TTCGAACTGCAGAATAATTAGCATGAGCCGTATAAGTACATCCTTAATTAGAAAAATAATGTGGCTAGGAGGGACCGAGTAGTGACTAGCTAGCTAGCCTGCTACCATGGAATGTTGATAG
GTCGAACAGACAGCGAACCTGAAGTACAAGCAAGAGACTGTTCATTTGACAAGGGTTTGCATG

GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TAATATCAAATACCTGAACTC 0.22 635



>mdm-MIR1511 M10023292
GTGGGTCTAGTTCTCATTCCATTGTGGTATCAGGACTATGTTATGTGAATGTTGTTACACAATATTGTGTTACTCATCTGTATAACCTAGCTCTGATACCATGAACAAAATTAAATCTACGACC
CAT

GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome ATAACCTAGCTCTGATACC  0.44 81

GSM880656_apple_degradome AGCTCTGATACCATGAACAA 0.16 88

GSM880656_apple degradome TCTGTATAACCTAGCTCTGA 0.16 76

>mdm-MIR2118¢c MI0023140
GAGGTTGAGGAAGTTATAGGACTTAGTTGCTCGGTGAGAAAACCTGATGATCTGGAGTCCTTCTCCTACCGATGCCACTAAGTCCCATGATTTCCTCTCCCTC
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TCCTTCTCCTACCGATGCC  0.65 57

GSM880656_apple_degradome TCCTTCTCCTACCGATGCCA 0.05 57

>mdm-MIR7120a MI10023141
ATGTATGTATATGTATTAAAATGTTCTTTTGCCAGCCAATGTGGCTTGTTATATTGTCAGATTGTCAATCTGAACCTTTAATTACCATTAATTTACGTAATTAATGGTTCAGATTGACAGTCTGA
CAATATAACGTGCCAAACTGTTTGGCAATTGAGCATTTTCATACATATATATATAT

GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome ACTGTTTGGCAATTGAGCAT 0.11 141

GSM880656 apple degradome TGGTTCAGATTGACAGTCTGA 0.05 104



>mdm-MIR7120b M10023142
ATGTATGTATATGTATTAAAATGTTCTTTTGCCAGCCAATGTGGCTTGTTATATTGTCAGATTGTCAATCTGAACCTTTAATTACCATTAATTTACGTAATTAATGGTTCAGATTGACAGTCTGA
CAATATAACGTGCCAAACTGTTTGGCAATTGAGCATTTTCATACATATATATATAT

GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome ACTGTTTGGCAATTGAGCAT 0.11 141

GSM880656 _apple_degradome TGGTTCAGATTGACAGTCTGA 0.05 104

>mdm-MIR7121d MI10023147
TATTACCCTCATCCTCTTGGTGATCGCCCTGCCCCACCCATATGGCCTTCTGAATTCAGGGAACTTCTGGATTCAGGGCCTGCATATGGACAGGGTGGTTACCAATGGGATGACGGTAATA
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TGGTGATCGCCCTGCCCC 0.16 17

>mdm-MIR7121e MI0023148
TATTACCCTCATCCTCTTGGTGATCGCCCTGCCCCACCCATATGGCCTTCTGAATTCAGGGAACTTCTGGATTCAGGGCCTGCATATGGACAGGGTGGTTACCAATGGGATGACGGTAATA
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TGGTGATCGCCCTGCCCC 0.16 17



>mdm-MIR7121g MI0023150
TATTACCCTCCTCCTCTTGGTGATCGCCCTGCCCCATATGGTCTTCTGAATTCAGGGCCTGCATATCGACAGGGTGGTTACCAATGGGATGACGGTAATA
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TGGTGATCGCCCTGCCCC 0.16 17

>mdm-MIR7121h MI0023151
TATTACCCTCATCCTCTTGGTGATCGCCCTGCCCCACCCATATGGCCTTCTGAATTCAGGGAACTTCTGGATTCAGGGCCTGCATATGGACAGGGTGGTTACCAATGGGATGACGGTAATA
GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome TGGTGATCGCCCTGCCCC 0.16 17

>mdm-MIR7127a MI10023168
ATTGGAATACTCATCGAATTTGTCATAGTGTTTCAGTTGTGTTATGGAACCAATTTTTCTCCCACTCCCATACTTACCACCCAATTAATGGCACAGCTAGAACACTCTGACAAATTGGATGA
GTATTCCAAT

GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome CAGCTAGAACACTCTGACA 0.33 93

GSM880656_apple_degradome ACAGCTAGAACACTCTGACA 0.16 92



>mdm-MIR7127b MI10023169
GAATCATTGGAATACTCATCGAATTTGTCATAGTGTTTCAGTTGTGTTATGGAACCAATTTTTCTCCCACTCCCATACMTACCACCCAATTAATGGCACAGCTAGAACACTCTGACAAATTG
GATGAGTWTTCCAATAGTC

GSMHTS Seq HTS Count MatchSite

GSM880656_apple_degradome CAGCTAGAACACTCTGACA 0.33 98

GSM880656_apple degradome ACAGCTAGAACACTCTGACA 0.16 97



Data S4 Degradome signature-supported cleavage sites at either end of a mature
microRNA (miRNA) strand during DCL1 (Dicer-like 1)-mediated two-step
processing. The mature miRNAs (based on miRBase release 19) and the identified
miRNA*s were denoted by red and blue lines on the pre-miRNAs (precursor
microRNAs) respectively. The cleavage sites supported by degradome signatures
were indicated by green arrows. The secondary structures of the pre-miRNAs were

predicted by using RNAshapes.
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